MaBHbIn Bpay OO0 "IpsasesogonevebHumLa"

YTBEpxaato

Mapronun KO.A.

Kog
ycnyrm

Wndbp ycnyr (804H)

HaumeHoBaHue ycnyru

Ea. nam-a

Tapud

Tapud c
01.02.2025

Bbiesg Ha gom

1.1

O6cnyxrBaHe BHE KITMHUKMA BpayvoMm
TepaneBToM (NpYeM U Bble3n) B Npegenax
ropoga

MaHun.

3500

4500

1.2

O6cnyxumBaHve BHE KITMHUKMA BPa4yoM -
creymanuctomM (NpYeM 1 Bble3d) B Npegenax
ropoga

MaHunmn.

4000

5000

1.3

O6cnyxuBaHue 3a npegenamu ropoaa (10 km)

MaHun.

1000

1500

1.4

O6cnyxmMBaHWe BHE KIMHUKWA CpeaHUM
MELMHCKUM paboTHMKOM (BbIMONHEHNE
MaHMNyNsuMnM 1 Bblesd) B Npeaenax ropoga

MaHunmn.

500

600

1.5

O6cnyxvBaHne BHE KIWMHWKA MEAMLMHCKAM
nepcoHanoM C Lenblo Med ocMoTpa vnu
3abopa 6Guomartepuana Ha nabopaTopHble
aHanmsbl HECKONbKUMWU MEANLMHCKAMM
paboTHVkamn (Bble3n) B Npegenax ropoaa

MaHun.

4500

5000

1.6

O6cnyxvBaHMe BHe KIMHUKM Bpavamu
cneumnanuctammn B npegenax lorpomHoe,
JIMNK, o. 3enenbin, LLUnto3bl

MaHun.

4500

6000

1.7

O6cnyxmBaHMe BHE KITMHWKW Bpayamu
cneumanucTammn B npegenax
CpenHeaxTybunHckoro parioHa, JIeHMHCKoro
pavioHa u BbikoBCckoro parioHa

MaHun.

5000

7000

1.8

O6cnyxuBaHve BHe KnuHuku IHMI B
npegenax ropoga (2 KOHEYHOCTH)

MaHun.

6000

7500

1.9

O6cnyxuBaHve BHe KnNuHukn I3[ B
npegenax ropoga

MaHun.

3000

4000

O6cnyxuBaHme BHe KnunHuMkn Y3U (1
aHaToMu4yecKkasl 30Ha) B npefenax ropoga

MaHun.

1800

2500




O6cnyxuBaHue BHe knuHukM Y3W (cocydbl

1.11 MaHwun. 3000 4000
1 nokanusauuu) B npegernax ropoga
O6cnyxumBaHve BHe KNuHWkKM Y3U

1.12 (DonmonHuTenbHas aHaToMu4eckasi 30Ha) B MaHwun. 800 1000
npegenax ropoaa

2. KabuHeTr ncuxuartpa

2.1 B01.035.001 Mpuem Bpaya ncuxuaTtpa NepBUYHO npmem 1500 2000

2.2 B01.035.002 MNprem Bpava ncuxmartpa NMOBTOPHO npuem 1400 1750
Mpuem Bpaya BenyLlero ncuxmatpa

2.3 B01.035.001 nepBrYHO npuem 1700 2200
Mpuem Bpaya BenyLlero ncuxmatpa

2.4 B01.035.002 MOBTOPHO npuem 1600 2000

25 |A13.29.005 lMcuxonornyeckoe TecTUpoBaHue TecTup. 1600 2000
PacwwupeHHbIn npuem Bpada ncuxuatpa (120

2.6 |B01.035.001 MUH) npuem 5000 6000
KoHcynbTnpoBaHne cemen (Cynpyxeckue

2.7 |A13.29.006.003 OTHOLLEHUS) KOHC. 5000 6000

2.8 [A13.29.006.001 lNcmxonor KoHcynbTauus KOHC. 1500 2000
KoHcynbTpoBaHne cemen (oeTcko-

29 [A13.29.006.003 POANTENbCKME OTHOLLEHUS) KOHC. 5000 6000

210 |[A13.29.007.001 lNcmxonormyeckoe 3aHATME (TPEHUHT) 3aHAT. 1500 2000
KabuHeT ncunxumaTtpa-

3. HapKoJiora
Mpuem Bpaya ncuxmaTpa-Hapkosora

3.1 B01.036.001 NepBUYHO npmem 1500 1800
Mpuem Bpaya ncuxmaTpa-Hapkosora

3.2 |(B01.036.002 MOBTOPHO npvem 1400 1700
Mpuem Bpaya BeayLwero ncuxmaTtpa-

3.3 |B01.036.001 Hapkornora nepBUYHO npmem 1700 2000
Mpuem Bpaya BeayLwlero ncuxmaTtpa-

34 [(B01.036.002 Hapkonora NOBTOPHO npvem 1600 1900
HasHayeHune Tepanun npu abCTUHEHTHOM

3.5 |B01.036.005 cuHapome MaHwun. 10000 15000

4. KabuHeT pgwuetonora

4.1 B01.013.001 Mpnuem Bpaya gueToriora NepBUYHO npuem 1300 5000

4.2 B01.013.002 Mpnem Bpava gueTonora NOBTOPHO npvem 1000 3000
KoHcynbTaums no pesynbtaTam

4.3 A05.30.014 ONArHOCTMKN MPOLEHTHOrO OTHOLUEHUS! npvem 650 1500

4.4 A23.30.051 MopGop ogHoaHeBHOW AOMETHI auveTa 700 1000

45 A23.30.051 Mopbop TpexaHeBHOW AMETbI auveTa 1500 2000

4.6 A23.30.051 Mopbop cemmaHeBHON AMETHI aveTa 2500 4000
MOHUTOPUHI CTPYKTYpPbI NOTPEBNeHus

4.7 |A23.30.054 NUTaTenNbHbIX BELLECTB W SHEpPrun aveta 700 1500
OueHKka pucka pasBuUTUS anMMeHTapHo-

4.8 A23.30.055 3aBMCUMbIX 3aboneBaHuin MaHun. 400 1000

5. KabuHeT 3HAOoOKpuHOnora

5.1 B01.058.001 Mpuem Bpava SHOOKPUHOMOra NEPBUYHO npvem 1300 1600




5.2 B01.058.002 MNpuem Bpaya 3HOOKPUHOMOra NOBTOPHO npuem 1200 1500
Mpuem Bpaya BeayLlero sHAOKpUHoOsora

5.3 B01.058.001 nepBrU4HO npuem 1500 1800
Mpuem Bpaya BeayLlero sHAOKpUHoOsora

5.4 B01.058.002 MOBTOPHO npuem 1400 1700

55 [A09.05.023 KOHTpPOrMb YpPOBHS [MIOKO3bl KPOBWU MaHmn. 120 150
KoHTponbHOE u3MepeHune napameTpoB

5.6 A12.30.001 obmeHa BeLlecTB MaHwu. 250 400

6. KabuHeTt HeBponora

6.1 B01.023.001 Mpuem Bpaya HesBporora NePBUYHO npuem 1200 1500

6.2 B01.023.002 Mprem Bpada HeBporora NoBTOPHO npuem 1100 1400
Mpuem Bpaya BeayLlero Heeporsiora

6.3 B01.023.001 NepBrU4HO npuem 1500 2000
Mpuem Bpaya BenyLlero Heeporsiora

6.4 B01.023.002 MOBTOPHO npuem 1400 1900
Mpuem Bpaya HeBpornora (rnaBHOro Bpaya)

6.5 B01.023.001 NepBrU4HO npuem 2000 3000
Mpuem Bpaya HeBpornora (rnaBHOro Bpaya)

6.6 B01.023.002 MOBTOPHO npuem 1900 2700

6.7 B05.023.005 KuHesnoTtennmposaHue 1 kateropus (1-2 3.) MaHun. 900 1200
KnuHesnoTennnpoBaHme LLENHO/rpyaHOro

6.8 |B05.023.005 oTaena no3BOHOYHUKA MaHmn. 1200 1500

6.9 B05.023.005 KuHesnoTtennunpoBaHue 2kateropus (6. 2 3.) MaHun. 1400 1750

6.10 |B03.007.001 TecTupoBaHme KOrHUTUBHOM cdpepbl TecTup. 1200 1500

6.11 A12.26.012 lMposepuHoBas npoba TECTUP. 300 400

6.12 |A02.08.002 Onb@akTopHasa npoba TecTup. 200 250

6.13 |A03.25.001 BectubynsapHbsie npobbl TEcTUp. 700 900
MapaBepTebpanbHas bnokaga (nekapcTeo

6.14 |A11.04.006 nauventa) warmn, | 100 1300
MapaBepTebpanbHas bnokaga (nekapcTeo

6.15 |A11.04.006 KIMHUKK/Kpome aunpocnaxa) MaHu. 1550 1900
MapaBepTebpanbHas bnokaga (nekapcTeo

6.16 |A11.04.006 KIMHUKW/Annpocnat) MaHu. 2000 2400
Briokaga nepudepnyecknx HepBoB Npw

6.17 |A11.24.001 TYHENbHbIX CUHAPOMAaX MaHun. 2000 2500
MepuapTukynapHasa 6nokaga (nekapcTeo

6.18 |A11.04.006 naumexTa) MaHu. 1100 1300
MepuapTukynapHasa 6nokaga (nekapctso

6.19 |A11.04.006 KIMHUKW/Kpome aunpocnaxa) MaHu. 1550 1900
MepuapTukynapHasa 6nokaga (nekapcteo

6.20 |A11.04.006 KIMHMKW/AMNpocnat) MaHu. 2000 2400

6.21 |A11.04.006 Brokaga rpylwesmaHON Mbilibl MaHun. 2100 2500
Bbriokaga KypKoBbIX TO4YeEK Npu
MuodacumnansHoMm 6oneBomM cuHapome 350 400

6.22 |Al11.24.001 (1Touka) MaHu.
Briokaga npu HeWponaTuM NMLEBOIO UK

6.23 |A11.24.001 TPOVHWYHOrO Hepsa MaHumn. 2100 2500
BeeneHve nekapcts B NoOLLaaKy

6.24 |A11.04.006 COCLIEBUAHOTO OTPOCTKA warmn, | 00 400

6.25 |A18.05.001.001 Mnasmotepanus 1 npobupka MaHm. 2600 3300

6.26 |A18.05.001.001 MnasmoTtepanusa 2 npobupku MaHumn. 5000 6000

6.27 |A18.05.001.001 lMnasmoTepanus 3 NpoGupky MaHun. 7000 8400

6.28 |A18.05.001.001 MnasmoTtepanusa 4 npobupku MaHumn. 9000 10500

6.29 |A18.05.001.001 Mnasmotepanus 5 npobrpok MaHun. 10000 12000




MoOkoxHoe BBedeHWe neKapCTBEHHbIX

6.33 |[A11.01.002 npenapaToB (NekapcTBO nauueHTa) MaHun. 400 500
MopkoxHoe BBedeHWe NEeKapCTBEHHbIX

6.31 |A11.01.002 npenaparos (NeKkapCcTBO KMUHUKM) MaHm. 750 900

6.30 |[A17.30.035 BHyTpuTKaHeBasi 3neKTpOHeNpOTUMYNSALNS MaHu. 1250 1500

6.32 |[A17.30.035 TpaHckpaHuanbHast 3neKTPOCTUMYNALUS MaHun. 1200 1450

7. KabuHeT Heunpoxupypra

7.1 B01.024.001 Mprem Bpaya Helpoxupypra nepBUYHO npuem 1300 1600

7.2 [B01.024.002 lNprvem Bpava Herpoxmpypra noBTOpHO npviem 1200 1500
Mpuem Bpaya BeayLLEro Hevpoxupypra

7.3 B01.024.001 nepBrU4HO npuem 1600 2000
Mpuem Bpaya BeayLLero Hevpoxupypra

7.4 B01.024.002 MOBTOPHO npuem 1500 1800
MapaBepTebpanbHas bnokaga (nekapcTeo 1100 1300

75 |A11.04.006 nauveHTa) MaHu.
MapaBepTebpanbHas bnokaga (nekapcTeo

76 |A11.04.006 KIMHUKK/Kpome aunpocnaxa) MaHu. 5l 1200
MapaBepTebpanbHas bnokaga (nekapcTeo 2000 2400

7.7 |A11.04.006 KIMHUKW/AMNpocnat) MaHu.
Bbnokaga nepudepunyecknx HepBOB Npu

7.8 |A11.24.001 TYHEeIbHbIX CUHAPOMaXx MaHun. e e
MepuapTukynapHasa 6nokaga (nekapcTso

79 |A11.04.006 nauvenTa) warmn, | 100 1300
MepuapTukynapHasa 6nokaga (nekapcTso 1550 1900

710 |A11.04.006 KIMHUKW/Kpome aunpocnaxa) MaHu.
MepuapTukynapHasa 6nokaga (nekapcteo 2000 2400

711  |A11.04.006 KIMHUKW/AMNpocnat) MaHu.

712 |A11.04.006 Brokaga rpylwesmaHoON MbillLbl MaHun. 2100 2500
Briokaga KypKoBbIX TO4YeEK Mpu
MuodacumnansHom 6onesBom cuHapome 350 400

713 |A11.24.001 (1Touka) MaHm.
bnokaga npu HewponatumM nMUEBOrO MK

714 |A11.24.001 TPOMHNYHOIO HepBa MaHu. 2100 2500

8. KabuHeT aKywep-ruHekonora

8.1 B01.001.001 Mprem Bpaya rMHeKonora NepBUMYHO npuem 1200 1500

8.2 B01.001.002 Mpuem Bpaya rMHeKornora rnoBTOPHO npuem 1100 1400
Mpuem Bpaya BeayLlero rmHekorsiora

8.3 B01.001.001 nepBrU4HO npuem 1500 1800
Mpuem Bpaya BeayLlero rmHekorsora

8.4 B01.001.002 MOBTOPHO npuem 1400 1700

8.5 [B01.001.001 Mpuem Bpada rvHekorora no 6ecnnoauio npuem 1700 2000
Mpuem Bpaya BeayLLero rmHekorora no

8.6 |[B01.001.001 6ecnnoauio npvem 2000 2400
Mpuem Bpaya rmMHekorora no 6epeMeHHOCTH

8.7 [(B01.001.004 NepBUYHO npmem 1400 1700
Mpuem Bpaya rMHekonora no 6epeMeHHOCTH

8.8 |B01.001.005 NOBTOPHO npuem 1300 1600
Mpuem Bpaya BeayLLero rmHekorora no

8.9 (B01.001.004 B6epeMeHHOCTU NePBUYHO npmem 1750 2000
Mpuem Bpaya BeayLLero rmHekorora no

8.10 |B01.001.005 6epeMEHHOCTI NOBTOPHO npviem 1600 1900

8.11 |B01.001.001 MogrotoBka fokymeHToB Anii OKO npuem 6000 7500

8.12 [B01.001.001 KoHcynbTaums GecnnoagHbix nap KOHC. 3000 3500




BeeneHne BHyTpumMaTovHOM cnupanu (6es

8.13 |[A11.20.014 CTOMMOCTU cnupanu) nog KoHTpornem Y3U MaHun. 2000 2500
BeeneHne BHyTpumaTovHoW cnupanu (6es

8.14 |A11.20.014 cTouMmocTu cnupanu) 6e3 koHTponsa Y3U MaHun. 1450 1750
BeeneHne BHyTpumaToudHon cnupanu (BMC

8.15 |Al11.20.014 MwupeHa) nog koHTponem Y3U MaHun. 12500 15000
BeeneHne BHyTpumaToudHon cnupanu (BMC

8.16 |A11.20.014 MwupeHa) 6e3 koHTpons Y3U MaHu. 12000 14500
YpaneHne BHTYpUMAaTOYHOW cnupanu nog

8.17 |[A11.20.015 koHTponem Y3U MaHwun. 1750 2000
YpaneHune BHTypUMaTO4YHOW cnvpanu 6e3

8.18 |A11.20.015 koHTponsa Y3/ MaHun. 1000 1200
VHameugyanbHbI nogbop pasmepa

8.19 |[A11.20.041 neccapus MaHm. 500 600

8.20 |A11.20.041 YcrtaHoBka neccapuist MaHumn. 850 1000

8.21 A11.20.042 YnaneHue neccapust MaHun. 600 750

8.22 |A16.20.059 YpaneHve nHopofHbIX Ten Ao 5 cm MaHun. 600 750

8.23 |A16.20.059 YpaneHve nHopoaHbix Ten 6onee 5 cm MaHwun. 1100 1300

8.24 |A11.20.003 Mannenb-6unoncus MaHu. 1750 2000

8.25 |[A03.20.003.002 OxormcTepocanbnHrockonus MaHun. 4000 5000

8.26 |[A11.20.003 Buoncus HapyXHbIX MOMOBLIX OPraHoB MaHu. 3200 4000

8.27 |Al11.20.003 Buoncua matku MaHun. 2000 2500

8.28 |A11.20.007 3abop GuomaTtepmana (NOCTKOUT TECT) MaHun. 750 1000

8.29 [A11.20.005 3abop npoyero GuomaTepuana MaHu. 200 250
MHCTpyMeHTanbHbIA COCKOO 13

8.30 [A11.20.008.002 LEepBUKanNbHOro KaHana MaHu. 2100 2500

8.31 Mamepenne pH Bnaranuwa MaHu. 200 250

8.32 |A03.20.001 Konbnockonus MaHu. 1500 1800

8.33 [A03.20.003 MeTpocanbnuHrockonus MaHun. 6500 7500

8.34 |A11.20.002 BaaTne maska uepBuKanbHOro kaHana MaHu. 200 250

8.35 [A03.26.015 ToHorpadgus matku MaHu. 750 900

8.36 [A11.20.024 BBeneHue nekapcTB MHTpaBarnHasnbHO MaHu. 400 500

8.37 BBegeHue KoHTpauenTusa MaHumn. 3000 3600

8.38 [A11.20.024 BBegeHue nekapctB B NOSIOCTb MaTku MaHu. 1350 1600

8.39 [A03.20.005 BynbBockonua MaHun. 1100 1300

8.40 |A15.20.001 HanoxeHne maseBOW MOBSA3KU MaHu. 500 600
YpaneHne MHNIaHTaunmoHHOro

8.41 KOHTpauenTtnea MMnnaHToH MaHu. 2200 2700
Xupypruyeckass obpaboTka MOBEPXHOCTHOM

8.42 [A16.01.004 paHbl MaHu. 1400 1700

8.43 |A16.30.069 CHATe nocneonepaunoHHbIX WBOB/NUraTyp MaHun. 800 1000
YpaneHne obpasoBaHwuin Bnaranuwia,
HapYXHbIX MOJIOBbIX OPraHoB,

8.44 nocrneonepawmMoHHbIX pybLIoB MaHu. 1750 2000

8.45 |[A16.01.017 YpaneHne HoBoobGpasoBaHWM A0 4 CM MaHun. 3500 4200

8.46 YpaneHne HoBoobpasoBaHui 6Gonee 4 cm MaHu. 6000 7200

8.47 O6paboTka Braranuia MaHun. 600 700

8.48 O6paboTka Lenkn MaTku MaHu. 750 1000
Annnukauusa Ha LWenkKy MaTkM pacTBOPOM

8.49 ConkoBarvHa MaHwu. 2200 2650

8.50 YpaneHue cuHexumn MaHwu. 2000 2500

8.51 KpuogecTpykums MaHu. 2500 3000
BckpbiTe/gpeHnpoBaHmne abcuecca

8.52 /cpypyHKyna Hapy>XHbIX MOMOBbLIX OpPraHoB MaHwun. 2200 2700

8.53 MesoTepanua MaHun. 3000 3600




Koppekums CTpeccoBOro HegepXaHus Moum
rManypoHOBON KCuUroTon 6e3 cTtommocTu

8.54 npenapara MaHun. 12000 14500
JleyeHwne nocTkonTanbHOro LMCTUTA C
NCMNONMb30BaHWEM MHTUMHOro dunnepa 6e3
8.55 CTOMMOCTW npenapara MaHu. 11500 13800
8.56 BospacTtHaa 6GunopeBuTanvsauus MaHu. 8000 9600
8.57 BBepeHve MNOAKOXHOIO MMNMaHTa MaHu. 1750 2000
8.58 Banopusaumsa Lwenkn maTtkm MaHumn. 3300 4000
8.59 Oednopaumsa xupypruyeckas MaHu. 6000 7200
8.60 JleyeHvie Wekn MaTku MaHu. 4000 5000
8.61 MepeBsidka YNCTLIX paH MaHu. 1150 1400
8.62 lMNepeBA3ka rHOMHLIX paH MaHwu. 1300 1600
MegnkameHTO3HOE nNpepbiBaHNe
GepemeHHOCTM ¢ npenapatom MwupornioT
8.63 (Poccus) MaHwun. 8500 10000
MeavmkameHTO3HOe npepbiBaHye
B6epemeHHocTn ¢ npenapatom MudernH
8.64 (PpaHuus) MaHun. 13000 15000
MepnkameHTO3HOE npepbiBaHWE
GepeMeHHOCTM C npenapaToMm
8.65 mudpenpecTtoH (Kntan) MaHun. 7500 9000
MeavkameHTO3HOe npepbiBaHVe
B6epemeHHOCTN ¢ npenapatoMm [NeHkpadToH
8.66 (Poccus) MaHun. 9000 11000
8.67 |B01.003.004.004 AnnnukaumoHHas aHecTesus MaHu. 300 400
8.68 [B01.003.004.005 WHpunbTpaunoHHaa aHecTesus MaHu. 1700 2000
8.69 [B01.003.004.002 lMpoBogHMKOBas aHecTesnsi MaHu. 1200 1500
8.70 [MapauepBukansHas aHecTesus MaHwu. 650 750
8.71 MnasmoTepanus MaHu. 4700 5500
IMpuném Bpadva rmHekonora-penpoaykrosiora
nepsu4HoO ¢ Y3W opraHoB manoro Tasa,
8.72 honukynomeTpus, LepBUKOMETPUEN npuem 3000 4000
Mprém Bpaya rmHekonora-penpoaykTonora
8.73 noBTOpHO 6e3 Y3 npuem 2200 2750
Y3 opraHoB manoro Tasa +
8.74 honMKynomeTpums ¢ LiIepBUKOMETPUENn MaHu. 2000 2500
KoHcynbTaums Bpava-rmHekonora-
8.75 3HOOKpUHOora npuem 1750 2000
8.76 Mammorpadusa anekTpoumnegaHcHas MaHu. 1300 1600
9. KabuHetr yponora
9.1 B01.053.001 Mpuem Bpaya yponora nepBUYHO npuem 1200 1500
9.2 B01.053.002 lMpuem Bpava yponora NOBTOPHO npuem 1100 1400
9.3 lMpuem Bpaya BeayLlero ypomnora nepBu4HO npuem 1500 1800
94 lMpuem Bpaya Begyllero ypornora NoBTOPHO [ npuem 1400 1700
9.5 Mpuem Bpaya yponora no 6ecnnoauio npuem 1750 2000
Mpuem Bpava BedyLLero yponora no
9.6 becnnoauo npuem 2200 3000
lMpuem Bpaya ypornora c 3aknovyeHneM s
9.7 OKO npuem 1750 2000
lMpuem Bpava BedyLlero Bpaya yporiora c
9.8 3akntoveHuem ans 9KO npuem 2200 3000
9.9 A16.28.040 ByxuposaHue ypeTpbl MaHun. 3000 3600
BckpbiTe/gpeHnpoBaHne abceuecca
9.10 A16.28.041 /nermMoHbl HapyXXHbIX MOJIOBLIX OPraHoB MaHwu. 1900 2300
3ameHa LMCTOCTOMUYECKOrO ApeHaxa
9.1 A16.28072.001 (opeHax nauneHTa) MaHun. 1100 1400




9.12 MHCTUNaumMa nekapcTB B MOYEBOW My3bIpb MaHu. 800 1000
9.13 UHCcTUNSauma nekapcTB B ypeTpy (KEeHLUHbI) MaHun. 1100 1400
MHbekunst Hebupgo (6e3 ctomumocTtu
9.14 npenapara) MaHwu. 600 750
9.15 Wubekunss Hebuao (npenapat KIMVHUKK) MaHun. 8000 10000
9.16 A11.28.007 KaTteTtepusaunsa moyeBOro nysbips MaHu. 1100 1400
9.17 A21.21.001 Maccax npocTtatbl MaHun. 600 750
9.18 Maccax npocTtaTtbl C nekapcteamu MaHu. 1000 1200
9.19 HanoxeHne acenTnyeckon NoBs3KM MaHu. 450 550
9.20 HanoxeHne ma3eBON MOBA3KM MaHun. 500 600
9.21 IMyHKUMA rmgpouene MaHun. 700 850
9.22 CHsaTMe nocrneonepaLMoHHbIX LLIBOB/NMUraTyp MaHu. 750 900
Xupyprudeckass obpaboTka MOBEPXHOCTHOM
9.23 A16.01.004 paHbl MaHwun. 1300 1600
YpaneHue NOBEPXHOCTHO PaCMOSIOXEHHOTO
9.24 A16.01.001 WMHOpOOHOro Tena MaHwu. 3200 4000
9.25 3abop OvoncuiriHoOWro marepwana MaHun. 800 1000
9.26 lMonyyeHne cekpeta npocTaTbl MaHwu. 600 750
9.27 A12.28.006 YpodnoymeTtpus MaHun. 1000 1200
9.28 A03.28.001 Lincrockonus MaHu. 3200 4000
9.29 3ameHa anMUUCTOCTOMBI MaHumn. 1500 1800
9.30 YpaneHue koHaunomsl (1 en) MaHun. 1600 2000
®peHynoTomus (NnNacTuka ysgeydku MosioBoro
9.31 A16.21.038 yrieHa) MaHun. 7000 8500
LinpkyMLmM3MO (KpyroBoe McceyeHne KparHen
9.32 A16.21.013 nnoTu) MaHun. 13000 16000
9.33 Onepauusa npu Kncte meartyca MaHu. 7000 8500
9.34 A16.28.058 BnpasneHue napadgumosa MaHu. 1800 2200
IMyHKUMOHHasE Guoncus npepcTaTernbHOn
9.35 xenesbl MaHwu. 14000 17000
9.36 Baatne maska MaHu. 200 250
YpaneHue koHOunombl (2 n 6onee eauHuL 3a
9.37 1 eanHuLy) MaHun. 1000 1200
9.38 MegukameHTO3Has NpoBOKaLUA MaHwu. 300 400
9.39 A16.28.051 YctaHoBka katetepa donnes MaHun. 1600 2000
9.40 3ameHa katetepa donnes MaHwu. 900 1100
9.41 3ameHa kateTepa donnes Ha JOMYy BbI30B 3000 5000
9.42 Maccax npocTaTbl Ha JOMY Bbl30B 3000 4000
9.43 dpeHynonnacruka MaHu. 5000 6000
Komnniekc nevyebHbix MaHunynsaumi (npyvembi KoM 11000 13500
Bpaya + MeaMKamMeHTO3Has Tepanusi 6e3
9.44 CTOMMOCTW JIEKapCTB) OCTPbIA NMPOCTaTUT
Komnniekc nevyebHbix MaHunynsaumi (npyembl
Bpaya + maccax +®TJ1 +meankameHTo3Has KoM 15000 18000
Tepanusi 6e3 CTOMMOCTM JeKapcTB)
9.45 XPOHUYECKUIA NpOCTaTUT
Komnnekc nevyebHbIX MaHunynaumi (npyvemsl - 12000 14500
Bpaya + megukameHTo3Has Tepanusa 6e3
9.46 CTOMMOCTM JNleKapCTB) aNUANAUMNUT
Komnekc nevebHbIX MaHunynsauum (npuemsbl
Bpaya + MeankameHTo3Has Tepanusi 6e3 OMAN 15000 18000
CTOMMOCTM nekapcTB + Mmaccax+ OTJ)
9.47 ANUANOUMUT U NPOCTaTUT
Komnnekc ne4vebHbIX MaHUNynsumn
(NpyeMbl Bpaya + nHcTunauma 5 npou) KoMMn 10500 12500
9.48 OCTpbIi BGakTepuanbHbIi  UUCTUT




Komnnekc ne4vyebHbIX MaHUNynsumn
(npuembl Bpada + MeankaMeHTO3Has

KOMMJST 11000 13500

Tepanusi 6e3 CTOMMOCTU JeKapcTB)

9.49 nnenoHepuT

9.50 B01.003.004.004 |AnnnuKauMoHHaa aHecTesus MaHwu. 300 400

9.51 lMpoBogHMKOBas aHecTesnsi MaHu. 1100 1500
LinTonornyeckoe uccnegoBaHue

9.52 BuoncunHoro Marepuana (nabopatopus) MaHwu. 3000 4000

9.53 B01.003.004.005 WHpunbTpaunoHHaa aHecTesus MaHu. 1600 2000

9.54 Y3-tepanua Ha annapate Y3T-01 MaHu. 600 750

10. KabuHetr TepaneBTa

10.1 B01.047.001 Mpuem Bpava TepaneBTa NEPBUYHO npuem 1200 1500

10.2 B01.047.002 lMpuem Bpava TepanesBTa NOBTOPHO npuem 1100 1400
Mpuem Bpaya BenyLlero TepanesTa

10.3 nepBnYHO npuem 1500 1800
Mpuem Bpaya BenyLlero TepanesTa

10.4 NMOBTOPHO npuem 1400 1700

10.5 A12.009.005 MynecokcumeTpus MaHun. 150 200

10.6 KoHTtpone Al v nynbca MaHun. 150 200

10.7 A09.05.023 OnpepgeneHne ypoBHS MHOKO3bl KPOBWU MaHu. 150 200
KoHTponbHOE u3MepeHne napameTpoB

10.8 obmeHa BeLlecTB MaHun. 200 250

10.9 lMnasmotepanuvsa 1 npobvpka MaHwu. 2600 3300

10.10 MnasmoTtepanus 2 npobupku MaHu. 5000 6000

10.11 lMnasmoTtepanusa 3 npobupkm MaHun. 7000 8400

10.12 MnasmoTtepanus 4 npobupku MaHu. 9000 10500

11. KabuHeT racTpoaHTeposiora
lMpuem Bpaya racTpoaHTeporora

11.1 B01.004.001 MEPBUYHO npvem 1200 1500
lMpuem Bpaya racTpoaHTeporora

11.2 B01.004.002 MOBTOPHO npvem 1100 1400
lMpuem Bpaya BedyLlero racTpoaHTeporiora

11.3 NMEPBNYHO npuem 1500 2000
lMpuem Bpaya BedyLwlero racTposHTeposiora

11.4 MOBTOPHO npvem 1400 1900
KoHcynbTaTMBHLIM NpUeM rnaBHOro
cneumanucTa racTpoaHTeporsora-

11.5 NHpeKunoHmncTa npuem 1800 2500

12, KabuHet odtanbmonora
Mpuem Bpadva odTanbMosnora NePBUYHO C

12.1 B01.029.001 annapaTHbIMW UCCrefOBaHUAMMU npuem 1400 1700
Mpuem Bpada Beayllero odTanbmosnora

12.2 NepBUYHO C annapaTHbIMU UCCNeA0BaHNMM npuem 1550 1900
Mpruem Bpaya ogpTanbmMoriora NOBTOpHO 6e3

12.3 B01.029.002 annapaTHbIX MccrnegoBaHui npuem 900 1100
Mpuem Bpada Beayllero odTanbmonora

12.4 NnoBTOPHO 6e3 annapaTtHbIX NccnegoBaHnn npuem 1000 1200
Mprem Bpava odTanbmMornora nepeu4yHo 6e3

12.5 annapaTHbIX nmccnegosaHui (no 6/nmcty) npuem 800 1000
Mpuem Bpada Beayllero odTanbmonora
nepenyHO 6e3 annapaTtHbIX MCCneaoBaHUn

12.6 (mo 6/nucTy) npuem 1000 1200
AnnapaTHble MccnegoBaHus NpU Npueme no

12.7 OMC MaHwn. 850 1200
MaMepeHne BHYTpPUrNasHoro AaBreHust no

12.8 MaknakoBy MaHu. 500 600




N3mepeHre BHYTPUITa3HOro AaBreHus

12.9 (MHEBMOTOHOMETpPUSA annapaTHas) MaHun. 450 600
OcmOTp rmasHoro gHa € JfMH30M
12.10 A03.26.003 lonbamaHa MaHwun. 1400 1700
12.11 MapabynbbapHasa nHbekums (1en) MaHun. 350 400
12.12 A02.26.005 MepumeTpusa (nona 3peHus) MaHu. 500 600
12.13 A23.26.001 Mopbop npocTbix o4koB (1 en) MaHun. 350 450
12.14 A23.26.002 Mopbop cnoxHbix oykoB (1 en) MaHun. 500 700
12.15 MogGop npocThix 04KoB (2 1 bonee en) MaHun. 550 750
12.16 Mopbop cnoxHbIx O4YKOB (2 1 Bonee en) MaHun. 900 1200
30HONpOBaHME CresHbIX NyTen u
12.17 A16.26.011 NpPoMbIBaHNe MaHwu. 3750 4500
12.18 A03.26.008 PedpaktomeTtpus MaHwr. 450 600
12.19 A16.26.034 YpaneHne WHOPOOHOrO Terna KOHbIOHKTUBLI MaHu. 900 1100
12.20 A16.26.051 YpaneHne WHOPOOHOro Terna U3 poroBulbl MaHun. 1300 1600
12.21 A0.26.022 Ok3oTanbMomMeTpUS MaHu. 300 400
YpaneHne 0obpokadyecTBEHHbIX
HOBOOOpPAa30BaHWIN KOXW BeK (KCaHTenasmbl) ¢
12.22 A16.01.017 nnacTukon Beka 6e3 nepecagkn TKaHewn MaHun. 7000 8400
YpaneHue 0obpoKkayYecTBEHHbIX
HOBOOOPAa30BaHUI KOXM BEK (MHOXECTBEHHbIX
12.23 A16.01.016 arepom) MaHwun. 9000 10800
YpaneHne 0obpokadyecTBEHHbIX
HOBOOGpa30BaHNN KOXW BEK
12.24 (MHOXECTBEHHbIX Nanuriom Ha 1 Beke) MaHun. 11500 13800
YpaneHvwe [06poKavyeCcTBEHHbIX
HOBOOGPAa30BaHUI KOXM BEK (OQNHApPHbIE
12.25 nanunombl) MaHun. 8500 10000
12.26 MccedeHre ntepurnyma 3-4 ¢t 3a 1 rnas MaHwu. 12000 14500
12.27 A16.26.043 VicceyeHre NnUHreekynol MaHun. 5500 6600
McceueHre xansa3moHa OCroXHEHHOro
(oBOVMHOrO, CrIMBHOIO Ha OAHOM BEKe C
12.28 A16.23.013 HarHoeHnem u nepdopaumenn Koxm) MaHu. 10000 12000
12.29 VicceyeHrne HEOCNOXHEHHOro XOns3uoHa MaHun. 7000 8500
12.30 WcceyeHnve ntepurmyma 1-2 ct 3a 1 rnas MaHwu. 10500 13000
12.31 [Mnactvka HWXHEW CNesHon TOuYKK MaHu. 8500 10000
YpaneHve JoOpoKayeCcTBEHHbIX
HOBOOOpPAa30BaHMIN KOXW BeK (€AMHNYHAs
12.32 aTepoma) MaHun. 5500 6500
YpaneHue 0o6poKayYecTBEHHbIX
12.33 HOBOOOpa30BaHWUN KOXW BeK (KucTa) MaHun. 5500 6600
YpaneHue 0o0poKkayYeCcTBEHHbIX
12.34 HOBOOOpa30BaHWN (€OUHWNYHbIE aTEPOMbI) MaHun. 11000 13500
MHBbeKUMOHHOE BBeAEHME NEKAPCTB C
12.35 aeanctpocpmyeckon Lenbto (1 en) MaHun. 450 550
12.36 A03.26.002 "oHnockonus MaHun. 700 850
12.37 MapabynbbapHasi MHbEKUUA AeKcameTasoHa | maHun. 450 550
12.38 Mapa- n peTpobynbbapHbie nHbeKLUn (1ea) MaHun. 450 500
12.39 VHbekuns gekcameTasoHa noj KoXy BUcCKa MaHun. 450 550
12.40 Ckuockonus MaHM. 350 450
12.41 A03.26.018 Buomukpockonusa rnasa MaHu. 500 600
12.42 VccnegoBaHue LBETOOLLYLEHNA MaHumn. 320 400
12.43 A16.26.018 onunauma pecHuy, (1 Beko) MaHun. 700 850
12.44 A17.26.003 ONeKTpOCTUMYNSLMS MaHun. 550 700
WccnepoBaHve anekTponabunsHOCTU 1
12.45 YYBCTBUTEITbHOCTM 3PUTENLHOITO HepBsa MaHu. 500 600
12.46 OnpepeneHne BGMHOKYNAPHOroO 3peHus MaHu. 300 400
12.47 A17.26.002 MarHuToTepanua MaHun. 450 550




12.48 A02.26.005 KomMmnbloTepHas nepumeTtpusi MaHun. 800 1000
12.49 Cyb6KOHBbIOHKTMBaNbHaa uHbekums (1 en) MaHun. 500 600
12.50 B01.003.004.004 |AnnnuKauMoHHaa aHecTesus MaHu. 300 400
12.51 lMpoBogHMKOBas aHecTesusi MaHu. 1100 1500
12.52 B01.003.004.005 WHpunbTpaunoHHaa aHecTesus MaHu. 1600 2000
12.53 A16.26.026 YWwunBaHNe paHbl KOXW Beka MaHu. 4000 5000
12.54 A21.26.019 [MpoMbiBaHWE KOHBIOHKTMBANbLHOW MOMNOCTU MaHu. 500 600
Kypc peauctpodmueckon Tepanuu (napab.
12.55 WHbekumm 20 wr) MaHun. 8000 9000
12.56 Annnukaumnsa nekapCTBEHHbLIX BELLECTB MaHu. 180 200
KabuHer
13. OTOPUHOJTIapUHroJsiora
13.1 B01.028.001 Mpuem Bpaya JIOP (B3pocribie) nepBrUYHO npuem 1350 1600
13.2 B01.028.002 Mpuem Bpaya JIOP (B3pocnbie) NOBTOPHO npuem 1200 1500
13.3 Mpuem Bpaya JIOP (getun) nepBnyHO npuem 1200 1500
13.4 Mpuem Bpaya JIOP (aetu) noBTOpHO npuem 1100 1400
13.5 Mpuem Bpaya Begywero JIOP nepBnyHO npuem 1500 1800
13.6 Mpuem Bpaya Bepyero JIOP noBTOpHO npuem 1400 1700
Mpuem Bpaua MTABHOIO cneuumanucta
13.7 OTOpUHONapuHrosnora (onep.) npuem 1800 2500
13.8 A03.25.001 BecTtubynometpus MaHun. 550 700
13.9 A03.08.006 CuHycockonus MaHun. 700 850
Onpepnenenne npoxogMMOCT €BCTaxmMeBOW
13.10 A03.25.004 TpYyObI MaHwun. 900 1100
13.11 CrtpentaTect MaHun. 400 500
BBepneeHne nekapcTB 4epes3 HapyKHbIN
13.12 A11.25.002 CNyXOBOW NpPOXofq MaHun. 450 550
13.13 BBegeHue nekapctB B roptaHb MaHu. 500 600
BBegeHue nekapcTtB B HapPYXHbIN  CryXOBOW
13.14 A11.25.002 npoxoa MaHwu. 450 550
BBeneHne nekapctB B nowiagky
13.15 COCLIEBMOHOrO OTPOCTKA MaHwu. 400 500
13.16 A14.08.006 BBegeHve nekapcTtB MHTpaHasanbHO MaHun. 250 300
13.17 A16.25.001 OpeHnpoBaHue dypyHKyra HapyXHOro yxa MaHwun. 1000 1200
13.18 A16.08.006 3agHAs TamnoHaga Hoca MaHu. 900 1100
13.19 A16.08.006 MepegHasa TamnoHaga Hoca MaHu. 1200 1500
13.20 A21.25.002 lMHeBmomMaccax GapabaHHbIX NepenoHoK MaHun. 450 550
13.21 A16.25.012 MpoaysaHne cnyxoBow TpyObl MaHun. 700 850
lMpoMbiBaHME B/YENOCTHOM MNasyxu C
13.22 nomMoLlbl0 Katetepa AMuk MaHwu. 3000 3600
13.23 lMpombiBaHWE MUWUHOAMWH W FNOTKA MaHumn. 750 900
13.24 [MpombiBaHME Nnasyx Hoca W HOCOrMOTKU MaHun. 1000 1200
13.25 A11.08.004 MyHKUMSA OKONOHOCOBLIX Nasyx (1 cTop) MaHun. 1750 2000
13.26 A16.08.007 YpaneHne WHOPOOHOro Tena M3 rnoTKu MaHu. 900 1100
13.27 YpaneHne WHOPOOHOro Tesia U3 ropTaHu MaHumn. 900 1100
13.28 A16.08.011 YpaneHne WHOPOOHOro Temna M3 Hoca MaHu. 800 1000
YpaneHne MHOPOOHOrO Tera U3 HapyXHOro
13.29 yxa MaHun. 500 600
13.30 A16.25.007 YpaneHue ywHon cepbl (1 cTop) MaHun. 600 750
13.31 A14.25.001 YXo[ 3a HapyXHbIM CITyXOBbIM NPOXOA0M MaHun. 400 500
13.32 Yxon 3a Hocom MaHun. 400 500
13.33 A16.08.012 BckpbiTe napaToH3unsipHoro abcuecca MaHu. 1750 2000
13.34 A16.08.018 BckpbiTe doypyHKyna Hoca MaHu. 1000 1200
13.35 O6paboTka CnM3NCTON IOTKN MaHu. 150 200
13.36 CmasbiBaHWe HEeOHbIX MWHOANWH MaHun. 300 400
13.37 AHemnzaLma nonocTn yxa MaHun. 400 500
13.38 A11.08.020 AHemMmnsauma nonocTn Hoca MaHwu. 400 500
13.39 bnokaga BHyTpuHOCOBast MaHun. 400 500




13.40 HebynansepHaa tepanus MaHun. 300 400

13.41 OHOoHa3anbHasi WHbEKUUA MaHu. 250 300

13.42 JleyeHve cuHycuMTa METOOOM KYKYLUKa MaHu. 800 1000

13.43 A16.25.011 MwupuHrotomus MaHu. 2400 2900

13.44 OpeHax napatoHsunsgpHoro abcuecca MaHwu. 850 1000

13.45 lMepeBsiska nocne BCKpbiTUs abcuecca MaHu. 1100 1400

13.46 BckpbiTve KMCTbl HEOGHOW MWHAANMHbI MaHumn. 1800 2200

13.47 BckpbiTe abcuecca HEGHOM MWHOANMUHLI MaHu. 1800 2200

13.48 KamepToHanbHoe obcnegoBaHue MaHumn. 700 850
JleyeHne HapyxHOro otTuta Ha annapaTte

13.49 TOH3uNop MM MaHu. 800 950
JleyeHne XpoHMYECKOro TOH3UMUTa Ha

13.50 annapate ToH3unop MM MaHu. 800 950
JleyeHne xpoHuyeckoro hapuHruta Ha

13.51 annapate ToH3unop MM MaHu. 800 950
MpombiBaHMe NakyH HEOHbIX MUHOANWMH Ha

13.52 annapate ToH3unop MM MaHu. 1200 1500
YnbTpasBykoBas Oe3UHTErpaums HUKHUX
HOCOBbBIX PaKOBVMH Ha annapaTte TOH3WIop

13.53 MM MaHwu. 1400 1700

13.54 B01.003.004.004 |AnnnuKauMoHHaa aHecTesus MaHu. 300 400

13.55 B01.003.004.002 lMpoBogHMKOBas aHecTesnsi MaHu. 1200 1500

13.56 Ayguorpamma MaHu. 850 1000

13.57 JleyeHne ToH3MNUTa Ha annaparte ToH3unop Kypc 7200 9000

13.58 B01.003.004.005 WHpunbTpaunoHHaa aHecTesus MaHu. 1600 2000
KabuHeT annepronora-

14. MMMYHOJ10Ira
Mpuem Bpaya annepronora-uMmyHorsnora

14.1 B04.002.002 NMEPBUYHO npuem 1200 1500
Mpuem Bpaya annepronora-uMmyHorsnora

14.2 NMOBTOPHO npuem 1100 1400
Mpuem Bpaya BeayLlero annepronora-

14.3 nMmmyHonora NMNEPBNYHO npuemM 1500 2000
Mpuem Bpaya BeayLlero annepronora-

14.4 nmmyHornora NOBTOPHO npuem 1400 1900
Komnnekc wnccnegoBaHuin Ons  BhISIBIEHUS

14.5 B03.002.004 annepreHoB 1 rpynnbl MaHun. 1600 2000
Komnnekc nccnenoBaHvn anst BoisiBrieHus 1

14.6 annepreHa MaHun. 900 1000
HakoxHble peakumn ¢ annepreHamu (KCI1 ¢

14.7 ObITOBBIMM annepreHamm) MaHun. 1800 2250
HakoxHble peakumn ¢ annepreHamu (KCI1 ¢

14.8 NULWEBbLIMY annepreHamm) MaHwu. 1800 2250
HakoxHble peakuumn ¢ annepreHamu (KCI1 ¢

14.9 MbINbLION CCOPHbLIX TpaB) MaHwu. 1800 2250
HakoxHble peakuumn ¢ annepreHamu (KCI1 ¢

14.10 MbINbLON 3MaKoBbIX TpaB) MaHu. 1800 2250
HakoxHble peakuumn ¢ annepreHamu (KCI1 ¢

14.11 NbiNbLON OEepeBbEB) MaHun. 1800 2250
HakoxHble peakuumn ¢ annepreHamu (KCI1 ¢

14.12 anuaepManbHbIMU annepreHamm) MaHu. 1800 2250

14.13 VHbekuns ranaesuTa MaHun. 700 1000

14.14 MHBbekumss nosIMOKCUOOHNSA MaHumn. 700 1000

14.15 VHbekuns pysama MaHun. 800 1000
WHbekuns npoTmBoanieprnieckoro

14.16 UMMYHOrnobynuHa MaHun. 1100 1500
HasHaueHue nekapctBeHHon Tepanun (ACUT

14.17 C nbinbUoV AepeBbeB 1 mec) MaHun. 4700 5500




HasHaudeHue nekapcTtBeHHon Tepanun (ACUT

14.18 C CCOpHbIMW TpaBamu 1 mec) MaHwu. 4700 5500
HasHaudeHue nekapctBeHHon Tepanuu (ACUT
14.19 C 3nakoBblMW TpaBamu 1 mec) MaHwun. 4700 5500
HasHaudeHue nekapcTtBeHHon Tepanun (ACUT
14.20 C AOMallHen nbinblo 1 Mec) MaHun. 4700 5500
14.21 Xonopgosas npoba MaHun. 600 750
PasBeneHne 1 npenapata gns
14.22 UMMYyHOTEepanum MaHun. 950 1100
14.23 Kypc nogaepxusatoen ACUT (1 mecau) Kypc 1750 2000
14.24 VHbekunss ogHoro annepreHa MaHu. 180 250
15, KabuHeT oepmaTtoBeHeponora
Mpuem Bpayva AepmaToBeHeporsiora
15.1 nepBnYHO npuem 1000 1500
Mpuem Bpaya AepmaToBeHeporsiora
15.2 NMOBTOPHO npuem 900 1200
Mpuem Bpauya Beayllero
15.3 JepmMaroBeHeporiora nepsn4Ho npuem 1200 1750
Mpuem Bpaya BeayLlero
15.4 JepmMartoBeHeporiora NoBTOPHO npuem 1100 1400
15.5 Baatne Guomarepuana Ha uccnenoBaHue MaHu. 350 450
15.6 Baatne matepvana Ha AeMOLEKC MaHumn. 500 600
15.7 A03.01.001 OCMOTP KOXMK Nof yBenuyeHuem MaHun. 850 1000
15.8 OcmoTp koxu ¢ namnown Bypga MaHwu. 250 350
15.9 AytoremoTepanua ¢ aHTUBMOTMKaMM MaHun. 600 750
BBeaeHne BHYTpUMbILLEYHO 60TYNOTOKCUHA 1
15.10 Eno ¢ uenbio neyeHusa runeprmgposa MaHun. 100 150
15.11 BHyTpyMbILLEYHOE BBEAeHWe ayTonnasmbl MaHwu. 1850 2200
15.12 BeeneHue gunpocnaHa MaHu. 2500 3000
15.13 KpuogecTtpykums 1 anemeHTa MaHwu. 450 550
15.14 KpuogecTtpykums 2 anemMmeHTa MaHu. 650 800
15.15 Kpnogectpykuus 3 n bonee anemeHToB MaHwu. 900 1100
15.16 A24.01.005 Kprnomaccax 1 30Hbl nuua MaHu. 500 600
15.17 Kprnomaccax 2 30Hbl  nuua MaHumn. 600 750
15.18 Kprnomaccax Bcero nuua MaHu. 1200 1500
15.19 A24.01.005.001 Kpuomaccax Koxu rosnoBbl (Bce obnactu) MaHun. 1000 1200
15.20 Kprnomaccax 1 30Hbl  ronoBbl MaHu. 500 600
15.21 Kprvomaccax nuua v weu MaHumn. 1400 1750
15.22 JIAEHHEK Ttepanusa ( B/B 2 mn) MaHun. 4000 5000
15.23 JIAEHHEK Tepanus ( B/B 8 mn) MaHu. 14000 17000
15.24 MO3JICMOH Tepanuna 2 mn MaHu. 5000 6000
15.25 M3JICMOH Tepanus 4 mn MaHu. 10000 12000
15.26 A15.01.001 HanaxxeHne acenTtnyeckon noBSA3KM MaHu. 400 500
15.27 A15.01.002 HanoxeHne mas3eBON MNOBA3KU MaHun. 500 600
O6paboTka 6opoaaBoK (KOHAMUITOM)
15.28 npenapatom Conkogepm MaHu. 1400 1700
15.29 A16.01.017 YpaneHue HoBoobpasoBaHus (MeHee 4 CM) MaHun. 2750 3300
15.30 YpaneHue HoBooGpa3oBaHus (bonee 4 cwm) MaHun. 5000 6000
15.31 A16.01.020 YpaneHue KOHTarno3Horo mosnntocka 1 kat MaHu. 700 850
15.32 YaaneHue KOHTarmo3Horo Mosstocka 2 kat MaHumn. 1000 1200
YpaneHvne [06poKavyeCcTBEHHbIX
15.33 A16.01.017 HOBOOOpa30BaHWN MaHun. 1300 1600
YpaneHue pyb6uoson aedopmaumm
15.34 npenapaTrom MaHun. 850 1100
15.35 B01.003.004.004 [|AnnnukauuoHHas aHecTe3us MaHwu. 300 400
15.36 B01.003.004.002 lMpoBoaHMKOBas aHecTesns MaHun. 1200 1500
15.36 B01.003.004.004 WHpunbTpaunoHHasa aHecTesus MaHwu. 1600 2000




AnnapaTtHasi AuarHocTvka Bpava

15.37 JepmaroBeHeporiora MaHwu. 900

16. KabuHeTt xupypra

16.1 B01.057.001 Mpuem Bpaya xupypra nepBUYHO npuem 1200 1500

16.2 B01.057.002 Mpuem Bpava xupypra NOBTOPHO npuem 1100 1400

16.3 lMpuem Bpaya BeayLlero xupypra nepBUYHO npuem 1500 2000

16.4 lMpyvem Bpaya BegyLlero xupypra noBTOPHO npuem 1400 1900

16.5 BHyTprcycTaBHas nyHKUMSA MaHun. 750 900

16.6 BHyTprcycTaBHOE BBeOEHWEe nekapcTs MaHwu. 1500 1800
BckpbiTve u gpeHnpoBaHue

16.7 A16.01.012 dnermoHbl/abcuecca MaHun. 2000 2500

16.8 A16.01.002 BckpbiTe nanapuums MaHu. 3500 4200
VMiccedeHre pybLOB KOXW C HaNOXeHWeMm

16.9 A16.01.023 KOCMEeTUYeCKoro LuBa MaHwu. 1750 2100
bnokaga nATOYHOW LINOPbLI (C NEKAPCTBOM

16.10 A11.04.006 KINUHWKN) MaHun. 2500 3000
bnokaga naTtoyHow wnopsbl (6e3 nekapcTea

16.11 A11.04.006 KINUHWKN) MaHun. 1300 1700

16.12 A15.01.001 HanoxeHne acenTnyeckon NoBSA3KM MaHwu. 350 450

16.13 A15.01.001.002 HanoxeHne maseBOW MOBA3KU MaHu. 500 600

16.14 A16.01.008.001 HanoxxeHne BTOPWYHbLIX LIBOB MaHun. 900 1100

16.15 A15.01.001.001 HanoxeHne npoTMBOOXXOroBOW MOBSI3KN MaHu. 1000 1200
MapaapTukynsapHas ©nokaga ( ¢ nekapcTBoM

16.16 KINUHWKN) MaHun. 1750 2100
MapaapTukynapHas ©Onokaga (0e3 nekapcrea

16.17 KINUHWKN) MaHun. 1350 1600

16.18 A21.01.010 MupcuHr yuwen MaHun. 800 1000
MyHkumsa knctbl Berikepa nog KoHTporem

16.19 Y3U MaHun. 850 1000

16.20 A11.30.024 MyHKUMA MArKUX TKaHen MaHun. 1150 1300
IMyHKUMA MATKMX TKaHeWn Nog, KOHTpOnem

16.21 A11.30.024.001 Y3U MaHwun. 1800 2500
Xupypruyeckoe yganeHue HoBOOOpasoBaHUN

16.22 0o 4 cm MaHwu. 3200 4000
Xupypruyeckoe yganeHue HoBOOOpasoBaHUN

16.23 bonee 4 cm MaHun. 5000 6000

16.24 CHATe nocneonepaunoHHbIX WBOB/NUraTyp MaHun. 750 900

16.25 A15.03.010 CHATHE rMncoBon MOBS3KK MaHu. 500 600

16.26 A16.01.027 YpaneHne HorresblX NIacTuH MaHu. 2500 3000
Bbuoncus Mono4vHon xenesbl nog

16.27 KoHTponem Y3U MaHun. 3500 4500
YpaneHve MNoOBEPXHOCTHO PaCMONOXEHHOrO

16.28 A16.01.001 MHOpPOOHOro Tena MaHun. 3200 4000
Xupyprudeckaa obpaboTka MOBEpPXHOCTHOM

16.29 paHbl MaHun. 750 900
Xupyprudeckas obpaboTtka MHULMPOBaHHON

16.30 A16.01.004 paHbl MaHun. 1300 1600

16.31 MyHkuma Gypcuta MaHun. 1400 1700

16.32 A15.004.001 HanoxeHue Tyrom noBA3Ku MaHu. 550 650

16.33 YpaneHne BpOCLUErO HOITS MaHu. 2500 3000

16.34 A15.03.003 HanoxeHve rmMncoBon MNOBA3KM MaHun. 1500 2000

16.35 KpuogecTpykums MaHu. 2500 3000
Xvpypruyeckoe yganeHue HoBOOOpasoBaHUN

16.36 C HanoXeHuem LUBa MaHun. 2200 2700

16.37 B01.003.004.001 MecTHas aHecTesus MaHun. 400 500

16.38 B01.003.004.004 [|AnnnukauuoHHas aHecTe3us MaHwu. 300 400

16.39 B01.003.004.002 lMpoBoaHMKOBas aHecTesns MaHun. 1200 1500




NevyebHo-gnarHocTuyeckas NyHKUMS cycTaea ¢
npenapaToM rManypoHOBO KUCMNOTbI

16.40 ApMaBUCKOH NIIoC MaHun. 13500 16200
JleyebHoO-grarHocTuyeckas nyHKUMs cyctasa c
npenapaTtoM rmanypoHOBOW KUCIOTbI
16.41 ApMaBUCKOH XOHOPO MaHu. 17500 21000
JleuebHo-guarHocTnyeckas NyHKUMsi cyctaBa C
npenapaToM rmanypoHOBOW KUCIOThI
16.42 ApMaBUCKOH NnaTuHyMm MaHun. 27000 32500
JleyebHo-grarHocTuyeckas nyHKUMs cyctasa c
npenapaTtoM rmanypoHOBOW KUCIOTbI
16.43 ApmauckoH MH MaHwu. 13000 16000
16.44 B01.003.004.005 WHpunbTpaunoHHaa aHecTesus MaHu. 1600 2000
17. KabGuHeT oHKonora
17.1 [Mpuem Bpaya OHKorora NepBUYHO npuem 1200 1500
17.2 Mpuem Bpava OHKOMOra NOBTOPHO npuem 1100 1400
17.3 Mpuem Bpaya BeayLLEero OHKOrora NepPBUYHO | npuem 1500 2000
Mprvem Bpaya BeayLlero OHKosora
17.4 NOBTOPHO npvem 1400 1900
17.5 A03.01.001 OcCMOTp KOXMK NoA yBEnMYeHUEM MaHun. 900 1100
17.6 Baatne maska-otnevaTka MaHu. 450 550
IMyHKUMA MATKMX TKaHeWn Nog, KOHTpOnem
17.7 Y3UM MaHwu. 2200 2700
17.8 A11.20.010.003 [MyHKUMA MOJTOMHOW Kenesbl MaHu. 1250 1500
MyHKUMSA LWMTOBMAOHON >Xenesbl nog
17.9 KoHTponem Y3U MaHun. 3500 4500
TpenaH-6uoncmsi MONOYHOM Xenesbl nog
17.10 KoHTponem Y3U MaHun. 3500 4500
17.11 HanoxeHne acenTtnyeckon noBSA3KM MaHu. 350 450
17.12 HanoxxeHne maseBOM MOBA3KU MaHun. 500 600
17.13 A16.01.008.001 HanoxeHne BTOPWYHBLIX LUBOB MaHu. 900 1100
17.14 CHATe nocneonepaunoHHbIX WBOB/NUraTyp MaHun. 750 900
Xupyprudeckas obpaboTtka MHULMPOBaHHON
17.15 A16.01.004 paHbl MaHun. 1300 1600
17.16 YpaneHne HoBoobpasoBaHnsa 40 4 cm MaHu. 2000 2500
17.17 YpaneHue HoBoobpa3oBaHusi bonee 4 cm MaHun. 2500 3000
17.18 VcceveHne HeByca MaHun. 4200 5000
17.19 Ypanenue nanunowm ( 1en) MaHu. 700 850
17.20 YpaneHue nanunom (BTopas v nocnef 1en) MaHun. 600 750
17.21 Baatue cockoba KoOxu MaHun. 200 250
17.22 YpaneHne nunombl MaHu. 3000 4000
17.23 A16.01.016 YpaneHune aTtepombl MaHun. 2500 3000
17.24 YpaneHne nogowBeHHOW 60opogaBkm MaHu. 2000 2500
YpaneHune [obpokavyecTBEHHbIX
17.25 HOBOOGpa3oBaHWN MOAKOXKHOW KreT4aTKu MaHu. 3750 4500
17.26 YpaneHue BpoOCLUEro HOMTH MaHun. 2500 3000
Mony4eHune LMTOMNOrMYECKOro npenapara
17.27 nyTemM MyHKUMK (CTepHanbHas MyHKLMS) MaHwu. 3500 4500
17.28 B01.003.004.004 [|AnnnukauuoHHas aHecTe3us MaHu. 300 400
17.29 B01.003.004.002 lMpoBoaHMKOBas aHecTesns MaHun. 1200 1500
17.30 B01.003.004.005 WHpunbTpaunoHHasa aHecTesus MaHu. 1600 2000
KabuHeT cepaeyHo-
cocyaucToro
18. xupypral/conebonora
Mpruem Bpaya coOCyaMCTOro xmpypra
18.1 B01.043.001 nepBuUYHO npuem 1400 1700




Mpuem Bpaya COCYAWUCTOro Xupypra

18.2 B01.043.002 NOBTOPHO npuem 1300 1600
Mprvem Bpaya BeayLlEro COCyamMcToro

18.3 Xupypra nepBu4HO npuem 1700 2000
Mpruem Bpava BeayLlEero COCyaAMCTOro

18.4 Xupypra noBTOPHO npuem 1600 1900

18.5 BckpbiTve n gpenvpoBaHne abcuecca MaHu. 1800 2200
VMcceueHre pybLOB KOXU C HanoXeHnem

18.6 KOCMETUYECKOro LiBa MaHu. 1750 2100

18.7 HanoxeHne acenTtnyeckon MoBSA3KM MaHu. 350 450

18.8 HanoxeHne ma3eBON MNOBA3KU MaHu. 500 600

18.9 A16.01.008.001 HanoxeHne BTOPUYHBLIX LUBOB MaHu. 900 1100
Xupypruyeckass obpaboTka MOBEPXHOCTHOM

18.10 A16.01.004 paHbl MaHu. 750 900

18.11 A11.30.024 IMyHKUMA MATKNX TKaHEWN MaHu. 1200 1500
MMyHKUMA MSATKMX TKaHeW nog KOHTpoNem

18.12 A11.30.024.001 Y3U MaHun. 2000 2500
Xupyprudeckas obpaboTtka MHULMPOBaHHON

18.13 A16.01.008.001 paHbl MaHun. 1300 1600

18.14 A16.30.069 CHaTMe nocrneonepaLMoHHbIX LLIBOB/NMUraTyp MaHu. 750 900
Xupyprudeckas obpaboTka Tpodmyeckomn

18.15 S13Bbl MaHwu. 1300 1600

18.16 Cknepotepanus (1 kateropusi) 1KOHEYHOCTb MaHun. 5500 7000

18.17 CknepoTepanus (2 kateropusi) 1KOHEYHOCTb MaHu. 11000 13000

18.18 Cknepotepanus (3 kateropusi) 1KOHEYHOCTb MaHun. 16500 20000

18.19 Cknepotepanus (4 kateropusi) 1KOHEYHOCTb MaHu. 22000 30000
lMoBTOpHas cknepoTepanus B TedeHne 3

18.20 MecsiLeB MaHwun. 5500 6500
OBJIK 1 Hora 1 kaTeropum +
MUHUpnebakTomus (6e3 komnnekra ons

18.21 onepauumn) MaHun. 85000 50000
OBJIK 1 Hora 1 kaTeropuu (6e3 komnnekra

18.22 A22.12.003.001 Onsi onepauum) MaHun. 47000 40000
MwuHndgnebakTomusa (6e3 komnnekTa ang

18.23 onepauumn) MaHun. 44500 40000

18.24 MNepeBsiska MaHu. 700 850
lMpuem Bpava BeayLLero cpnebonora

18.25 nepBUYHO npuem 1700 2000
lMpuem Bpava BeayLLero cpnebonora

18.26 NOBTOPHO npuem 1600 1900

18.27 Y3W apTtepuii 1 KOHEYHOCTH MaHu. 1250 1500

18.28 A04.12.006.001 Y3W apTepuin 2 KOHEYHOCTEN MaHu. 2300 2700

18.29 Y3W BeH 1 KOHEeYHOCTH MaHwun. 1250 1500

18.30 A04.12.006.002 Y3W BEH 2 KOHEYHOCTEN MaHu. 2300 2700

18.31 Y3W cocynoB wen (BLIA) MaHwun. 1700 2000
OBJIK 1 Hora 2 kaTeropum +
MUHUpnebakTomus (6e3 komnnekTa gns

18.32 onepauun) MaHun. 56000
OBJIK 1 Hora 3 kaTeropum +
MUHUpnebakTomus (6e3 komnnekTa ons

18.33 onepauun) MaHun. 60000
OBJIK 1 Hora 2 kaTeropum (6e3 komnnekTa

18.34 A22.12.003.001 Ons onepauun) MaHun. 50000
OBJIK 1 Hora 3 kaTeropuu (6e3 komnnekra

18.35 A22.12.003.001 Ons onepauun) MaHun. 60000

18.36 KomnnekT ans cocyaucTon onepauum MaHwun. 25000
OBIJIK 1 Hora 1 kaTeropuu + cknepoTepanus

18.37 (6e3 cTonmocTn KoMMNekTa Ansg onepawum) MaHwun. 48000




OBIJIK 1 Hora 1 kaTeropuu + cknepoTepanus

18.38 (6e3 cTonmocTn KoMMNekTa Ansg onepawum) MaHu. 58000
OBIJIK 1 Hora 1 kaTeropuu + cknepoTepanus

18.39 (6e3 cTonmocTn KoMMekTa Ansg onepawum) MaHwun. 68000

19. KabuHeT kapauonora

19.1 Mpuem Bpadva kapanonora nepsmnyHo cOKI npuem 1400 2000

19.2 B01.015.002 Mpuem Bpaya kapanonora nepsuyHo 6e3 IKIM | npuem 1200 1500

19.3 B01.015.003 Mpuem Bpaya kapauonora nosTopHo 6e3 OKIM [  npuem 1100 1450
Mprvem Bpava BeayLlero kapguosora

19.4 nepsu4HO ¢ OKI npuem 1750 2200
Mprem Bpava BeayLLEero Kapavorora

19.5 nepsu4HO 6e3 JKI npuem 1500 1800
Mprvem Bpava BeayLlero kapguosora

19.6 nosTopHO 6e3 OKI npuem 1400 1750
Mpuem Bpaya Kapguoriora K.M.H NEPBUYHO C

19.7 OKI npuem 1750 2300
Mpuem Bpaya Kapawuorora K.M.H. NepBUYHO

19.8 6e3 OKI npuem 1500 2000
Mpnem Bpaya kapauorora K.M.H MOBTOPHO

19.9 6e3 OKI npuem 1400 1750

19.10 A09.05.193.001 TecT Ha TPOMOHWUH MaHun. 400 500

19.11 A12.30.014 Tect Ha MHO MaHun. 500 600

19.12 A04.10.002 Y3 ceppua (Oxokapguorpadus) MaHun. 1400 1750

19.13 A04.28.001 Y3W noykun n HagnovevHmKn MaHu. 1100 1300

19.14 A04.12.005.005 Y3W cocypos wen (BLIA) MaHun. 1700 2000

20. KabuHeT peBMaToJiora

20.1 B01.040.001 lMpuem Bpava peBmaTtonora NepBUYHO npuem 1200 1500

20.2 B01.040.002 Mpuem Bpada peBmartonora MOBTOPHO npuem 1100 1400
Mpuem Bpava BeayLlero peematosora

20.3 nepBUYHO npuem 1500 2000
Mpuem Bpava BeayLlero peematosora

20.4 NOBTOPHO npuem 1400 1900

20.5 A11.04.003 [warHocTnyeckaa acnuvpaums cyctasa MaHwun. 750 900
BHyTpucyctaBHoe BBedeHue nekapcTts (6e3

20.6 A11.04.004 CTOMMOCTU JeKapCTB) MaHun. 1500 1800
bnokaga nATOYHOW LINOPbLI (C NEKAPCTBOM

20.7 A11.04.006 KIVHWUKW) MaHun. 2500 3000
Bbnokaga natoyHow wnopsbl (6e3 nekapcTea

20.8 A11.04.006 KIVHWUKW) MaHun. 1300 1750

20.9 A11.04.006 MapaBepTebpanbHas Onokaga MaHu. 1500 1800

20.10 A11.04.006 MapaBepTebpanbHas 6riokaga ¢ KeHanor MaHun. 1550 2000

20.11 A11.04.006 MapaBepTebpanbHas 6nokaga c gunpocnax MaHu. 1850 2500

20.12 A11.04.006 MepuapTukynspHasa 6nokaga ¢ KeHanor MaHun. 1550 2000

20.13 A11.04.006 MepuapTukynspHasa 6nokaga c gunpocnaH MaHu. 1850 2500
MapaBepTebpanbHas Grnokaga (6e3

20.14 A11.04.006 CTOMMOCTU NEeKapcTB) MaHwun. 1100 1300
MepuapTukynapHas Gnokaga (6e3

20.15 A11.04.006 CTOMMOCTU NEeKapcTB) MaHwun. 1100 1300
BHyTpucycTaBHOE BBeAEHWE ManypoHOBOW

20.16 KMcnoTtbl ApMaBUCKOH NitoC MaHwu. 13500 16200
BHyTpucycTaBHOE BBEAEHME MManypoBHOBOM

20.17 Kncnotbl ADMaBUCKOH NIaTUHYM MaHun. 27000 32500
BHyTpucycTaBHOE BBEAEHME MManypoHOBOW

20.18 KMcnoTbl ApMaBUCKOH XOHOPO MaHwu. 17500 21000
BHyTpucycTaBHOE BBeAEHWE ManypoHOBOW

20.19 kncnotel ApmasuckoH MH MaHwu. 13000 16000




20.20 A18.05.001.001 lMnasmotepanusa 1 npobuvpka MaHun. 2600 3300
20.21 A18.05.001.001 MnasmoTtepanus 2 npobupku MaHu. 5000 6000
20.22 A18.05.001.001 lMnasmoTtepanusa 3 npobupkm MaHun. 7500 9000
20.23 A18.05.001.001 MnasmoTtepanus 4 npobupku MaHu. 9000 11000
BHyTpucycTaBHOE BBeAeHWE rmanypoHOBOM
20.24 KMCNOThl (NEKapCcTBO NaLmeHTa) MaHun. 8000 10000
20.25 A04.03.003 YnbTpa3BykoBasi OCTEOEHCUTOMETPUS MaHun. 700 1200
20.26 JlazepoTtepanus nokanbHas MaHu. 1000 1200
20.27 Y3 1 cyctaBa MaHwun. 1300 1600
20.28 Y3 2 cycrasoB MaHwun. 2250 2700
20.29 Y3 ceppua (Oxokapamorpadusi) MaHwun. 1400 1750
20.30 Y3 wuTtoBMaHasa xenesa MaHu. 1200 1500
20.31 CaHauus cycraBa MaHu. 2000 2400
21. KabuHet Hedoponora
21.1 lMpvem Bpayva Hedppornora nepBnU4HO npuem 1200 1500
21.2 Mpuem Bpava Hedbpornora NOBTOPHO npuem 1100 1400
Mpuem Bpada Beayliero Hedponora
21.3 nepBU4YHO npuem 1500 1800
Mpuem Bpada Beayliero Hedponora
21.4 NOBTOPHO npuem 1400 1700
22, KabuHeTt pednekcorepanuu
22.1 B01.041.001 Mpuem Bpava pecbrnekcoTepaneBTa npuem 1000 1200
22.2 Urnopednekcotepanua 1 eq MaHu. 800 1000
22.3 MpwxuraHue 1 ef, MaHu. 400 500
Ycnyra no npegocTaBeHno CTEPUITBHOTO
22.4 Habopa Ans pednekcoTepanuu (ogHopas) MaHun. 650 800
22.5 AkynyHKkTypHasa Tepanus 1 ef MaHun. 550 650
22.6 Kunesnotennmposanue 1 kateropus (1-2 3.) MaHwun. 900 1100
KuHesnoTennupoBaHue LLeNnHO/rpyaHoOro
22.7 oTAena no3BoHOYHMKa MaHu. 1200 1500
22.8 KuHesnoTtennuposaHue 2kateropus (6. 2 3.) MaHwun. 1400 1750
22.9 KuHesnoTennnposaHne cermeHTapHoe MaHu. 1200 1500
KabunHet maHyanbHowm
23. Tepanuun
23.1 lMprvem Bpaya MaHyanbHOro TepanesTa npuem 1700 2000
MaHyanbHasi Tepanusi Npu 3abonesBaHusIX
23.2 KOCTHOW CUCTEMBbI MaHu. 1800 2500
MaHyanbHasi Tepanusi Npu 3abonesBaHusIX
23.3 nepngepmn4eckon HEPBHOM CUCTEMbI MaHu. 1750 2400
MaHyanbHasi Tepanusi Npu 3abonesBaHusIX
234 NO3BOHOYHMKA MaHwu. 2500 3000
MaHyanbHasi Tepanusi Npu 3abonesBaHusIX
23.5 CyCTaBOB MaHwun. 2000 2500
24, KabuHeTt domsnorepanum
24 .1 Mpuem Bpava cusmnoTepaneBTa npuem 700 850
24.2 A17.08.003 AaposonbTepanusa 1 eq MaHu. 300 350
24.4 A17.07.005 MarHutoTtepanuna 1 eq MaHwu. 300 400
24.6 A22.20.008 MarHutonasepotepanua 1 eq MaHu. 400 500
24.8 TpaHcKkpaHuanbHbi MariMt 1 e MaHu. 450 600
24.10 KYD 1en MaHwr. 250 300
24.12 Jlazepotepanus matpuua 1 eq MaHu. 400 500
2414 WHdpakpacHbIn nasep 1 ef MaHun. 400 500
24.16 KpacHbii nasep 1 eq MaHwu. 500 600
24.18 BJIOK 1 eg MaHwr. 500 700
24.20 A17.01.002.003 JlaszeponyHkTtypa 1 e MaHun. 450 600




24.22 BHyTpunonoctHon nasep 1 ef MaHwu. 500 600
24.24 YnbTpassyk 1ef MaHun. 350 450
24.25 YnbTpa3sykoBon poHodopes 1 en MaHun. 450 600
24.28 Onektpodopes 6e3 nekapcts 1 ef MaHun. 300 400
24.30 Onektpodopes ¢ nekapctsom 1 ef MaHun. 350 450
24.32 OnekTpodopes ¢ kapvnavHom 1 ef MaHwu. 470 600
24.34 OnekTtpodopes BHYTPUNONoCcTHOW 1 ef MaHun. 500 600
24.36 CMT 1en MaHwu. 450 550
24.38 A17.30.024.002 CMT-chopes 1 eg MaHun. 600 800
24.40 ManbBaHmsaumna NMHC 1 eq MaHu. 400 500
24.42 HapHcoHBanb 1 ef MaHu. 350 450
24 .44 A17.30.006 UOHC 1 en MaHwun. 350 400
24.46 T3C 1ep MaHun. 400 500
24.48 A17.29.002 OnekTpocoH 1ea MaHu. 500 600
24.50 A16.23.058.002 Onektpoctumynsaumsa 1 eq MaHun. 450 600
24.52 A17.30.012 OnekTpoTpaHkBununsaumnsa 1 eg MaHwu. 450 550
24.57 lMpeccoTtepanus (numdogpeHax) 1 eq MaHun. 400 700
24 .58 CVYB (Cyxas yrnekucnas BaHHa) 1 ef MaHun. 500 700
24.59 OpbutanbHas marHutoTepanus 1 eg MaHun. 400 500
24.62 YnbTpa3sByk ¢ nekapctsom 1 ef MaHu. 600 750
24.63 YnbTpasByk C NekapcTBoM 2 ef MaHu. 850 1000
24.64 YnbTpa3syk 2 ef 6e3 nekapcrs MaHun. 600 750
24.65 A22.30.015 YpaapHo-BonHoBas Tepanusa 1 eq MaHu. 750 900
24.66 YBY-tepanus 1 ea MaHu. 300 400
24.67 A17.30.008 KBY-tepanus 1 eq MaHwun. 500 600
24.68 LPG-tepanusa 1 eq MaHu. 600 1000
25. KabuHeTr TennonevyeHus
MapaduHo3okepuToBaa annnukauma - 1 3oHa
25.1 1en MaHu. 400 600
MapacunHo30KkeEPUTOBAsS anmnMKauust - 2 30HbI
25.3 1en MaHun. 500 750
255 psaszeneyveHne 1 Hocok 1 eq MaHu. 850 1000
25.7 psizenedeHne 1 TazobeapeHHbii cyctaB 1 el manHun. 850 1000
25.9 'psizeneveHve BHyTpuBnaranuwHo 1 eq MaHu. 850 1000
25.11 psasenedveHne 2 Hocka 1 eq MaHu. 1200 1500
psa3eneyveHne obnacTtb Gptok ¢ nosicHnuen 1
25.13 en MaHun. 2200 2700
25.15 psizenedeHme obnactb TpycukoB 1 ef MaHu. 1300 1600
psizenedeHmne 1 cyctaB (NOKTEBON,
2517 KOMEeHHbIN nnu nnedeson) 1 eq MaHun. 850 1000
25.19 'pssenedeHune obnactb 1 nepyaTka 1 eq MaHwu. 850 1000
"psisenedeHune Ha 1 Hory (ONUHHBIA ronbd
25.21 unun 4ynok) 1 eg MaHun. 1400 1700
psizeneveHme Ha 2 HOMU (ANMHHBIA ronbg
25.23 unun 4ynok) 1 eq MaHun. 1700 2100
psizeneyveHmne 2 cyctasa (NTOKTEBOW,
25.25 KOMeHHbIN nnu nnedeson) 1 eq MaHun. 1100 1400
25.27 'pssenedeHune obnacTb 2 nepyatkm 1 eq MaHwu. 1100 1400
psizenedeHne 2 TazobeqpeHHbIX cycTasa 1
25.29 eq MaHun. 1200 1500
psizeneyveHme (MOSCHUYHBIN N TPYLHON
oTAen No3BOHOYHMKA MIK
25.31 LUEenHO/BOPOTHMKOBas 30Ha) 1 eq MaHun. 850 1000
25.33 'psizeneveHune Ha cnvHy 1 e MaHun. 1350 1700
25.35 O6wasn rpsiseBasi BaHHa 1 eq MaHu. 2500 3000
26. KabuHeT Bogolrne4vyeHus
26.1 Aaporngpomaccax 1 eq MaHun. 250 300




26.3 MopobpomHas BaHHa 1 ef MaHun. 400 500
26.5 BuwodutoBas BaHHa 1 ef MaHu. 500 600
27. KabuHeT maccaxa
27.1 Maccax aHTuuennionuTHeIN 1 en MaHun. 2000 2500
27.2 Maccax 1 BepxHen koHeyHoCcTM 1 ef MaHumn. 350 450
27.4 Maccax cton 1 eq MaHu. 650 800
27.6 Maccax 1 HKHen kKoHeYHoCcTK 0e3 cTonlen MaHumn. 500 600
Maccax 2 KpynHbIX CYCTaBOB HWXHUX
27.8 KoHe4yHocTen 1 eq MaHun. 420 500
Maccax 2 cycTaBoB BEPXHUX KOHEeYHoCTen 1
27.10 eq MaHu. 380 450
Maccax BOpOTHMKOBOM obnactu u
27.12 BOJIOCMCTON 4YacTu ronosbl 1 ef, MaHumn. 550 700
27.14 A21.30.005 Maccax rpygHon knetku 1 ef MaHun. 550 700
27.16 Maccax getckmi go 10 net 1 eq MaHumn. 700 900
27.18 Maccax xwuBoTa 1 en MaHu. 650 800
27.20 Maccax nunua u 30HbI gekonbte 1 e MaHumn. 1200 1500
27.22 Maccax nuua ne4vebHbin 1 eq MaHu. 600 750
27.24 Maccax obnactu no3BoHo4YHMKa 1 ef MaHumn. 900 1100
27.26 A21.01.001 Maccax obwmn 1 yac 1 en MaHu. 1800 2200
27.28 Maccax obwuin 1,5 yaca 1 en MaHun. 2500 3000
Maccax NnosICHUYHO/KPEeCTLIOBOro oTAena
27.30 Nno3BOHOYHMKA 1 ef MaHu. 600 750
Maccax wewnHo/rpygHoro otgena
27.32 Nno3BOHOYHMKA 1 ef MaHu. 500 600
27.34 Maccax LwenHo/BopoTHMKOBON obnactn 1 ea | manun. 600 750
27.36 Maccax BonocucTom 4acTtu ronosbl 1 eg MaHun. 450 550
27.37 Maccax BucuepanbHbii 1 eq MaHunn. 500 600
27.38 Maccax TodeuHbn 1 ef MaHu. 350 450
28. KabuHeT KknHe3uoTepanum
28.1 KnHesunotepanusa 1 eq MaHu. 400 500
28.3 Tepanvua Ha annaparte Penakc 1 ef MaHu. 200 250
28.5 Pabota Ha TpeHaxepax 30 MuH MaHun. 170 200
29. KabuHeT o30HOTEepanum
29.1 O3oHoTepanus kanensHo 1 eq MaHu. 500 750
29.3 O3soHoTepanusa manaa Al'T 1 en MaHumn. 450 550
29.5 O3oHoTepanus 6onbwaa AI'T 1 eq MaHu. 750 900
29.7 OsoHoTepanus kamepoTtepanus 1 eq MaHu. 400 500
29.9 O3soHoTepanusa obkanbiBaHve 1 pyku 1 eq MaHu. 450 550
29.11 O3soHoTepanusa obkanbiBaHMe 1Horu 1 eg MaHun. 750 900
29.13 O3oHoTepanus obkanbiBaHue saroguubl 1eq MaHu. 500 600
29.15 O30HoTEepanusa obkanbiBaHWe XUBOT 1 ef MaHun. 500 600
29.17 O3oHoTepanust obkanbiBaHue wed 1 eq MaHu. 750 900
O3oHoTepanus obkanbiBaHne 1 otaen
29.19 No3BOHOYHUKA 1 ef MaHu. 500 600
29.21 O3oHoTepanus obkanbiBaHue cnvHa 1 e MaHu. 1000 1200
O3soHoTepanusa obkanbiBaHMe MNosiCHMLA U
29.23 sarogvubl 1 en MaHu. 800 1000
29.25 O3oHoTepanusa obkanbiBaHMe nuuo 1 en MaHun. 1000 1200
29.27 O3oHoTepanus obkanbiBaHue ronoea 1 eq MaHwu. 1100 1400
29.29 O3soHoTepanusa obkanbiBaHne 6enpo 1 ef MaHun. 700 850
O30HoTepanus obkanbiBaHue
29.31 nognonatoyHasa obnactb 1 en MaHumn. 500 600
O30HoTepanus obkanbiBaHWe Nuuo + wwes +
29.33 30Ha pgekonbTe 1 eq MaHun. 1500 2000




O30HoTepanusa obkanbiBaHWe KPYMHbIN

29.35 cyctaB 1 ef MaHwu. 600 750
O3oHoTepanusi obkanbiBaHWE MESKui

29.37 cyctaB 1 ef MaHu. 450 550
O3oHoTepanusi obkanbiBaHWE 30HbI

29.39 Tpodomyeckux HapyweHun 1 eq MaHwu. 700 850
O3soHoTepanusa obkarnbiBaHMe

29.41 NMOCNeoXoroBbIX pybuos, pactsikek 1 .en MaHwun. 700 850

2943 O30HUpOBaHUE ONMBKOBOro macna 250mn MaHu. 800 1000
MnTbe 030HMpPOBaHHOM BOAbI C BOOOM

29.44 nauueHTa MaHumn. 80 100
MnTbe 030HMpPOBaHHOM BOAbI C BOOOM

29.45 KITMHWKN MaHun. 130 150

29.46 O30oHOTEpPaANUst aHTULENNIONUTHAS MaHun. 1500 1800

29.47 O30HOTEpanusa pekTanbHo 1 en MaHu. 500 600

29.48 O3soHoTepanus obkanbiBaHve cyctasa 1 eq MaHwun. 500 600

30. MpouenypHbIN KabuHeT

30.1 BHyTpyMbIeYHas mHbekuns 1 en MaHun. 200 250

304 MNopgkoxHas mHbekuus 1 en MaHumn. 200 250

30.7 BHyTprBeHHass uHbekuusa 1 en MaHun. 220 300

30.10 BHyTpuBeHHaa kanenbHuua 1 en MaHwu. 500 700

30.13 3abop KpoBM M3 BEHLI MaHu. 120 150
Ycnyra no NnoarotoBke kK cbopy pa3oBom

30.14 nopuumn moyu/kana MaHun. 30 40
[locTaBka pe3ynbTaToOB aHanM3oB Ha AOM B

30.15 yepTe ropoga MaHu. 350 400

30.16 Baatne maska MaHun. 200 250
BHyTpuBEHHOE BBEAEHWE NEKAPCTBEHHbIX

30.17 npenapaToB (6ontocHoe) 500
BHyTpuBEHHOE BBEAEHWE NEKAPCTBEHHbIX
npenapaToB KIIMHUKN (CTOMMOCTb

30.18 mMeaukameHToB o 500p.) 750
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.19 npenapartoB "AHTuCTpecc” 2200
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.20 npenapatoB "[eTokc npemuym" 1700
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.21 npenapartoB "[eTokc" 1500
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.22 npenapartoB "XXenesHbii Yenosek" 2200
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.23 npenapartoB "300poBble BOOCHI" 2750
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.24 npenapartoB "300poBble cycTaBbl” 2500
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.25 npenapartos "300opoBble cocyabl” 1800
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.26 npenapartos "3onyLuka" 2300
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.27 npenapartoB "NHTenekT +" 1700
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.28 npenapaToB "KOKTEWNb KpacoTbl" 2200
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.29 npenapatoB "Koktenns Manepca" 1750
BHyTprBEHHOE BBeAEHWE NEKAaPCTBEHHbIX

30.30 npenapartoB "Cton anneprus" 1700
BHyTprBEHHOE BBeAEHWE NEKapPCTBEHHbIX

30.31 npenapartoB "Cton MwurpeHb" 1700




BHyTprBEHHOE BBEAEHVE NEKAPCTBEHHbIX

30.32 npenapartoB "Jkcnpecc noxyaeHve" 1750
BHyTprBEHHOE BBeAEHWE NEKAaPCTBEHHbIX

30.33 npenapartoB "OHeprua +" 1750
BHyTpuMbILLEYHOE BBEAEHWNE NEKAPCTBEHHbIX

30.34 npenapaToB KNuHWKKM 1 kaTeropus 550
BHyTpyMbILLEYHOE BBEOEHME NEKAPCTBEHHbIX

30.35 npenapaTtoB KIVHUKK 2 KaTeropus 1000

31. OHeBHOW cTauuoHap
Hesponornyeckuin npodune (6e3 cTroumocTn

31.1 NeKapcTB) k/OeHb 750 1000
TepaneBTuyeckun npocuns (Tepanus,
racTpO3HTEPONIOrns, PeBMaTOSOrs,
3HOOKPUHOMOIUS, Kapauororus,

31.2 annepronorvs)(6e3 cToMmMocT nekapcTB) K/OeHb 750 1000
Hesponornyeckun npogune (CO CTOUMOCTbIO

31.3 NeKkapcTB) k/OeHb 1500 2000
TepaneBTuyeckuin npocuns (Tepanus,
racTpO3HTEPONOrns, PeBMaTOSOrs,
3HOOKPUHOMOIUS, Kapauororus,

31.4 annepronorvs)(Co CTOMMOCTBIO JIEKapCTB) K/OeHb 1200 1500
HenpepbIBHOE BHYTPUBEHHOE KanesnbHOe
BBEJEHMWE NIEKaPCTBEHHbIX MpenapaToB

31.5 KIVHWUKM (CTOMMOCTb MeankameHToB o 500p) | maHun. 1400
HenpepbIBHOE BHYTPUBEHHOE KanenbHOe
BBEOEHWNE NIEKAPCTBEHHbIX NPenapaToB
KIMHWUKX (CTOUMOCTb MEANKAMEHTOB O

31.6 1000p) MaHwun. 1900
ExxeAHEBHbII OCMOTP BpayoM TepaneBTOM B

31.7 OHEeBHOM CTauuoHape npuem 400
HabniogeHve B ycrioBusix AHEBHOrO
cTauMoHapa, 6e3 ydyeTta MCnorib30BaHUs

31.8 NEeKapCTBEHHbIX NpenapaTtoB npuem 750
[MpebbiBaHMe B manate OHEBHOMO

31.9 ctaumoHapa 1 yac npuem 750
KynupoBaHue octporo 60n1eBoro cuHgpoma B
YCINOBUSIX OHEBHOrO CTauMoHapa

31.10 npenapatom Heoponnacce MaHu. 3200
KabuHeTt coyHKLUMOHaNbLHOMN

32. ANaArHOCTUKu

321 OKI™ (cHaTUNE) MaHun. 400 600

32.2 OKI™ (pacwmdpoBka) MaHun. 300 500

32.3 OKI™ (cHaTHe + paclwmdpoBka) MaHu. 600 750

32.4 OKI™ (cHsTME+pacmdpoBKa) Ha JOMY MaHun. 1300 1500

32.5 B[ MaHu. 800 1000

32.6 CnnpomeTtpus MaHu. 600 750

32.7 OBl ¢ 6poHxonuTMKaMm MaHun. 1300 1600
Bbi3BaHHbIE MOTEHLManbl 3puUTENbHbIE HA

32.8 naTTEpPH LLUAaxXMaTHbIN MaHwu. 2000 2500

329 Bbi3BaHHbIe MOTeHUManbl CryxoBble MaHumn. 2000 2500
Bbi3BaHHbIE NOTEHLMANbl COMaTOCEHCOPH. C

32.10 BEPXHUX KOHEYHOCTEN MaHun. 2000 2500
Bbi3BaHHble MOTeHUManbl BeCTUOYnsipHble

32.11 MUOreHHble MaHu. 2000 2500

32.12 Bbi3BaHHbIE MOTEHUManbl KOrHUTUBHbIE MaHwu. 2500 3000




Bbl3BaHHbIEe MOTEHUManbl KOXHO-

32.13 cumnaTuyeckmne MaHwu. 2000 2500
32.14 Bbl3BaHHbIE MOTEHUManbl TPUreMnHasbHble MaHumn. 2000 2500
32.15 OHMIT BepxHUX KOHEYHOCTEN MaHu. 4000 5000
32.16 OHMI™ HWKHMX KOHEYHOCTEN MaHun. 4000 5000
32.17 OHMI™ nuueBon Myckynatypsbl MaHun. 4200 5300
32.18 MuraTtensHbli  pedonekc MaHun. 1500 2000
32.19 OHMIT wuronbyatas MaHu. 4500 5500
Bbi3BaHHbIE NOTEHLMANbl COMaTOCEHCOPH. C
32.20 HWKHUX KOHEYHOCTEN MaHwu. 2000 2500
Bbi3BaHHbIE MOTEHLManbl 3pUTENbHbIE HA
32.21 BCMbILLUKY MaHwun. 2000 2500
32.22 CMAL MaHwr. 1200 1500
32.23 XonTtepoBckoe MoOHuUTOpupoBaHue OKI MaHu. 1300 1500
32.24 O3l no 3aboneBaHuo MaHu. 1500 2000
32.25 OOl CKPUHHWUHI Oonst MegKomMmuccum MaHu. 1100 1400
32.26 P3r MaHwr. 850 1000
32.27 POl (QononHUTENbLHbIN CErMeHT) Ha LUEeto MaHwun. 900 1200
32.28 PBI" cocynos pyk MaHu. 850 1000
32.29 PBI" cocynos Hor MaHun. 850 1000
32.30 Ox0-3l MaHun. 700 900
32.31 Tpemmoporpamma MaHu. 1000 1200
32.32 Crabwunorpadwsi MaHun. 1200 1500
32.33 OsymepHoe 3xo0-OI MaHun. 1100 1500
33, KabuHeT 3aHOockonuu
33.1 MecTHas aHecTte3ns MaHu. 260 300
33.2 A03.16.003 ®rac (orc) MaHwr. 2000 2400
33.3 A03.18.001 KonoHockonus MaHu. 2750 3300
334 A03.19.003 Curmongockonus MaHwu. 2000 2500
33.5 A03.19.002 PekTpopomaHockonus MaHu. 1350 1600
B3atne GuomaTepmana Ha Guoncuio 6e3
33.6 CTOMMOCTU TUCTONOIMNN MaHwu. 1000 1200
Baatne GuomaTepmana Ha Guoncuio co
33.7 CTOMMOCTbLIO TMCTONOMNN MaHwu. 4000 5000
33.8 WcceveHne nonvna MaHun. 1200 1500
33.9 Monunaktomus MaHu. 9500 11000
33.10 TecT Ha xenukobakrtep MaHu. 400 500
33.11 OnpegeneHne KMCRNOTHOCTH MaHu. 400 500
33.12 A03.13.001.004 BHyTpucnuanctoe BBefeHWE NekapcTB MaHun. 500 600
33.13 YpaneHne nonuna XornogHon netnen MaHu. 3000 4000
33.14 OHpockonusa € y3kuMm cBeToM (I-scan) MaHun. 1500 2000
Bupoeosanucb 3HOOCKOMMYECKOro
33.15 nccrnegosaHnd MaHun. 600 750
KonoHockonus (B3ATMe maTtepuana Ha
33.16 Guoncuto 6e3 CTOMMOCTU TUCTONOTNN) MaHun. 750 1000
33.17 Tect Ha xenukobaktep (KuUakum) MaHun. 550 700
AHecTesunonornyeckoe nocobue (npu
33.18 KOMMJIEKCHOW 9HAOCKOMNYECKON ANArHoCTuKE) | manHun. 4000
33.19 MecTtHas aHecTesns MaHu. 600
AHecTesunonornyeckoe nocobue (npu
33.20 9HJ0CKOMMUYECKOW AMAarHOCTUKE) MaHwun. 3000
KabuHeT ynbTpa3sByKoBOM
34. ANarHoCTukKku
341 Y31 HepBOB BEPXHUX/HMXKHUX KOHEYHOCTEW | MaHumn. 3500 4500
34.2 Y3/ BeH 1 BepxHen KOHEYHOCTU MaHwu. 1250 1500




34.3 A04.12.002.003 Y3/ BeH 2 BEPXHUX KOHEYHOCTEN MaHu. 2300 2700
344 Y3W aptepuin 1 BEpxXHEN KOHEYHOCTU MaHu. 1250 1500
34.5 A04.12.001 Y3 aptepuii 2 BEPXHUX KOHEYHOCTEWN MaHu. 2300 2700
34.6 Y3/ BeH 1 HMXKHEN KOHEYHOCTMU MaHu. 1250 1500
34.7 A04.12.002.002 Y3/ BEH 2 HWKHUX KOHEYHOCTEN MaHun. 2300 2700
34.8 Y3W aptepuin 1 HWXHEN KOHEYHOCTWU MaHu. 1250 1500
34.9 A04.12.002.001 Y3 apTtepuii 2 HWXKHUX KOHEYHOCTEN MaHu. 2300 2700
34.10 Y3 1 nneuyeBoro cycraBsa MaHun. 1300 1600
34.11 Y3/ 2 nneyeBbIX CycTaBoOB MaHwu. 2250 2700
34.12 Y3 1 koneHHoOro cycrasa MaHun. 1300 1600
34.13 Y3 2 KOneHHbIX CyCTaBOB MaHu. 2250 2700
34.14 A04.04.001.001 Y3 1 taszobeppeHHoro cycrasa MaHun. 1300 1600
34.15 Y3 2 T1aszobegpeHHbIX CyCTaBOB MaHun. 2250 2700
34.16 Y3 TaszobenpeHHbIX CycTaBoB AETU OO2N MaHwun. 1600 2000
34.17 Y3 6epemenHocTn 1 TpumecTp o 12Hen MaHun. 1500 2000
34.18 Y3 6epemeHHOCTU 2 TpumecTp 12-22Hen MaHu. 1750 2500
34.19 A04.30.001.008 Y3 G6epemeHHOCTU 3 TpUMeCTp € 22He[, MaHun. 1750 3000
34.20 A04.04.001 Y3 1 cyctaBa MaHun. 1300 1600
34.21 Y3 2 cycraBoB MaHun. 2250 2700
34.22 A04.21.001.001 TPY3U MaHwun. 1400 1700
34.23 Y3 GpowHOM aopThl MaHu. 1400 1700
Y3W GprowHoM aopTbl U NOAB3AOLUHBIX
34.24 A04.12.03.002 apTepui MaHun. 1750 2000
34.25 A04.12.007 Y3W 1 rnasa MaHu. 800 1000
34.26 Y3 2 mas MaHwun. 1000 1200
34.27 Y3W HewnpocoHorpadusa getn go 1 roga MaHu. 1500 1800
34.28 Y3W TpaHckpaHvanbHasa gonneporpadus MaHu. 1550 1900
34.29 A04.20.002 Y3 MOnOuYHbIX Xenes MaHu. 1200 1500
34.30 Y3W xenyHoro nysbips MaHu. 750 900
34.31 Y3W pebeHka oo 3 net MaHu. 4500 5500
34.32 A04.06.002 Y3 numdoyanbl 1 rpynnbl MaHu. 850 1000
34.33 Y3W noHHoe couneHeHune MaHu. 850 1000
Y3W opraHoB manoro Tasa
34.34 A04.30.010 TpaHcBarnHanbHo MaHwu. 1200 1500
34.35 A04.28.002.003 Y3 mouyeBoOr ny3sbipb MaHu. 650 750
34.36 A04.28.003 Y3/ MOLIOHKM MaHu. 1200 1500
34.37 A04.01.001 Y3 wmsrkve TkaHu MaHun. 850 1000
Y3W onpepeneHve yHKUUN XKENYHOro
34.38 A04.14.002 ny3bIps MaHun. 850 1000
34.39 Y3W opraHoB manoro Tasa abaomMuHanbHO MaHu. 1150 1400
34.40 A04.14.001 Y3 nedveHb+xBN MaHun. 1000 1200
34.41 Y3W neveHb+HxBN+nomkenynoyHas xenesa MaHwun. 1200 1450
Y3 neveHbHXKBN+ NogkenyqodHas xernesa +
34.42 A04.16.001 ceneseHka MaHwu. 1500 1800
34.46 Y3 nneBpanbHOW NofocTu MaHwu. 900 1000
34.47 A04.15.001 Y3 nogxenynodHom >xenesbl MaHun. 900 1100
34.48 Y3W nonHoe uccnegoBaHUe XEHLWHbI MaHumn. 6500 8000
34.49 Y3W nonHoe uccnegoBaHue MY>XKYWHBI MaHun. 6000 7500
Y3 noykn+HagnoyeYHUKM+mMo4eBor Mny3bipb
34.50 + NOYKN CTOS MaHwu. 1600 2000
Y3 noyku+ Hagno4YeyYHuKn + Mo4eBomn
nysblpb + NpeacTatenbHas xenesa +
34.51 MOLLIOHKa MaHu. 2300 3000
34.52 A04.28.001 Y3W noykn+HagnoyevHmKu MaHu. 1100 1300
Y3 noyku + Hagno4YeyYHukn + Mo4yeBon
34.53 ny3blpb MaHun. 1500 1800
Y3 noyku + Hagno4YeyYHuKn + Mo4yeBon
34.54 ny3blpb + OCTATOMHAst Mo4a MaHun. 1750 2000




Y3W npencTtatenbHasa Xenesa U MOYEBOW

34.55 ny3blpb abaomMmnHanbHO MaHun. 1300 1600
34.56 Y3 npobbl C MOBOPOTOM TrOJ10BbI MaHun. 1250 1500
34.57 A04.06.001 Y3 ceneseHku MaHu. 900 1000
34.58 A04.10.002 Y3W cepaua MaHun. 1400 1700
34.59 Y3W cocypoB nouek MaHun. 1200 1500
34.60 A04.12.005.005 Y3W cocygoB wen BLIA MaHwun. 1700 2000
34.61 Y3 donukynoreHes MaHun. 900 1000
34.62 Y3 uepBukomeTpusi MaHu. 750 1000
34.63 A04.22.001 Y3W wuntoBMaHas xenesa MaHu. 1200 1500
34.64 A04.08.001 Y3/ npuaatoyHbix nasyx Hoca MaHu. 750 900
34.65 Y3U wen getam MaHu. 1500 1800
34.66 Y3W cyctaBoB 1 rpynna cnpasa u cnesa MaHwu. 2250 2700
34.67 Y3W ponnepomMmeTpuyeckoe uccrnegoBaHue MaHu. 1000 1200
34.68 Y3W-cHUMOK MaHwun. 250 300
34.69 Y3 ocTtatodHaa wmo4a MaHu. 450 600
34.70 Onactorpadus neyeHu MaHun. 3000
34.71 Onactorpadus Xen4yHoro ny3bIps MaHu. 2000
34.72 Onactorpadusi NoYeK U HagNoOYEeYHNKOB MaHu. 1500
34.73 Onactorpadusa Noaxenya04HON Xenesbl MaHu. 1600
34.74 Onactorpadus LWMTOBUOHOW >Kenesbl MaHun. 2500
34.75 Onactorpadus npeacTaTenbHON Xenesbl MaHu. 2000
34.76 Qnactorpadusi CeneseHku MaHu. 1200
34.77 OnacTtorpadust Koxm MaHu. 1800
34.78 Qnactorpadusi IMMgOoy3noB MaHu. 1750
34.79 Onacrtorpadust MArkMx TKaHemn MaHu. 1600
34.80 Onactorpadus MaTk1 MaHun. 1600
34.81 OnacTtorpadusi MOLLIOHKK MaHu. 1750
34.82 Onactorpadusi MOJIOYHbIX XXere3 MaHu. 2000
35. KabuHetr mepocmoTtpoB
35.1 B04.035.002 lMpodunakTuyeckni npuem ncuxuartpa npuem 170 200
MpodunaktTmuyeckun npuem ncmuxmuartpa-
35.2 B04.036.002 Hapkorsora npuem 230 300
35.3 B04.023.002 MpodunakTnyeckmii npuem Hesporsora npuem 120 150
354 B04.053.002 lMpodunakTnyeckmin npuem ypornora npuem 120 150
Mpodunaktmuyeckun npuem akywiepa-
35.5 B04.001.002 rmHekonora npuem 150 200
35.6 B04.047.002 MpodunakTnyecknii npuem TepanesTa npuem 120 150
35.7 B04.033.002 lMpodunakTuyeckui npuem npodnarornora npuem 170 200
35.8 B04.029.002 MpodunakrTnyecknii npuem odptanbmonora npuem 120 150
MpodunakTnyeckmin npuem
35.9 B04.028.002 OTOpUHONapuHronora npuem 120 150
35.10 B04.057.002 lMpodunakTnyeckmii npuem xupypra npuem 120 150
35.11 MpodunakTnyecknin npuem 3HOOKPUHONora npuem 120 150
MpodunakTnyeckmin npuem
35.12 B04.008.002 JepmMaroBeHeporiora npuem 120 150
35.13 B04.065.006 lMpodunakTnyeckun npuem cromaronora npuem 120 150
35.14 B04.014.003 MpodunakTnyecknii npmem MHMEKLMOHMCTA npuem 120 150
35.15 OKIr MaHun. 300 400
35.16 O6wunin aHanu3 Kposu MaHu. 250 300
35.17 Obwwnii aHanma moun MaHun. 170 200
35.18 XonectepuH KpoBwu MaHu. 130 150
35.19 A04.30.010 noKo3a KpoBM MaHwr. 130 150
35.20 Ma3zok Ha OHKOLMTOMOruio MaHu. 300 450
35.21 Ma3sok Ha Mukpodnopy MaHu. 150 200
35.22 Mammorpadus MaHu. 600 750
PeHTreH opraHoB rpygHOW KneTku B 2
35.23 NpoeKUUAX No MegocMoTpy MaHwu. 750 1000




Y3 opraHoB manoro Tasa

35.24 TpaHCcBarnHanbHo MaHwu. 800 900
35.25 Y31 MOMOYHbLIX Xeres MaHu. 750 900
35.26 Y3W opraHoB OptoLLHOM MOMocTu MaHu. 950 1000
35.27 ®I'C no megocmoTpy MaHu. 1200 1400
35.28 KpoBb Ha cudpunumc MaHu. 250 300
35.29 KpoBb Ha BUY MaHu. 350 450
35.30 KpoBb Ha renatut B MaHu. 350 450
35.31 KpoBb Ha renatut C MaHun. 350 450
35.32 Ma3sok Ha roHopeto MaHu. 220 250
35.33 Kan Ha snua renbMuHTOB MaHumn. 300 400
35.34 Cockob Ha 3HTepobuo3 MaHu. 200 250
35.35 Kan Ha npocrtenwwmve MaHu. 200 250
35.36 Ma3sok Ha cTaduNOKOKK M3 3eBa MaHu. 390 450
35.37 Ma3zok Ha cTaduIIoKOKK M3 Hoca MaHu. 390 450
35.38 KpoBb Ha OptowwHon Tud MaHu. 350 600
CIPABKA Ha ynpaBneHue
35.39 aBTOTPaHCNOPTOM Kateropun AB MaHu. 700 800
CMNPABKA Ha ynpasneHve
35.40 aBToTpaHcnopTom kateropun ABCOE MaHu. 1600 2000
35.42 CIPABKA Ha oxpaHHyl0 OesiTenbHOCTb MaHun. 600 750
3543 KOMUCCUA Ha rocTanHy MaHu. 900 1000
35.44 KOMUCCWMA Ha roccnyxby 001-ICY MaHun. 1000 1200
35.45 KOMUCCUA gns cynen 086/1-y MaHun. 7000 8500
KOMNCCUWA pna noctynneHus B yvebHble
35.46 3aBegeHnst 086/y (Myx) MaHun. 1700 2000
35.47 OucnaHcepusauma roccnyxba MaHun. 6500 8000
Komuceuss (negarorn, Meauku, NULLIEBUKM)
3548 npeaBapuTenbHbI MYXXYUHBI MaHwu. 1950 2300
Komuceuss (negarorn, Meauku, NULLIEBUKM)
35.49 NepUOANYECKNA MYXXUYUHBI MaHwun. 1350 1700
Komuceus (negarorn, mMeguku, nuLLIEBUKK)
35.50 npegsapuTenbHbIA XKEHLLMHbI MaHwu. 2700 3300
Komuceus (negarorn, mMeguku, nuLLIEBUKK)
35.51 NepnoanyecKnin KeHLNHbI MaHwu. 1700 2100
KOMUCCUA gnst noctynneHust B y4ebHble
35.52 3aBegeHus 086/y (>xkeH) MaHun. 2100 2500
35.53 Komwnceus (napukmaxepckme) MaHwu. 1500 2000
35.54 Komuccnst Ha cesep (MyxumHa) MaHun. 3800 5000
35.55 Komunccus Ha ceBep (PKeHiuHa) MaHwr. 4500 5500
35.56 Komucens no nyHkTam BpegHOCTU (MYX) MaHun. 3000 4000
35.57 Komwnceus no nyHkTam BpegHOCTU (KEH) MaHun. 3500 4500
KOMUCCUA Ha odpopmneHne
35.58 OMNEeKyHCTBa/yCbIHOBMNEHNE MaHwu. 1400 1750
35.65 lMcuxocBuaeTenscTBOBaHWE (negaroru) MaHun. 1050 2500
35.59 Meg. [JokymeHTaums (ocpopmneHve) MaHun. 250 300
35.60 BectubynsapHbein AHannsatop MaHu. 120 150
35.61 Perncrtpauns B nHopmaLMOHHOM cUcTeMe MaHwu. 120 150
35.62 Kateropus Tpakrop MaHu. 600 750
35.64 Cnpagka 070/y MaHun. 750 1000
35.66 dnooporpadus N0 MeaocMoTpy MaHu. 350 450
35.67 Ayguorpamma MaHu. 250 400
35.68 Mannecte3snomeTpus MaHu. 200 250
35.69 OdopmneHne NMMYHON MEeOULIMHCKOW KHKKM MaHunn. 400 450
CopgencTtere B NPOXOXAEHUM 3K3aMeHa Ha caH
35.70 TMrMEeHNYECKNA MUHUMYM MaHun. 900 1000
36. Na6bopaTopus
36.1 Masok Ha NUP COVID-19 MaHun. 1000 1400




36.2 AHTUTENa K KopoHasupycy IgM MaHun. 1500 2000
36.3 AHTUTENa K KopoHaBsupycy IgG MaHun. 1350 1750
36.4 AHTUTENa K KopoHaBupycy IgG+IgM MaHun. 2000 2500
Masok Ha TLP + aHTuTena Kk KopoHasupycy

36.5 IgM+1gG MaHwn. 2300 3000
36.6 O6wunin aHanu3 Kposwu MaHu. 400 440
36.7 O6wmn aHanMs mMoun MaHun. 250 300
36.8 AHanu3 mouym no HeumnopeHko MaHu. 250 300
36.9 Koarynorpamma MaHun. 450 500
36.10 AYTB MaHu. 200 220
36.11 AnbOymnH MaHun. 220 250
36.12 Amunasa MaHu. 250 280
36.13 ANT MaHun. 140 160
36.14 ACT MaHu. 140 160
36.15 T MaHun. 160 180
36.16 benkoBble dpakumm MaHu. 290 350
36.17 [MYKNPOBaHHbBIN FeMOrNobuH MaHwu. 500 550
36.18 [nioko3a KpoBu MaHu. 150 180
36.19 >Keneso MaHu. 200 230
36.20 Kanui MaHu. 170 200
36.21 Hatpwuin MaHu. 170 200
36.22 Xnop MaHu. 170 200
36.23 Kanbuwni MaHun. 200 230
36.24 MarHun MaHu. 240 270
36.25 KpeaTuHuH MaHu. 150 180
36.26 XonectepuH Kposwu MaHu. 140 160
36.27 MoueBrHa MaHun. 150 170
36.28 MoueBasi kucnota MaHu. 150 170
36.29 PesBmatouaHbii dhakTop MaHun. 350 400
36.30 C-peaktmBHbIN  6enok MaHu. 320 350
36.31 Benok obwwun MaHwr. 130 150
36.32 BunupybunH npsamon MaHu. 170 200
36.33 BununpybnH Henpsimon MaHu. 170 200
36.34 BununpybunH obuini MaHwun. 140 160
36.35 Tpurnvuepnapl MaHu. 200 230
36.36 JINBI MaHu. 240 270
36.37 JINHMN MaHun. 240 270
36.38 Kanbuuii MOHM3MPOBAHHLIN MaHu. 400 450
36.39 docaTasza MaHun. 150 200
36.40 CA-125 MaHwun. 700 800
36.41 CA-15-3 MaHun. 700 800
36.42 MCA obwunin MaHu. 500 600
36.43 INMCA cBobogHbI MaHwr. 450 500
36.44 CymMapHble MMMyHOrnobynuHbl E MaHun. 500 600
36.45 TecToCcTepoH MaHu. 900 1000
36.46 T3 MaHu. 275 300
36.47 T3 cBo6OAHBIN MaHwr. 380 400
36.48 T4 MaHu. 275 300
36.49 T4 cBob6OOHbIN MaHwr. 380 400
36.50 TTr MaHu. 300 350
36.51 aHTK-TINO MaHwr. 530 600
36.52 Kan Ha CKpbITyl0 KpOBb MaHun. 220 250
36.53 MponakTunH MaHu. 370 400
36.54 Konporpamma MaHu. 395 450
37. PeHTreH

37.1 A06.04.013 PeHTreH akpoMmnanbHO-KIMYUYHOIo CcyTaBa MaHun 950 1150
37.2 A06.03.043 PeHTtreH GegpeHHON KOCTU MaHuM 1100 1300
37.3 A06.04.001 PeHTreH BMCOYHO/4ENOCTHOrO CycTaBa MaHmn 950 1150
374 PeHTreH ronexu MaHun 1100 1300




37.5 A06.04.012 PeHTreH roneHo/cTonHoro cycrasa MaHun 1100 1300

37.6 A06.04.014 PeHTreH rpyavHHO/KIIOYNYHOTO COYSIEHEHUS MaHun 950 1150

37.7 A06.03.024 PeHTreH rpyauHbl MaHun 950 1150
PeHTreH rpygHoro otgena MO3BOHOYHMKA B

37.8 2 npoeKumax MaHmn 1200 1400
PeHTreH rpygHoro orgena MO3BOHOYHMKA C
PyHKLUMOHanNbHbIMKM Npobamn B 2

37.9 NPOEeKUnNAX MaHun 2200 2600

37.10 A06.03.032 PeHTreH knctu MaHmn 1000 1200

37.11 A06.03.022 PeHTreH knouunupl MaHun 950 1150

37.12 A06.04.005 PeHTreH KoneHHOro cycrasa MaHun 1200 1400

37.13 PeHTreH KocTen Hoca MaHun 1000 1200

37.14 A06.04.041 PeHTreH kocten Tasa MaHmn 1200 1400

37.15 A06.03.017 PeHTreH kpecTtua M Kon4vmka MaHun 1200 1400
PeHTreH KpecTLoBO/NoAB3AO0LLIHOIO

37.16 couneHeHnd MaHun 1200 1400

37.17 A06.04.003 PeHTreH nokrteBoro cycrtaBa MaHun 1100 1300

37.18 PeHTreH npegnneybs MaHun 1100 1300

37.19 A06.03.026 PeHTreH nonatku MaHmn 950 1150

37.20 A06.04.004 PeHTreH nyyesandcTtHOro cycrasa MaHun 1100 1300

37.21 A06.08.001 PeHTreH HocornoTtku MaHmn 950 1150
PeHTreH opraHoB rpygHon knetks B 1

37.22 A06.03.024 npoekunn MaHmn 750 900
PeHTreH opraHoB rpygHoOW Knetku B 2

37.23 nNpoeKunsax MaHmn 1100 1300

37.24 A06.03.034 PeHTreH nanbueB KUCTU MaHun 950 1150

37.25 A06.04.010 PeHTreH nneyesoro cycraea MaHun 1200 1400

37.26 A06.03.028 PeHTreH nne4yeBon KoCTU MaHuM 1100 1300

37.27 A06.03.051 PeHTreH nntocHbl 1 hanaHroB CTOMbl MaHmn 1000 1200

37.28 A06.03.037 PeHTreH noaB3fdoOLHON KOCTU MaHuM 950 1150

37.29 A06.03.020 PeHTreH BepTUKanbHbI NO3BOHOYHMKA MaHmn 2500 3000
PeHTreH nosicHM4yHoOro otgena

37.30 A06.03.015 NO3BOHOYHUKA MaHmn 1100 1300
PeHTreH nosiCHMYHO/KPECTLOBOro oTaena

37.31 A06.03.016 NO3BOHOYHUKA MaHmn 1200 1400
PeHTreH nosicHM4YHOro otgena
MO3BOHOYHUKA C (PYHKLMOHANbHLIMM

37.32 A06.03.019 npobamwu MaHunN 2200 2600
PeHTreH npuaaToyHbIX Nasyx Hoca B 1

37.33 A06.08.003 npoexkuunn MaHunN 750 900
PeHTreH nNpvaaToyHbIX Nasyx Hoca B 2

37.34 NPOEeKUnNAX MaHuUn 1100 1300

37.35 A06.03.050 PeHTreH natoyHom koctv B 1 npoekuun MaHmn 750 900

37.36 PeHTreH NATOYHOM KOCTU B 2 NPOEKUUAX MaHun 1200 1400

37.37 A06.03.052 PeHTreH crtonbl B 1 npoekuumn MaHmn 750 900

37.38 A06.03.053.00 PeHTreH ctonbl C Harpyskomn MaHun 2000 2400

37.39 A06.03.053 PeHTreH cTtonbl B 2 MpOeKumsax MaHmn 1200 1400

37.40 A06.03.038 PeHTreH cepanuuHon KocTu MaHunN 950 1150

37.41 A06.04.011 PeHtreH TaszobenpeHHoOro cycrasa MaHun 1200 1400

37.42 A06.03.005 PeHTreH 4epena B 1 npoekuun MaHun 750 900

37.43 PeHTreH 4epena B 2 npoekumnsx MaHmn 1200 1400
PeHTreH wenHoro otraena no3BOHOYHMKA B

37.44 A06.03.10 2 npoeKumax MaHmn 1200 1400
PeHTreH wenHoro otraena Mo3BOHOYHUKA C

37.45 PYHKLMOHanNbHbIMKM Npobamu MaHun 2200 2600
dntooporpadus rpyaHon Knetku (063op) no

37.46 MeLoCMOTpY MaHun 350 450

37.47 PeHTtreH npuuenbHbii 1 3ybGa MaHun 250 300




37.48 3anncb CHMMKa Ha AUCK MaHun 300 350
37.49 A06.30.002 OnncaHne un nHTepnpeTauns CHMUMKOB MaHmn 750 1000
37.50 A06.09.006 dnooporpadus BHe MELKOMUCCUA MaHun 500 650
37.51 dyHKUMOHaNbHbIe Npobbl B 2 Np MaHmn 1200 1400
[MeyaTb PEHTreHOBCKOro CHMMKa Ha nneHke (1
37.52 nneHka) Mman CHUM MaHun 180 200
[MeyaTb PEHTreHOBCKOro CHMMKa Ha nneHke (1
37.53 nneHka) ctaHa CH MaHun 250 300
38. BpauyebHasn komuccusa
38.1 OcmoTp 3aBefytoLLero MaHun 350 400
38.2 BpayebHasa komuccus MaHunN 250 300
38.3 Bbinucka n3 ambynatopHom KapTbl MaHmn 350 500
38.4 CnpaBka Ha MONyYeHWe MnyTeBKU MaHun 600 750
CaHaTopHO/KypopTHasi KapTa Cc aHanusamu un
38.5 TepanesToM MaHun 1800 2200
38.6 CaHaTopHO/KypopTHasi kapTta MaHun 900 1100
38.7 Komuccuns ans caHaTopHO/KYPOPTHOM NYTEBKN | MaHun 1500 1800
38.8 Cnpaeka B 6HaccelH MaHun 800 1000
Komuccus ans caHaTopHO/KYpOPTHOM KapThbl
38.9 (MY>XUMHBI) MaHun 2000 2400
Komuccuns ans caHaTopHO/KYpOPTHOM KapThbl
38.10 (>KEHLLMHBbI) MaHun 2600 3200
CnpaBka 06 otcytcTBUM koHTakTta ¢ COVID
38.11 19 MaHunN 400 600
OdopmMneHne MeguUUHCKOro oToga oT
38.12 BakumHauun COVID-19 MaHun 750 900
38.13 3akntodeHne ana MCO (konus ocMmoTpa) MaHun 600 750
38.14 OdopmneHne HanpasneHnst Ha MC3 MaHunN 2000 2500
MpepocTaBneHve 3aBepeHHON KONUK
38.15 MeLMLMHCKOWM AoKyMeHTauum (1 nncT) MaHun 10 10
OdbopmneHna HanpaBneHus Ha
38.16 rocnuTanMsaumio nNnaHoBYHO MaHun 500 600
39. KabuHeT uHbeKunoHucra
39.1 B01.014.001 lMpyvem Bpaya WHEKUMOHMCTA NEPBUYHO npuem 1200 1500
39.2 B01.014.002 Mpuem Bpava MHGEKLMOHMCTA NOBTOPHO npuem 1100 1400
Mpuem Bpava Beaywiero MHGEKLMOHUCTA
39.3 nepBuU4HO npuem 1500 2000
Mpuem Bpava Beaywiero MHGEKLMOHUCTA
39.4 NOBTOPHO npuem 1400 1900
KabuHeT HeoTnoXxHoun
40. Me.DMLIMHCKOﬁ nomoLwiun
40.1 Mpuem dgenbglepa npuem 600 750
MepBryHas MeaMUUHCKash MOMOLLb
40.2 (MaHunynsaummn + MeamKameHTbl) MaHunN 700 1000
MeamuuHckoe ConpoBOXAEHME N COAENCTBMUE
40.3 B rocnuranusauuu MaHun 3000 4000
OdopMneHne HanpaBneHUst HA 3KCTPEHHYHO
40.4 rocnvranvsaumio MaHun 250 300
Ctomaronorua ob6buias
41. NnpakKTuKa - Tepanunsa
Mpuem Bpaya cToMaTosfiora C BbIMNOSTHEHVEM
411 B01.065.007 MaHuNynsaunn NepBuUYHO npuem 600 750
Mpuem Bpaya ctomaTornora ¢
41.2 B01.065.008 BbINONHEHNEM MaHUNyNAuun MOBTOPHO npuem 400 500
41.3 lMepBUYHaa KOHCyNbTaLMs Bpaya npuem 0 0




MepBWYHas KOHCynbTauus Bpaya C

41.4 COCTaBIEHNEM MnaHa nevyeHus npvem 750 900
41.5 B01.003.004.004 |AnnnuKauMoHHaa aHecTesus MaHun 100 150
AHecTesus (NnpoBOAHMKOBaS,
41.6 B01.003.004.005 WMHUNbTPaLMOHHaA) MaHun. 600 750
42.13 CHaTne nnomObl NpocTom MaHu. 300 400
42 .14 CHaTtne nnombbl MeTanIM4Yeckomn MaHun. 500 600
42.15 CHSTME UCKYCTTBEHHON KOPOHKM MaHun. 700 850
42.16 TpenaHaums 3yb6a (MCKyCTBEHHOW KOPOHKW) MaHun. 350 450
YpaneHuve BKNagku, WTUdTa KOPHEBOTO
4211 KaHana MaHwu. 600 750
M3BneyeHne nHopogHoro Tena, obnomka
42.12 WHCTPYMEHTa 13 KOPHEBOro KaHana MaHu. 1000 1200
3akpbITe nepcopauum (CTeHkun 3yba
4217 KOPHEBOro kaHana) MaHun. 750 900
OnaTtepmokoarynsums npu natonorum nosocTu
42.18 pTa u 3yboB MaHun. 300 400
41.7 A05.07.001 OnekTpoogoHToAnarHocTuka 1 syba MaHun. 150 200
M3bumpaTenbHoe NnpuwTndTOBbIBaHNE
50.1 TBepAblX TKaHewn 3yba MaHwun. 150 200
50.2 KocmeTtnyeckas nonuposka 1 3yGa MaHu. 180 250
3anevatbiBaHne duccyp repMeTUKOM
50.3 Fissurit MaHun. 950 1150
42.19 MpuuenbHbIi cHUMOK 1 3yba MaHun. 250 300
CtomaTtonorna obuwas
42. NpaKTukKa - Xxupyprums
421 YpaneHve 3y6a (npoctoe 6e3 aHecTesunm) MaHun. 1400 1700
422 YpaneHue 3yba (cnoxHoe 6e3 aHecTesuu) MaHun. 2000 2400
42.3 YpaneHuwe NOABWXKHOW YacTU KOPOHKM 3yGa | maHun. 500 600
YpaneHue guctonupoBaHHoro 3yba 1 ¢t
42 .4 A16.07.001 CNOXHOCTU MaHwu. 4000 4800
YpaneHue guctonnpoBaHHoro 3yba 2 ¢t
42.5 A16.07.001.002 CNOXHOCTU MaHun. 5500 6600
YpaneHue guctonupoBaHHoro 3yba 3 cT
42.6 A16.07.001.003 CNOXHOCTU MaHun. 8000 9600
42.7 YpaneHue napofoHTanbHoM KUCTbI1-2 3yba MaHumn. 2000 2400
42.8 YpaneHue napofoHTansHom kKUCTbl3-4 3yba MaHun. 3000 3600
42.9 A16.07.007 Lincrtakromusa MaHun. 4000 4800
42.10 A16.07.013 KiopeTtax nyHku 3yba MaHun. 400 500
43, Ctomaronorus kKapuec
AHecTesus (NnpoBOAHMKOBaS,
41.6 B01.003.004.005 WMHUNbTPaLMOHHaA) MaHun. 600 750
JleyeHne cpepgHero kapueca c
43.1 cdoTonnombon (6e3 aHecTesnn) MaHun. 3000 3600
JleyeHune rnybokoro kapueca c
43.2 cdoTonnombon (6e3 aHecTesmu) MaHun. 3500 4200
43.3 JleyeHne kapueca MaHu. 1000 1200
43.4 + nedebHas npoknagka MaHu. 300 400
43.5 lMoctaHoBKa BpemeHHOM nnombbl (nacTa) MaHun. 300 400
43.6 lMoctaHoBka BpemeHHon doTtonnombel Clip MaHun. 500 600
43.7 BUHMP KOMMO3UTHbLIN MaHu. 5500 6600
43.8 lNMnomba n3 gpoTokomnasnTa MaHwu. 2500 3000
43.9 Mnomb6a n3 porokomnosunta 6onee 1/2 MaHu. 3000 3600
lMnomba m“3 KOMMo3uTa XUMWUYECKOTO
43.10 OTBEPXAOEHNSA MaHwu. 1500 1800
46. CtomaTtonorusa - nynbnut




AHecTesus (MpoBOAHMKOBAS,

41.6 B01.003.004.005 WH(PUNbTPaLMOHHAA) MaHwu. 600 750
JleyeHne nynbnuTa, pesua, knbika (6e3

44 1 aHecTesunn) MaHwun. 2000 2400
JleyeHne nynbnuTta npemonsipa (6e3

44.3 aHecTesunn) MaHun. 2400 2900

44 .5 JleyeHne nynbnuta monsipa (6e3 aHectesum)| maHun. 3200 3850
MnombupoBaHne 1 kaHana nacTon

45.3 OHaomeTasoH MaHwu. 500 600
MnombupoBaHue 1 kaHana cunep +

46.5 ryranepuvBble LWUTUPThI MaHwu. 1000

46.6 JleyeHne OONONHUTENBHOrO KOPHEBOTrO KaHana| MaHwun. 600
MepgukameHTO3HOE rne4veHue 1 kaHana

45.1 nepeg noCTOsIHHbIM MIOMOMpPOBaHMEM MaHwu. 300 400

42.19 MpuueneHbin cHUMOK 1 3yba MaHwu. 250 300

43.9 Mnomb6a n3 porokomnosunta 6onee 1/2 MaHu. 3000 3600

43.5 lMocTtaHOBKa BpemeHHOW nnombbl (nacta) MaHun. 300 400

45, CtomaTonorus -NepunoaoHTUT
MepnmkameHTO3HOe neveHne 1 kaHana

45.1 nepeg MOCTOSIHHbIM MIOMOVMpOBaHNEM MaHwu. 300 300
AHecTesus (NnpoBOAHMKOBaS,

41.6 B01.003.004.005 WMHPUNbTPaLMOHHaA) MaHun. 600 750
MepnmkameHTO3HOe neveHne 1 kaHana

45.2 nacton MeTanekc MaHwu. 600 750

454 JleyeHne nepuopoHTMTa pesua, Khblka MaHu. 2000 2400

45.6 JleyeHve nepuopoHTUTA npemonspa MaHu. 2400 2900

45.8 JleyeHne nepuogoHTMTa Monsipa MaHu. 3200 3850
MegnkameHTo3Hasi o6paboTka 1 kKaHana

4510 yNbTPa3ByKOM MaHun. 200

45.11 lMnombupoBaHve 1 kaHana nacton MaHun. 600

42.19 MpuuenbHbIi cHUMOK 1 3yba MaHun. 250 300

43.5 lMocTaHOBKa BpemeHHOW nnombbl (nacta) MaHun. 300 400
CtomaTonorus

44, AQHOOOOHTUA
PacnnombupoBaHue 1 kaHana neYyeHHoro

46.1 nacTom MaHun. 500 600
PacnnombupoBaHue 1 kaHana neYyeHHoro

46.2 pe3ounH-popManMHoOBbBIM METOAOM MaHwu. 950 1150
PacnnombupoBaHue 1 kaHana neYeHHOro

46.3 ryranepymsbiMy LUTUdTaMMU MaHun. 650 800

46.4 MogrotoBka kaHana nog WTUAT MaHu. 750 900

47. Ctomartonorusa _wtudT

47 1 A16.07.031 dukcaumnsa aHkepHoro wTudTa MaHwu. 1100 1300

47.2 duKkcaunsa CTEKIOBONIOKOHHOrO WTndTa MaHumn. 1450 1750
®ukcaums CTEKNOBOMOKOHHOMO WTUMTa C

47.3 roNoBKOW MaHun. 1500 1800

49, CtomaTonorusa QCTETUKA
lMpodeccmnoHanbHas rurmeHa nosiocT pta wu

491 A16.07.051 3yboB MaHun. 4000 4800
YnbTpasByKOBass 4YMCTKa 3YOHbIX OTIOXEHWI

49.5 2 YencTu MaHwu. 3200 3900

49.6 nybokoe ¢TopupoBaHue amanu 3y6oB MaHun. 2300 2800




lMpoheccnoHanbHas rMrmeHa nosiocTn prta

49.7 n 3yéos cucremon AIR FLOW MaHun. 3300 4000
MonHbIN 4-X aTanHbIN KOMMIEKC FUrMeHbl

49.8 nonoctn pra MaHwu. 6400 7500

49.2 INleyenne rnepectesun amanm 1 3ybGa MaHwu. 200 250
YnbTpa3BykoBas 4YMCTKA 3YOHbIX OTNOXEHWN

49.3 1 3yba MaHun. 200 250
CHaTME 3YOHbIX OTMOXEHUN PYYHbIM

49.4 A16.07.020.00 cnocobom 1 3yba MaHun. 150 200
CtomaTonorus

51. NMAPAOOHTOJIOINA
Kypc nedeHus 3aboneBaHui napofoHTa

51.1 npenapatom "Tpaymens" TSXXenowm Cr. MaHwu. 10000 12000
Kypc nedeHus 3aboneBaHui napogoHTa

51.2 npenapatom "Tpaymens" nerk n cpeg Cr. MaHu. 9000 11000
Kypc nedeHus 3aboneBaHuin napogoHTa
npenapatamu "JllnHkomeumH"/AckopbuHoBasi

51.3 KACcnota  TAXEnow Cr. MaHwu. 8000 10000
Kypc nedeHus 3aboneBaHun napogoHTa
npenapatamu "JllnHkomeumH"/AckopbuHoBasi

514 KMCrOoTa  ferkom u cpegHen Cr. MaHun. 7000 8500
WHbekums JleHkomeunH/AckopbruHoBas

51.5 Kncrora MaHwu. 200 250

51.6 VHbekuns Tpaymenb MaHun. 600 750

51.7 MnasmonndTuHr 1 npouenypa MaHu. 2600 3300
Kypc neyeHusa sabonesaHun napopgoHTa 6es

51.8 NHBbEKLUIA MaHun. 4000 4800
CeaHC MeOuKaMeHTO3HOro neveHus

51.9 CNN3NUCTON MNONOCTN pTa MaHwu. 450 550

51.10 VMcceyeHrne mMex3yBHOro cocouka MaHun. 300 400

51.11 JleyeHve napapgoHTanbHoro abcuecca MaHumn. 1300 1600

51.12 KiopeTax napoaoHTanbHOro kapmaHa MaHu. 350 450
HanoxeHne nevebHoM noBs3kM "mapacent”,

51.13 "centonak" MaHwu. 300 400

51.14 AnbBaxwun, anbeBacTas MaHu. 300 400

51.15 ManypeHT MaHun. 300 400

51.16 KonnareHoBble nnactuHbl "®opmagoHT" 1 wt| maHun. 300 400

51.17 [OunnneH-nneHka MaHwu. 350 450

48, Crtomatonorus O. BOJlb

48.1 CHaTtne octpon 6onv npu nynbnure MaHun. 1300 1600
CHatue octpon 6onu npu nepuogoHTute 1

48.2 cT. CnoxHocTn MaHun. 1600 2000
CHatme ocTtpon 6onv npu NepuogoHTuUTE 2

48.3 cT. CnoxHocTn MaHun. 1950 2400
Crtomartonorus
NMPOTE3UPOBAHUE
HeCbeMHbIe lWLTaMNnoBaHHO-

52. nasiHHblI€ KOHCTPYKLUUU

52.1 KopoHka LTaMnoBaHHas C HanblfIeHNeM MaHwu. 3000 3600

52.2 daceTka C HanbiNneHnem MaHu. 3500 4300
KopoHka nnactmaccoBasi BpeMeHHas

52.3 (n3oToBNEHME 00 3 AHEN) MaHun. 900 1100




KOpOH Ka niacrmaccoBasa BpeMeHHasd

52.4 (n3roToBneHne B AeHb 0BTOYKN) MaHwn. 1400 1700
52.5 KopoHka nnactmaccoBasi NOCTOAHHAs MaHu. 2700 3300
CtomaTtonorus
NMPOTE3NPOBAHUE
HeCbEeMHbIe INMUTbIe UNun
MeTanno-Kkepammyeckue
53. KOHCTPYKLUNUN
KopoHka ueneHonutasd KXC (HanbineHne
53.1 LUVPKOHWUIA, TUTaH) MaHummn. 4200 5100
53.2 KopoHka MmeTannokepamuyeckas MaHu. 6500 7800
53.3 KopoHka MeTannokepamuyeckasa Ha UMniaHTe| maHun. 13200 15900
53.4 Bknagka co wtngptom ns KXC MaHwun. 2700 3300
Pacnnomb6urpoBaHue kKaHana nog BKNaaky co
53.5 WTNTOM MaHu. 600 750
Crtomartonorus
NMPOTE3NPOBAHUE
HecbeMHana 6e3meTannoBas
54, KepaMuKa U LUPKOHUN
KoppHka kepamunyeckas Ha kapkace 13
54 1 LMPKOHNSA MaHu. 12000 14400
54.2 KopoHka E.MAX MaHu. 12000 14400
54.3 BuHUp Kepammyeckun MaHwu. 12500 15000
54 .4 Bknapgka kepamuyeckasi MaHun. 6300 7600
54.5 Bknagkas umpkoHueBas MaHumn. 10000 12000
54.6 KopoHka uupkoHueBas MaHun. 12000 14400
CtomaTtonorus
NMPOTE3NPOBAHUE
55. oowun npauc
CHATME KOPOHKM (Nf1acTMacCcoBOM,
55.1 A16.07.057.01 LUTaMMOBaHHOM) MaHwun. 300 400
CHATNE KOPOHKWN LIENbHOMMTOMN,
55.2 A16.07.057.02 MeTannokepamm4eckom MaHu. 350 450
55.3 dukcaumna Ha agresop MaHumn. 300 400
55.4 dukcauusa Ha CTEKITOUHOMEP MaHwun. 500 600
dukcaumsa Ha cTeKNoMHoMep ABONHOIO
55.5 OTBEPXAOEKHUS MaHu. 1000 1200
55.6 Cnenok anbrMHaTHbIN MaHu. 1050 1300
55.7 Cnenok ABOVWHOW YTOYHEHHbIN MaHwun. 1500 1800
55.8 WHgusmnayanbHasa noxka MaHumn. 1000 1200
55.9 BpemeHHasi dmkcaumsi KOPOHOK MaHwun. 150 200
55.10 M3rotoBneHmne amarHoCTU4YECKnX moaenemn MaHumn. 1100 1300
55.11 PectaBpauns daceTtku MaHu. 2700 3300
55.12 Peructpartop npukyca MaHu. 650 800
Crtomartonorus
NMPOTE3NPOBAHUE
56. CbEeMHbIe KOHCTPYKUUU
56.1 YacTWUYHbIN CbEeMHbIN NPoTe3 MaHun. 14000 16800
56.2 [MoNHbIN ChbeMHbI NpoTe3 MaHwu. 15500 18600
56.3 BrorenbHbI NPOTE3 Ha OrHEYNnoOpPHOM Mogenu MaHun. 22000 26500




BrorenbHbIN NpOTE3 Ha OrHEYNOPHOM Mogenu ¢

56.4 3aMKoBOM domKcaumen MaHwu. 38500 46000

56.5 Kaxgbli atTa4ymeH MaHu. 6000 7200

56.6 HewnnoHoBbI npoTes MaHu. 22000 26400

56.7 HelnoHoBbIM NPOTE3 apMUPOBAaHHbLIV MaHwu. 25000 30000

56.8 MmmegnaTt-npotes "babouyka" MaHu. 7000 8400

56.9 UmmegunaTt-nportes "baboyka" HENNTOHOBbI MaHumn. 10000 12000
CtomaTonorus
NMPOTE3UPOBAHUE

57. NOYnHKa NpoTe30oB

57 1 lMouymHka nepenoma MaHu. 1500 1800

57.2 MoumHka Gonee ogHOro nepenoma B npotese | maHun. 2000 2400

57.3 Mpueapka 1 eq (knammepa mnm 3yba) MaHun. 2000 2400

57.4 MpuBapka 6onee 1 en. MaHu. 2500 3000

57.5 Koppekumsa craporo npotesa MaHwu. 600 750

57.6 JlabopaTopHas nepebasnpoBka MaHu. 2500 3000
KabuHeT TpaBmaTonora-

58. oprtonega

58.1 B01.063.001 lMpuem Bpava cneumanucTa NEpPBUYHO npuem 1200 1500

58.2 B01.063.002 Mpuem Bpada cneumanucTa MOBTOPHO npuem 1100 1400
Mpuem Bpavya BeayLlero cneumanuncTa

58.3 nepBuU4HO npuem 1500 1800
Mpuem Bpavya BeayLwlero crneumanucra

58.4 NOBTOPHO npuem 1400 1700

58.5 BHyTprcycTaBHaa nyHKUusA MaHu. 750 900

58.6 BHyTprcycTaBHOE BBEOEHWE fnekapcTB MaHun. 1500 1800

58.7 MepuapTtukynapHasa Grokaga MaHu. 1100 1400
BckpbiTve u gpeHnpoBaHue

58.8 donermoHbl/abeLecca MaHu. 2200 2700
VMcceueHre pybLOB KOXU C HanoXeHnem

58.9 KOCMETUYECKOro LiBa MaHu. 1950 2350
bnokaga nATOYHOW LINOPbLI (C NEKAPCTBOM

58.10 KIMMHWKN) MaHun. 2500 3000
Bbnokaga natoyHow wnopsbl (6e3 nekapcTea

58.11 KIMMHWKN) MaHun. 1300 1600

58.12 HanoxeHne acenTtnyeckon MoBSA3KM MaHu. 400 500

58.13 HanoxeHne mas3eBON MNOBA3KU MaHu. 500 600

58.14 A16.01.008.001 HanoxeHne BTOPWYHbLIX LUBOB MaHu. 900 1100

58.15 HanoxeHvue npoTMBOOXOroBOW MOBA3KU MaHwu. 1000 1200
MapaapTukynapHas 6nokaga ( ¢ nekapcTtsom

58.16 KIMMHWKN) MaHun. 1950 2350
MapaapTukynapHas 6nokapa (6e3 nekapcrsa

58.17 KIMMHWKN) MaHun. 1500 1800

58.18 TennuposaHune MaHu. 950 1200
MyHKUMa knucTbl Belkepa nog KOHTporem

58.19 Y3U MaHu. 2450 3000

58.20 A11.30.024 IMyHKUMA MATKUX TKaHeWn MaHu. 1300 1600
MMyHKUMA MSATKMX TKaHeW nog KOHTponem

58.21 A11.30.024.001 Y3U MaHun. 2000 2400
Xvpyprudeckoe yaaneHue HoBOoOGpa3oBaHUN

58.22 0o 4 cm MaHun. 3500 4200
Xvpyprudeckoe yaaneHue HoBOoOGpa3oBaHUN

58.23 bonee 4 cm MaHwn. 5300 6400

58.24 CHaTMe nocrneonepaLMoHHbIX LLBOB/NMUraTyp MaHun. 850 1050

58.25 CHsATVE r’MNCcoBOW MOBA3KM MaHwu. 500 600

58.26 A16.01.027 YpaneHne HOrTeBbIX MNacTuH MaHwu. 2450 3000




3akpbiTas peno3vuysi OTIIOMKOB KOCTEN Mpu

58.27 nepenomax MaHwu. 2900 3500
YpaneHne NOBEPXHOCTHO PachONOXEHHOro

58.28 WHOpOOHOro Tena MaHwu. 3200 3850
Xupypruyeckass obpaboTka MOBEPXHOCTHOM

58.29 paHbl MaHwu. 750 900
Xupypruyeckas obpaboTtka MHOULMPOBaHHON

58.30 paHbl MaHwu. 1300 1600

58.31 MyHkumsa Gypcuta MaHun. 1500 1800

58.32 HanoxeHue Tyron noBsi3ku MaHun. 550 700

58.34 A15.03.003 HanoxeHve rmMncoBon MNOBSA3KM MaHun. 1400 1700

58.35 HanoxeHne 6onbLUuo rMncoBor NOBA3KM MaHu. 1900 2300
Xvpypruyeckoe yganeHue HoBOOOpasoBaHUN

58.36 C HanoXeHuem LUBa MaHu. 2100 2500

58.37 MecTHas aHecTe3ns MaHu. 400 500

58.38 AnnnukaunoHHasa aHecTeaus MaHu. 350 450

58.39 lMpoBoaHMKOBas aHecTesns MaHumn. 1100 1300
JleyebHo-grarHocTuyeckas nyHKUMs cyctasa c
npenapaTtoM rmanypoHOBOW KUCIOTbI

58.40 ApmMaBUCKOH Noc MaHwu. 13500 16200
JleuebHoO-guarHocTnyeckas NyHKUMsi cyctaBa C
npenapaToM rmanypoHOBOW KUCIOThI

58.41 ApMaBUCKOH XOHOPO MaHun. 17500 19000
JleyebHoO-grarHocTuyeckas nyHKUMs cyctasa c
npenapaTtoMm rmanypoHOBOW KUCIOTbI

58.42 ApMaBWCKOH NNaTuHyM MaHun. 27500 33000
JleuebHoO-guarHocTnyeckas NyHKUMsi cyctaBa C
npenapaToM rmanypoHOBOW KUCIOThI

58.43 ApmasuckoH MH MaHu. 13000 15600

58.44 WHpunbTpaunoHHasa aHecTesus MaHu. 1600 2000
BHyTprKOCTHOE BBeAEHMWE NTEKAPCTB C

58.45 aHEeCTETUKOM 1 FOPMOHaMU MaHwu. 1850 2250

58.46 AyTtonnasmotepanvs 1 npobupka MaHwu. 3200 3850

58.47 AyTtonnasmoTepanusa 2 npobupku MaHu. 5000 6000

58.48 AyTonnasmotepanvs 3 nNpobupku MaHwu. 7000 8400
HanoxeHue rmncoBon NoBsa3ku (NonMMmepHas

58.49 noBsizka) ¢ 1 GUHTOM MaHu. 2400 2900
HanoxeHue rmncoBon NoBa3ku (MonMMmepHas

58.50 noBsi3ka) ¢ 2 BUHTamMm MaHwun. 3000 3600
HanoxeHue rmncoBon NoBa3ku (MonMMmepHas

58.51 noBsiaka) ¢ 3 BUHTamMm MaHwun. 3700 4500
HanoxeHue rmncoBon NoBsa3ku (NnonMMmepHas

58.33 nossaska) 6e3 cToMmocT GUHTOB MaHun. 1800 2200
KabuHeT neyebHomn

59. U3KynbTYpbHI

59.1 B01.020.001 Mpuem Bpadva JIOK nepBnyHO npuem 700 850

59.2 B01.020.005 Mpuem Bpava JIOK noeBTOpPHO npuem 600 750

59.3 A19.03.003.001 VHavBuayansHoe 3aHaTme MaHun. 550 1000

594 A19.03.003.002 ['pynnoBoe 3aHATME MaHun. 400 500
CocTtaBneHue nHanBmayarsnbH. KOMMekca

59.5 yrnpaxXHeHU Ans CamorMMHacTUKu MaHu. 450 600
KabuHeT MeaguuUmHCKOMN

60. peabunurauuu

60.1 Mpuem Bpada peabunutonora npuem 1500 2000
Kypc meamumHckon peabunmrauum npu

60.2 3abonesBaHnAX HEPBHOW CUCTEMBI Kypc 21000 25000




Kypc meamuuHckon peabunutaumm npu
3aborneBaHusix ONOPHO-ABUraTENbHOIO

60.3 annapaTa Kypc 20000 24000
Kypc mMeauuumHckon peabunurtauuu npu
60.4 3aboneBaHVsaX ObIXxaTeNbHOW CUCTEMBbI Kypc 13800 16500
Kypc mMeauumHckon peabunurtauuu npu
60.5 COCYOMCTbIX 3aboneBaHusaX Kypc 15600 19000
61. KabuHeT neguartpa
61.1 B01.031.001 Mpuem Bpava negmartpa NepBUYHO npuem 1200 1600
61.2 B01.031.002 Mpuem Bpava negmatpa MNOBTOPHO npuem 1100 1500
61.3 Mpuem Bpaya Bepayllero neguvaTpa NepBUYHO | npuem 1750 2500
Mpuem Bpaya Begywero negvatpa
61.4 NOBTOPHO npuem 1600 2300
KoHcynbTaumsa negmatpa 6e3 HasHayeHus
61.5 neyeHus (He No npocpunto) npuem 750 1000
62. KabuHeTt rematonora
62.1 B01.005.001 lMpnem Bpava rematonora NeEpPBUYHO npuem 1200 1800
62.2 B01.005.002 lMpuem Bpava rematoniora NMOBTOPHO npuem 1100 1700
Mpuem Bpaya BeayLlero remartoriora
62.3 nepBnYHO npuem 1750 2500
Mpuem Bpaya BegyLlero remarosiora
62.4 NMOBTOPHO npuem 1600 2400
62.5 [MpoBeneHne cTepHanNbLHOM MyHKLUK MaHu. 3500 4500
Crtomartonorus
63. MMIMNAHTONOINA
63.1 CHATNE OTTMCKOB A-CUITMKOH MaHu. 1700 2200
63.2 CHatme ottmuckoB C-CUNMKOH MaHu. 850 1050
63.3 TpaHcdep ANTOGYR (PpaHuus) MaHu. 4200 5000
63.4 TpaHcdep Impro (FepmaHus) MaHu. 2750 3300
63.5 TpaHcdep Alfa-BlO (M3pawnnb) MaHwun. 1300 1600
63.6 Yrnoson abatmeHT ANTOGYR (®PpaHuus) MaHwun. 11700 14000
63.7 Mpsamown abatmeHT ANTOGYR (PpaHuums) MaHwun. 10800 13000
63.8 Yrnosow abatmeHT Impro (F'epmaHus) MaHwun. 8600 10500
63.9 IMpsmown abaTmeHT Impro (F'epmaHus) MaHwun. 7700 9300
63.10 AbatmeHT Alfa-BlO (U3paunb) MaHwun. 4700 5700
63.11 MeTannokepaMmmyeckasi KOPOHKa Ha UMNIIaHTE | MaHun. 8650 10500
BesmeTanoBasi kepammnyeckas KOpoHKa Ha
63.12 ONOKCMAE LUMPKOHMS Ha MMNNaHTe MaHu. 15300 18500
63.13 BpemeHHas kopoHka Ha abaTtMeHTe MaHu. 1450 1750
M3roToBneHne BOCKOBOro LlabrioHa Ha 2
63.14 YerocTu MaHu. 4750 5500
63.15 M3rotoBneHne BOCKOBOro wabnoHa Ha 13y6 MaHwun. 200 250
63.16 M3roToBneHme CUIMKOHOBOTO KIoya MaHu. 1050 1300
64. KOCMETOJIOI A
64.1 [Mpuem Bpaya KocMeTonora nepBuYHO npuem 2000
64.2 lMpnem Bpada kOCMeTOora NOBTOPHO npuem 1750
JleyeHne meTabonn4eckmx HapyLLEeHUN
64.3 BOMocucTon Yactu romnosbl (PRP-Tepanus) MaHwun. 6000
64.4 WHbekunst 6otynoTtokcrHa (1 en) MaHwun. 550
64.5 VHBbeKLNst rmanypoBomn KUCIOThI MaHwun. 30000
MHBbekunst nekapcTBEHHbIX NpenapaToB B
64.6 BOMOCUCTYI0O YacTb rOMOBbl MaHwun. 3500
64.7 MesoTepanus MaHun. 5500
64.8 KproTtepanus koxu nuua MaHu. 1500
64.9 Kpuotepanusa BofIOCMCTOM 4aCTWU rorioBbl MaHu. 800




64.10 lNMnasmotepanvsa 1 npobvpka MaHu. 3300
65. BOOU-npoueaypbl

65.1 LPG-tepanus 1 ef MaHu. 750 900

65.2 MpeccoTepanusa (numdoapeHax) 1 npoLl. MaHu. 400 500

65.3 BogopocneBbie 06epTbiBaHNs MaHu. 450 600

65.4 LLlokonagHble o6epTbiBaHNA MaHu. 450 600

66. AHecTe3nonorus

66.1 CnuHanbHasa aHecTesus MaHwun. 10000

66.2 BHyTprBEHHas aHecTe3ns MaHu. 8000
BHyTpuBEHHOE MEONKAMEHTO3HOE
MOTEHLMMPOBaHNE MECTHON aHECTE3NM

66.3 CpeaHen CroXXHOCTN MaHu. 4000
BHyTpyBEHHOE MEeAVKaMeHTO3HOoe
NMOTEHLMMPOBAHNE MECTHON aHECTE3NM

66.4 CcpegHen CroXXHOCTKU MaHunn. 5000

66.5 MecTHasi aHecTes3us MaHu. 3000
KoHcynbTaumsa aHecTesmonora nepeg

66.6 npoweaypou npuem 3000
AHecTesnonormyeckoe nocobunHe npu
PEHTIrEHANArHOCTUKE (CONPOBOXAEHMWE

66.7 aHecTesunonora 6e3 CToMMOCTM KOHTpacTa) npuem 2500
ToTanbHas BHyTPUBEHHasA aHecTe3us (npu

66.8 amMOynaToOpHbIX XMPYPrMYECKMX onepaumsx) npuem 750
lMocTaHOBKa BHYTPUBEHHOTO KaTeTepa B

66.9 nepudoepmnyeckyto BeHy npuem 3000




Wndp

Kon En. nam Tapud c
yenyr (3;(;113:) HanmeHoBaHue ycnyru 5 Tapud 15.01.2024

02-001 AHanus Kkana Ha CKpbITYI0 KpOBb mcen. 195.00 220.00

02-002 AHanus mo4v no HeunnopeHko mcen. 220.00 250.00
MwuKpock.1uccin. oTaen. MoYern. opraH. KeHLL,.

02-003 (Mykpodpn.) ncern. 265.00 300.00
Mwukpock.uccn. cekpeTta npegcraT.kenessbl

02-004 (Mykpodpn.) ncern. 315.00 350.00
KnuHu4. aHanus KpoBu (C NeiKkoLuTapHoOn

02-005 dopmynon) mcen. 280.00 310.00
OO0wWwwmi aHanM3 Mo4YU C MUKPOCKOMUEN

02-006 ocajka uccern. 220.00 250.00

02-007 CkopocTb ocegaHnus aputpoumtos (COJ) ncern. 120.00 140.00

02-009 Konporpamma mcen. 360.00 400.00

02-010 AHanua kana Ha sanua reibMMHTOB uccern. 240.00 270.00
Mpoba Pebepra (KnMpeHc aHOOreHHOro

02-011 KpeaTuHuHa) ncer. 205.00 230.00
AHanu3 kana Ha Um1CTbl U BeretaTuBHble

02-012 ¢opMbI MPOCT-X mcen. 240.00 270.00

02-013 OHTepobuos ncern. 360.00 400.00
OO0wwmi aHanm3 kpoBu (6e3 NenKoLuT.

02-014 dopmynel n COJ) ncern. 160.00 180.00
Mwukpock.uccn.otaen.mo4yen. opraHoB MyXxu.

02-015 (Mykpodpn.) ncern. 315.00 350.00

02-021 OB aHann3 MOKpPOTHI ncern. 445.00 490.00

02-025 nemnkoumuTapHas dopmyna mcen. 80.00 90.00

02-027 PeTtnkynouutsbl mcen. 230.00 260.00
KnvHuny. aHanus kposm ¢

02-029 nenkoumt.doopmynon u CO3 ncern. 325.00 360.00

02-031 CopepxaHue yrnesodoB B kane ncen. 505.00 560.00

02-032 Mpo6a Cynkosuya ncern. 130.00 150.00
Mwukpock.uccrn. Maska co CrmsmcTom

02-033 060M04KM Hoca ncern. 505.00 560.00
MwuKpock.uccn. Ha Hanud.knewen poga

02-034 Dem.(pecHuubl) ncern. 410.00 460.00
KnvHuny. aHanms KpoBu C MUKPOCK.

02-041 nenkoumnT.coopmynbl ncen. 780.00 860.00

03-001 D-gumep ucen. 1000.00 1100.00

03-002 AHTUTPOMOGWH IlI ncen. 320.00 360.00
AKTMBMPOB. YacTN4.TPOMBOMIacTMHOBOE

03-003 Bpems (AYTB) mcen. 160.00 180.00

03-004 BonyaHoYHbIV aHTMKOarynsHT mcen. 780.00 860.00

03-005 'pynna kposu ABO MCCI. 240.00 270.00
Koarynorpamma Ne1 (npotpombuH (no

03-007 Ksuky), MHO) mcen. 220.00 250.00

03-008 Pesyc-cakTop mcen. 240.00 270.00

03-010 TpomburHoBOE Bpemsi mcen. 220.00 250.00

03-011 ®nbpuHoreH mcen. 205.00 230.00

03-013 OpUTPONO3THH mcen. 950.00 1050.00
Koarynorpamma Ne2 (nport.(no K), MHO,

03-015 nbpwH.) ncern. 410.00 460.00
Koaryn. Ne3 (npot.no

03-016 K),MHO,dunbpuH. ATIII, AYTB, D-g) ncen. 1440.00 1590.00
PacTtBopumble hBpUH-MOHOMEpPHbIE

03-017 komnnekcbl (POMK) ncern. 240.00 270.00

03-018 MpotenH C MCCI. 2880.00 3170.00




03-019 MpoTtenH S cBo6OAHbIN ncern. 2880.00 3170.00
04-110 MHTUMHBIV - 9 TecTOB Mo MoYe mcen. 1885.00 2080.00
MnaHupoBaHWe 6epeMeHHOCTU - 300POBbEe
04-125 NapTHEPOB (AN MYXYYH) ncern. 1765.00 1950.00
04-156 JlabopaTtopHasi guarHocTvka Lenvakum mcen. 3360.00 3700.00
KomnnekcHas guarHoctuka Helicobacter
04-158 pylori mcen. 1465.00 1620.00
04-167 JlabopaTtopHas guarHocTvka paxuTa mcen. 3420.00 3770.00
Mepen Hayanom npuema cneunanbHOro
04-605 nuTaHus mcen. 2800.00 3080.00
Beta-CrossLaps (Mapkep KOCTHOW
06-001 pe3opbumn) ncer. 820.00 910.00
N-OcTeokanbLuH (Mapkep KOCTHOrO
06-002 pemogenvpoBaHusi) mcen. 660.00 730.00
06-003 AnaHvHamuHoTpaHcdepasa (AJ1T) ncern. 120.00 140.00
06-004 AnbByMVH B CbIBOPOTKE mcen. 195.00 220.00
06-005 AmMunasa o6Las B CbIBOPOTKE mcen. 195.00 220.00
06-006 AmMunnasa naHkpeaTnyeckas mcen. 230.00 260.00
06-007 AHTuCcTpenTonuanH O mcen. 340.00 380.00
06-008 AnonunonpotevH B mcen. 445.00 490.00
06-009 AnonunonpotevH A 1 mcen. 400.00 440.00
06-010 AcnapTtatamuHoTpaHcdepasa (ACT) ncern. 120.00 140.00
06-011 Bernkosble ppakumu B CbIBOPOTKE mcen. 240.00 270.00
06-012 ButamuH B12 (umaHokobanamuH) ncern. 580.00 640.00
"amma-rnoTamunTpaHcnentugasa (ramma-
06-013 rT) ncern. 145.00 160.00
06-014 "MukmMpoBaHHbI remornobuH (HbA 1c) ncern. 445.00 490.00
06-015 nioko3a B Nnasme mcen. 127.00 140.00
06-016 "lomouncTenH uccern. 1200.00 1320.00
06-017 >Keneso B CbIBOPOTKE mcen. 175.00 200.00
>Kenesocs3sbiBatoLasa cnocobHOCTb
06-018 CbIBOPOTKHM mcen. 230.00 260.00
06-019 Kanwi, HaTpuii, Xrop B CbIBOPOTKE mcen. 255.00 290.00
06-020 Kanbuumn B CbIBOPOTKE mcen. 180.00 200.00
KpeaTnHuH B cbiBOpOTKeE (C onpedeneHnem
06-021 CK®) ncer. 120.00 140.00
06-022 KpeatunHkvHasa obuias mcen. 240.00 270.00
06-023 KpeatuHknHasa MB mcen. 315.00 350.00
06-024 Jlaktat mcen. 540.00 600.00
06-025 JlaktatgermgporeHasa (J14I') obwas ncen. 160.00 180.00
JlaktatpgermgporeHasa 1, 2 (ngr 1, 2
06-026 dpakumn) mcen. 240.00 270.00
06-027 Jlunasa mcen. 280.00 310.00
Xonectepon — JInnonpoTenHsbl
06-028 Bbic.nnotHoctu (JINBIM) ncern. 205.00 230.00
Xonectepon - JlunonpoTenHsl
06-029 HM3K.nnotHocTu (NMHIM) ncern. 205.00 230.00
06-031 MarHui B cblBOpOTKe mcen. 220.00 250.00
06-033 MoyeBas KUCroTa B CbIBOPOTKE mcen. 135.00 150.00
06-034 Mo4eBrHa B CbIBOPOTKE mcen. 135.00 150.00
06-035 Benok o6 B CbIBOPOTKE mcen. 110.00 130.00
06-036 Bunupy6uH obwnin ncern. 120.00 140.00
06-037 BunupybuH npsamon mcen. 145.00 160.00
06-038 Benok o6wuin B Moye uccer. 140.00 160.00
06-039 C-nenTtung B CbIBOPOTKE mcen. 410.00 460.00
06-040 TpaHcdeppyvH mcen. 435.00 480.00
06-041 Tpurnuuepunabl mcen. 170.00 190.00
06-042 PeppuTnH mcen. 445.00 490.00




06-043 ButamuH B9 (dponuesas knucnota) ncern. 840.00 930.00
06-045 docdaTasa wenoyHas obuias uccern. 130.00 150.00
06-046 docdop B CbIBOPOTKE mcen. 180.00 200.00
06-047 PpyKTO3aMUH mcen. 255.00 290.00
06-048 XonecTepon obwun mcen. 120.00 140.00
06-049 XonuHacTepasa B CbIBOPOTKE mcen. 205.00 230.00
C-peakTuBHbIN 6enokK, KONMYECTBEHHO
06-050 (BbICOKOYYBCTBUTENbHbIA METOA) mcen. 290.00 320.00
06-051 KanbLumn MoHN3MpoBaHHbIN mcen. 360.00 400.00
06-053 AmMunasa obLias B CyTOMHOM MoYe mcen. 205.00 230.00
06-054 Kanbuun B CyTO4YHON MOYe mcen. 180.00 200.00
06-055 MarHui B CyTO4HON MoYe mcen. 220.00 250.00
06-056 docdop B CYyTOYHON MOYe mcen. 180.00 200.00
06-057 KpeaTuHWH B CyTOYHOM MoYe mcen. 150.00 170.00
06-058 Mo4eBrHa B CyTOMHOM MOYe mcen. 140.00 160.00
06-059 MoyeBas KucrnoTa B CyTOYHOM MoYe mcen. 180.00 200.00
06-060 Benok obwun B nnksope mcen. 180.00 200.00
06-061 'nioko3a B NNKBOpeE mcen. 180.00 200.00
06-062 Kanwui, HaTpui, Xrop B CYTOYHOW MoYe mcen. 280.00 310.00
06-064 Kanwui B celBOpoTKe mcen. 210.00 240.00
06-065 HaTpui B CbIBOPOTKE mcen. 230.00 260.00
06-066 Xrop B CbIBOPOTKE mcen. 230.00 260.00
06-067 Kanui B cyTo4HON MoYe mcen. 170.00 190.00
06-068 HaTpun B cyTO4HON MOYe mcen. 170.00 190.00
06-069 Xriop B CyTOYHOW MoYe mcen. 195.00 220.00
06-071 I"MI0KO30TONEepPaHTHbIN TECT (pacluMpeHHbIA) | ucch. 600.00 660.00
Pyrilinks-D (Mapkep pe3opbuun KOCTHOW
06-075 TKaHwu) mcen. 1560.00 1720.00
06-076 TponoHwvH | ncern. 590.00 650.00
06-077 "anTornobwH ncern. 590.00 650.00
06-078 Anbda-1-aHTUTPUNCUH mcen. 660.00 730.00
06-079 Mwuorno6uH ncern. 540.00 600.00
06-080 LlepynonnasmuH mcen. 615.00 680.00
06-082 LIMHK B CbIBOPOTKE mcen. 640.00 710.00
06-083 Mepnb B CbIBOpOTKE mcen. 640.00 710.00
06-084 Jlutnin B CbIBOPOTKE mcen. 640.00 710.00
06-085 Bop B cbiBOpOTKE mcen. 640.00 710.00
06-086 ANOMUHUIA B CbIBOPOTKE mcen. 640.00 710.00
06-087 KpeMHuin B CbIBOPOTKE mcen. 720.00 800.00
06-088 TuTaH B CbIBOPOTKE mcen. 640.00 710.00
06-089 XpoMm B CbIBOPOTKE mcen. 640.00 710.00
06-090 MapraHeL, B CbIBOPOTKE mcen. 640.00 710.00
06-091 KobanbT B CbIBOPOTKE mcen. 640.00 710.00
06-092 Hukenb B CbIBOPOTKE mcen. 640.00 710.00
06-093 MbILBSK B CbIBOPOTKE mcen. 640.00 710.00
06-094 CeneH B CblBOPOTKE mcen. 640.00 710.00
06-095 MonnbaeH B CbIBOPOTKE mcen. 640.00 710.00
06-096 Kagmwuii B cblBOpoOTKe mcen. 640.00 710.00
06-097 CypbMa B CbIBOPOTKE mcen. 640.00 710.00
06-098 PTyTb B CbIBOPOTKE mcen. 640.00 710.00
06-099 CBuHeL B LIeNIbHOWN KPOBU uccern. 640.00 710.00
06-101 ButamuH A (petuHon) ncer. 2030.00 2240.00
06-102 ButamuH B1 (TvamuH) ncer. 2030.00 2240.00
06-103 ButamunH B5 (naHToTEHOBasA kncnoTa) mcen. 2030.00 2240.00
06-104 ButamuH B6 (nvpungoKcuH) ncern. 2030.00 2240.00
06-105 ButamuH C (ackopbuHoBas kucnota) ncern. 2030.00 2240.00
06-106 ButamuH D, 25-rmgpokeu (kanbundepon) mcen. 1980.00 2180.00




06-107 ButamuH E (Tokodepon) ncern. 2030.00 2240.00
06-108 ButamuH K (donnnoxvHoH) ncern. 2030.00 2240.00
06-109 YKupopacTtBopumble ButamuHbl (A, D, E, K) mcen. 7320.00 8060.00
Komnnek.aHanus kpoBu Ha
06-112 HEeHac. X1PH.Kucn.ceM.omera-3 mcen. 3900.00 4290.00
06-114 AnbbymyH B Moye (MUKpoanbbymunHypus) ncer. 350.00 390.00
06-115 Mioko3a B Moye mcen. 160.00 180.00
06-116 MapraHrey B Mmove mcen. 640.00 710.00
06-117 KobanbT B Moye mcen. 640.00 710.00
06-118 Hukenb B Moye mcen. 640.00 710.00
06-119 MbILWbSK B MOYE mcen. 720.00 800.00
06-120 CeneH B Mo4e mcen. 720.00 800.00
06-121 MonnbaeH B mo4e uccern. 640.00 710.00
Komnn.aHan.kpoBu Ha
06-122 HeHac.)KMpH.Kucn.cem.omera-3/6 mcen. | 10930.00{ 12030.00
06-132 Jlutnii B moye mcen. 640.00 710.00
06-123 Bop B Moye mcen. 640.00 710.00
06-124 ANOMUHWUIA B MOYe mcen. 640.00 710.00
06-125 KpemMHuii B Mmoye mcen. 720.00 800.00
06-126 TutaH B Move mcen. 640.00 710.00
06-127 Xpom B Move mcen. 640.00 710.00
06-128 Kagmun B moye uccer. 640.00 710.00
06-129 CypbMa B MoYe mcen. 640.00 710.00
06-130 PTyTb B MOYe mcen. 640.00 710.00
06-131 CBuHeL, B Mo4e uccer. 640.00 710.00
JlaTeHTHas »kene3ocs. CNocobHOCTb
06-133 CbIBOPOTKHM mcen. 205.00 230.00
06-134 C-nenTtung B CyTOMHOW MOYe mcen. 435.00 480.00
06-135 LIMHK B Move mcen. 640.00 710.00
06-137 Megpb B Moye uccern. 640.00 710.00
06-138 OnacTasa B CbIBOPOTKE mcen. 3360.00 3700.00
06-157 NT-proBNP (konnm4ecTtBeHHO) ncern. 3840.00 4230.00
06-178 JlunonpotewH (a) ncern. 760.00 840.00
Mapkep bopMMpoBaHMs KOCTHOrO MaTpukca
06-179 P1NP ncern. 1515.00 1670.00
06-180 Pocarasa kucnas obuias mcen. 385.00 430.00
C-peakT.6enok, konu4.(MeTog ¢ HopMarnbHOWN
06-182 YyBCT.) mcen. 300.00 330.00
06-183 Koananm Q10 B kpoBM ncern. 3060.00 3370.00
06-185 ManoHoBbIV Avanbaerng B Kposu uccern. 3115.00 3430.00
06-186 -OH-pge3oKcuryaHosnH B KpoBU mcen. 3115.00 3430.00
06-187 Beta-kapoTuH mcen. 2270.00 2500.00
BopopactBopumble ButamuHbl (B1, B5, B6,
06-188 C) ncern. 8940.00 9840.00
06-189 'McTamuH B KpoBM mcen. 2040.00 2250.00
AHanus moun Ha L-kapHUTKH (CBOGOAHbIN 1
06-190 obLmi) ncern. 4380.00 4820.00
[narHocTuka HapyL. obMeHa NypuH. u
06-191 NMpUM.B MoYe mcen. 6960.00 7660.00
06-192 AHanus KpoBn Ha opraHNYeckne KMCNoThbl mcen. 5270.00 5800.00
06-193 AHanu3 Mo4u Ha opraHu4yeckne KNcnoTol mcen. 5270.00 5800.00
06-194 Jlutnin B BONocax mcen. 640.00 710.00
06-195 Bop B Bonocax mcen. 640.00 710.00
06-196 HaTpun B Bonocax mcen. 640.00 710.00
06-197 MarHui B Bonocax mcen. 640.00 710.00
06-198 AnOMUHKUIA B BONocax mcen. 640.00 710.00
06-199 KpemMHuin B Bonocax mcen. 720.00 800.00
06-200 Kanui B Bonocax mcen. 640.00 710.00




06-201 Kanbuuin B BONocax uccer. 640.00 710.00

06-202 TuTtaH B Bonocax mcen. 640.00 710.00

06-203 Xpom B Borocax mcen. 640.00 710.00

06-204 MapraHeL B Boriocax mcen. 640.00 710.00

06-205 >Keneso B Borocax mcen. 640.00 710.00

06-206 KobanbT B BOnocax mcen. 640.00 710.00

06-207 Hukenb B Borocax mcen. 640.00 710.00

06-208 Megpb B BOnocax uccer. 640.00 710.00

06-209 LIHK B Bonocax mcen. 640.00 710.00

06-210 MbILWbSK B BONocax mcen. 640.00 710.00

06-211 CeneH B Bonocax mcen. 640.00 710.00

06-212 MonnbaeH B Bonocax uccern. 640.00 710.00

06-213 Kagmun B Bonocax uccern. 640.00 710.00

06-214 CypbMa B Bonocax mcen. 640.00 710.00

06-215 PTyTb B Bonocax mcen. 640.00 710.00

06-216 CBuHeL, B Boriocax uccern. 640.00 710.00

06-217 ButamuH B2 (pnbodnasuH) ncern. 2390.00 2630.00

06-218 ButamuH B3 (HnauumH) ncer. 2390.00 2630.00
Komnnek.aHanus KpoBu Ha BuTam.rpynmnel D

06-219 (D2 n D3) ncer. 5160.00 5680.00

06-220 Onpepnenexne omera-3-nHaekca uccer. 5640.00 6210.00
Komnn.aHanu3 kposu Ha

06-221 HEeHac. X1PH.Kncn.ceM.omera-6 mcen. 4680.00 5150.00

06-223 AHanu3s XupHbIX KUCNoT ncer. 5270.00 5800.00
PaclumpeH.aHann3 Mo4n Ha opraH.kucnoTsbl

06-224 (46 nokas.) ncern. 9985.00] 10990.00
AHanus KpoBu Ha aMUHOKUCNOTHI (32

06-225 nokasarens) mcen. 5990.00 6590.00
AHanu3 Mo4n Ha aMMHOKMCNOTbI (32

06-226 nokasarens) mcen. 5990.00 6590.00

06-227 >Keneso B move mcen. 640.00 710.00
Pacwu.koM.aH.Ha BuT.(A,6eTa-kap,D,E K,C,B1

06-228 12) meen. | 25020.00{ 27530.00
Komnn.aHanus Ha BuT. rpyn. B

06-229 (B1,B2,B3,B5,B6,B89,B12) mcen. | 12960.00] 14260.00
Komnn.ananus Ha BuT.(A, D, E, K, C, B1, B5,

06-231 B6) ucen. | 16200.00] 17820.00

06-239 Tokcnyeckne MukpoanemenTsl (Cd, Hg, Pb) ncern. 2040.00 2250.00
Tokcu4y.Mukp. n Tsk.meTannel (Hg, Cd, As,

06-232 Li, Pb, Al) ncen. 2400.00 2640.00
OcH.acceHu,. (>ku3H.HeobX.) 1

06-233 TOKC.MUKpoan.(13 nokas.) ncern. 3360.00 3700.00
Komnn.aHanu3 Ha Hanuy.Tsk.meTan. u

06-234 MUKpP.(23 nokas.) ncern. 3780.00 4160.00
PacLu.xoMnn.aHanm3 Ha Han.Tsk.meTan.u

06-235 Mukp.(40 nok.) ncern. 5160.00 5680.00
Onpen-e dpaku.TpaHcd.(CDT)

06-236 (@mar.snoyn.ankoronem) ncern. 3120.00 3440.00
OvarH.HapyLw.obMeHa NypuHOB U

06-237 NMPUMNONHOB B KPOBU mcen. 6360.00 7000.00

06-238 ACUMMETPUYHBIN AUMETUNaPrUHNH mcen. 3120.00 3440.00
MeTtabonutbl BuTam. D(25-rugpokc. n 1,25-

06-240 AVUrMapokKc.) mcen. 5160.00 5680.00
BvTam.n Mykpoan.,yyacT. B per. UMM. cuc.

06-241 (Fe, Cu, Zn...) ucen. | 21240.00]1 23370.00
Butam.n Mykpoan.,yyacT. B per.

06-242 aHtunokc.cuc. (Fe, Cu...) ucen. | 24000.00] 26400.00




Butam.u MMUKpO3an.,yyacT. B

06-243 per.geTokc.cuc.nedenu(Fe,..) mcen. | 15600.00{ 17160.00
Butam. un Mykpoan.,BnusioL.Ha

06-244 COC.KOXW,HOITen,BONoc ucen. 20280.00f 22310.00
Butam. un Mykpoan.,BnusioL.Ha

06-245 coc.koct.cuc.(K, Ca,..) ncern. 8640.00 9510.00
Butam. u Mykpoan., BnusioL,.Ha

06-246 coc.mbiw.cuc.(K, Na,..) ucern. 6120.00 6740.00
Butam. n mykpoan., Bn.Ha

06-247 coc.xeHc.penpog.cuc.(Fe...) mcen. | 18000.00{ 19800.00
Butam. un mukpoan., Bn. Ha

06-248 coc.MyX.penpog.cuc.(Se...) ncern. 8160.00 8980.00
Butam. un mukpoan., Bn.Ha coc.cepa.-

06-249 cocya.cuc. (K...) meen. | 19920.00f 21920.00
BuT.n Mukp.,y4.B per.cpyHK.NnomK.xxenes.n

06-250 yrn.obm.(Cr...) ncern. 5640.00 6210.00
BuT.n Mukpoan., yyac. B

06-251 per.cyHK.lwmT.xenessbl (I, Se...) ncern. 4380.00 4820.00
BuT. 1 Mukpoan.,BnmsIoLL.Ha coc.

06-252 HepBH.cucT. (Ca, Mg...) mcen. | 21600.00f 23760.00
BuT.n Mukpoan.,y4acTs. B

06-253 peryn.sblgenut.cuc. (K, Na...) ncern. 6120.00 6740.00
BuT. 1 Mukpoan.,Bn. Ha coc. xenya.-

06-254 kmw..TpakT(K, Mg...) mcen. | 10200.00{ 11220.00
BuT. n Mukpoan.,y4acTs. B

06-255 peryn.cuc.kposetB.(Fe, Ca...) ncen. | 24600.00{ 27060.00

06-256 Anbda-2-makpornobynuH mcen. 950.00 1050.00

06-258 ["MoKo30TONEepaHTHbIV TECT (CTaH4apTHbIN) mcen. 420.00 470.00
[nioko3oTonepaHTHbIN TeCT NpuU

06-259 6epeMeHHoCTH mcen. 900.00 990.00
I"Mioko3oTonepaHTHbIN TecT ¢ C-nenTngom B

06-260 KpOBU mcen. 1680.00 1850.00

06-261 IMpoKanbUMTOHWH mcen. 3590.00 3950.00

07-001 anti-HAV, IgM ncen. 760.00 840.00
DononHutensHas npoba k 17-001 (pebeHok

07-002 1Ny npegnonaraemolin oTew) mcen. 6240.00 6870.00

07-004 anti-HBc, IgM ucen. 480.00 530.00

07-005 anti-HBc, aHTuTtena ucen. 495.00 550.00

07-007 anti-HBs, aHTuTtena ucen. 600.00 660.00

07-009 anti-HCV, aHtutena ucen. 840.00 930.00
AHTUTENa K CTpyK.n HecTpyk.6enk. Bupyca

07-011 renatuta C mcen. 830.00 920.00

07-012 Aspergillus fumigatus, 1gG ncern. 565.00 630.00

07-026 andida albicans, IgG, TuTp ucen. 555.00 620.00

07-013 lamydia trachomatis, IgA mcen. 495.00 550.00

07-014 Chlamydia trachomatis, 19G ncern. 495.00 550.00

07-015 Chlamydia trachomatis, IgM mcen. 520.00 580.00
Cytomegalovirus npeapaHHun 6enok IEA,

07-016 IgM, 19G ncen. 540.00 600.00

07-017 Cytomegalovirus, IgG ncern. 670.00 740.00

07-018 Cytomegalovirus, IgM mcen. 480.00 530.00

07-019 Echinococcus, 1gG ucen. 720.00 800.00
Epstein Barr Virus kancugHbii 6enok (VCA),

07-020 IgM ncen. 480.00 530.00
epsein Barr Virus paHHue aHturensl (EA),

07-021 IgG ncen. 600.00 660.00
epstein Barr Virus saepHbivi aHTureH (EBNA),

07-022 IgG (konuy.) ncern. 480.00 530.00




07-023 Giardia lamblia, cymmapHble aHTUTENa mcen. 540.00 600.00
07-024 HBeAg ncern. 520.00 580.00
07-025 HBsAg ncen. 280.00 310.00
07-027 Helicobacter pylori, IgA (konn4ecTBeHHO) mcen. 660.00 730.00
07-028 Helicobacter pylori, 1IgG (konuyecTBeHHO) ncern. 420.00 470.00
07-030 Herpes Simplex Virus 1/2, IgG ncern. 495.00 550.00
07-031 Herpes Simplex Virus 1/2, IgM ncern. 505.00 560.00
HIV1,2Ag/AbCombo(onp.aHT.k BUY
07-032 TMNoB1/2 n aHT.p24) ncern. 550.00 610.00
07-033 Measles Virus, IgG ucen. 840.00 930.00
07-034 Mycobacterium tuberculosis, aHTuTena ucen. 890.00 980.00
07-035 Mycoplasma hominis, IgA mcen. 540.00 600.00
07-036 Mycoplasma hominis, 1gG, Tntp mcen. 380.00 420.00
07-037 Opisthorchis, IgG ncern. 720.00 800.00
07-040 rubella Virus, IgG (konn4ecTBeHHO) ncer. 355.00 400.00
07-042 Rubella Virus, IgM mcen. 480.00 530.00
07-043 Toxocara, 1gG, 1tp mcen. 470.00 520.00
07-044 Toxoplasma gondii, IgG (konn4yecTBeHHO) ncern. 540.00 600.00
07-046 Toxoplasma gondii, IgM mcen. 480.00 530.00
07-047 Treponema pallidum, 1gG, Tntp mcen. 805.00 890.00
07-048 Treponema pallidum, IgM, TuTp mcen. 805.00 890.00
07-049 Treponema pallidum, aHTutena mcen. 470.00 520.00
07-050 Trichinella, IgG mcen. 460.00 510.00
07-051 Trichomonas vaginalis, IgG, TuTp mcen. 435.00 480.00
07-052 ureaplasma urealyticum, IgA, TnTp mcen. 615.00 680.00
07-053 Ureaplasma urealyticum, IgG, tutp mcen. 615.00 680.00
07-054 Varicella Zoster Virus, 19G mcen. 720.00 800.00
07-055 Varicella Zoster Virus, IgM mcen. 770.00 850.00
Cudpunnc RPR
07-056 (aHTMKapA.TeCT/MUKP.NPeLmnuT.), TuTp ncern. 240.00 270.00
07-058 anaplasma phagocytophilum, IgM mcen. 1200.00 1320.00
07-059 Anaplasma phagocytophilum, IgG mcen. 1200.00 1320.00
07-060 Ehrlichia chaffeensis, IgM mcen. 1200.00 1320.00
07-061 Ehrlichia chaffeensis, IgG ncern. 1200.00 1320.00
07-062 Borrelia burgdorferi, IgM, Tntp ncern. 520.00 580.00
07-064 Borrelia burgdorferi, IgG, Tutp ncern. 600.00 660.00
Borrelia burgdorferi s.I., IgM, nogTe.TecT,
07-066 NPA ncern. 1585.00 1750.00
Borrelia burgdorferi s.I., IgG, noars.TecT,
07-067 NPA ncern. 1070.00 1180.00
07-068 Leptospira, IgA mcen. 680.00 750.00
07-069 Leptospira, I1gG mcen. 680.00 750.00
07-070 reponema pallidum, IgG B nukBope mcen. 615.00 680.00
07-071 anti-HDV, aHTuTena mcen. 600.00 660.00
07-074 anti-HEV, IgM ncern. 800.00 880.00
07-076 Chlamydia pneumoniae, IgM, Tntp ncern. 540.00 600.00
07-077 lamydia pneumoniae, IgG, TuTp ncern. 540.00 600.00
07-078 Mycoplasma pneumoniae, IgM mcen. 720.00 800.00
07-079 Mycoplasma pneumoniae, IgA mcen. 720.00 800.00
07-080 Mycoplasma pneumoniae, 1gG, Tntp mcen. 720.00 800.00
07-082 Human Herpes Virus 6, 1I9G mcen. 600.00 660.00
anti-Bordetella pertussis, anti-Bordetella
07-086 parapertussis mcen. 640.00 710.00
07-092 Bupyc knewesoro sHuedanura, IgM mcen. 600.00 660.00
07-093 BMPYC KnelLuesoro aHuedanuta, 1gG ncern. 520.00 580.00
07-096 Mumps Virus, IgM mcen. 720.00 800.00
07-097 Mumps Virus, 19G mcen. 720.00 800.00
07-098 Chlamydia pneumoniae, IgA, TuTp mcen. 460.00 510.00




anti-Salmonella,onpen.aHTuten k ceposap.

07-099 A,B,C1,C2,D,E ncen. 445.00 490.00
AHTtuTena k BUY-1 n BUY-2, anTuren p24
07-100 BNY-1, DA ncen. 240.00 270.00
07-101 Anti-HCV, aHtutena, NPA ucen. 400.00 440.00
07-102 HBsAg, PA ncen. 180.00 200.00
07-103 Treponema pallidum, aHTutena, UOA mcen. 180.00 200.00
07-104 Clostridium tetani, aHTuTena ucen. 660.00 730.00
07-106 Neisseria meningitidis, aHTutena mcen. 1080.00 1190.00
07-107 anti-Shigella flexneri 1-5, anti-Shigella sonnei| wnccn. 445.00 490.00
07-108 AHTuTena k Vi-aHtureHy Salmonella typhi mcen. 540.00 600.00
07-109 Listeria monocytogenes, aHTuTena mcen. 520.00 580.00
07-110 Corynebacterium diphtheriae, aHTutena mcen. 560.00 620.00
07-111 anti-HBe, aHTuTENa mcen. 460.00 510.00
CkpuHMHroBoe 06cn.Ha reflbMUHTO3bI
07-113 (Opisthorchis 19G..) ncern. 820.00 910.00
Yersinia pseud.s,Yersinia
07-114 enterocolitica,|gA,nonykon. ncern. 495.00 550.00
Yersinia pseud., Yersinia enterocolitica, IgM,
07-115 nonykon. ncern. 495.00 550.00
Yersinia pseud., Yersinia enterocolitica, IgG,
07-116 nonykon. ncern. 495.00 550.00
Cudpunuc PITA (peakuuns naccus.
07-117 remarrnoTuH), TMTp ncern. 405.00 450.00
OnpepneneHue aBuaHoctu IgG k Toxoplasma
07-118 gondii ncern. 1440.00 1590.00
07-123 Ascaris lumbricoides, 19G mcen. 880.00 970.00
Epstein Barr Virus kancugHbii 6enok (VCA),
07-124 IgG ncern. 570.00 630.00
07-125 Giardia lamblia, IgM mcen. 360.00 400.00
07-126 Giardia lamblia, aHTureH mcen. 865.00 960.00
07-127 Helicobacter pylori, aHTurex mcen. 880.00 970.00
07-128 Rotavirus, aHTureH mcen. 675.00 750.00
07-134 Herpes Simplex Virus 1, 1gG ncer. 660.00 730.00
07-135 Herpes Simplex Virus 2, 1gG ncer. 660.00 730.00
07-136 Herpes Simplex Virus 1, IgM mcen. 660.00 730.00
07-137 Herpes Simplex Virus 2, IgM mcen. 660.00 730.00
07-138 Toxoplasma gondii, IgA mcen. 675.00 750.00
07-140 Clonorchis sinensis, 1gG ncern. 580.00 640.00
07-141 AHTuTena Xenukobaktep nunopu IgM mcen. 936.00 1030.00
07-143 anti-HAV, aHtutena ucen. 865.00 960.00
07-147 Mycoplasma hominis, IgM mcen. 520.00 580.00
07-148 anti-HDV, IgM ncen. 865.00 960.00
07-149 Measles Virus, IgM mcen. 1140.00 1260.00
07-150 Bordetella pertussis, IgA mcen. 1320.00 1460.00
07-151 Bordetella pertussis, IgM mcen. 1320.00 1460.00
07-152 Bordetella pertussis, 1gG mcen. 1320.00 1460.00
PIICA ¢ cbiNHOTUO3HBbIM ANarH. pUKKeTCUn
07-153 IMpoBayeka mcen. 420.00 470.00
07-154 Human respiratory syncytial virus, IgM mcen. 1190.00 1310.00
07-155 Human respiratory syncytial virus, 1I9G mcen. 1190.00 1310.00
07-156 anti-Treponema pallidum, I1gG (ummyHo6m0T)| wmcen. 2940.00 3240.00
07-157 anti-Treponema pallidum, IgM (ummyHO610T)| wmcen. 2940.00 3240.00
07-158 Entamoeba histolytica, 1gG mcen. 880.00 970.00
07-159 Strongyloides stercoralis, 1IgG ncern. 1500.00 1650.00




Onpenenenne aBugHoctu IgG K

07-160 Cytomegalovirus mcen. 1380.00 1520.00
Onpegnenenue aBuaHoctu IgG k Epstein-Barr

07-161 virus VCA mcen. 625.00 690.00
Onpepgenenve aBugHocTy IgG k Herpes

07-162 simplex virus 1/2 mcen. 710.00 790.00
Onpepnenenne aBugHoctu IgG k Rubella

07-163 virus mcen. 780.00 860.00

07-206 aHTUTENa nocne BakuuHauum IgG uccern. 1100.00 1210.00

07-209 aHTuTena K kopoHosupycy IgM ka4 mcen. 1400.00 1540.00
AHTUTENA K KOpoHoBMpYcy IgM n IgG kay u

07-210 Kon mcen. 1800.00 1980.00
AHTuTEna k kopoHasup (COVID-

07-212 19).lg.kavect mcen. 1200.00 1320.00

07-216 aHTuTena IgM n IgG kavyecTBeHHO mcen. 1100.00 1210.00

07-220 Mas3sok Ha KoBMA U3 LLeBa M Hoca uccern. 900.00 990.00
17-ketocteponasbl (17-KC) B moye

08-001 (pa3BepHyTbIN) ncer. 960.00 1060.00

08-003 17-rmgpokcunporectepoH (17-0OI10) ncer. 490.00 540.00

08-004 CA 12511 ncern. 640.00 710.00

08-005 CA 15-3 ncern. 640.00 710.00

08-006 CA 19-9 ncen. 640.00 710.00

08-007 CAT72-4 ncen. 840.00 930.00

08-008 ®parmeHTbl untokepatmHa 19 CYFRA 21-1 mcen. 900.00 990.00
CymmapHble MMyHornobynuHel A (IgA) B

08-009 CbIBOPOTKE mcen. 265.00 300.00
CymmapHble MMyHornobynuHel G (IgG) B

08-010 CbIBOPOTKE mcen. 265.00 300.00
CymmMapHble MMMyHOrnobynuHel M (IgM) B

08-011 CbIBOPOTKE mcen. 265.00 300.00

08-012 ALpPEHOKOPTUKOTPOMHbINA ropMoH (AKTT) mcen. 640.00 710.00

08-013 AnbaocTepoH mcen. 435.00 480.00

08-014 AHOpPOCTEHAVOH uccer. 960.00 1060.00

08-016 Anbda-deronpotenH (aneda-Pdri) ncer. 345.00 380.00
CymmapHble MmyHornobynuHel E (IgE) B

08-017 CbIBOPOTKE mcen. 445.00 490.00

08-018 Beta-2-MyKpornobynuH B CbIBOPOTKE mcen. 890.00 980.00

08-019 Beta-2-MyKpornobynuH B Moye mcen. 950.00 1050.00
Bera-cybbeauHuLa XOpuoH. roHad.uHa

08-020 yen.(6eta-XI'y) ncer. 420.00 470.00
CB06.6eTa-cybbea. xopmoH.roHag.yen.(6eta-

08-021 XY cB0o6.) ncen. 600.00 660.00
"NoOynuvH, cBsI3bIBaKOLWMIA NOMOBLIE

08-023 ropmoHsbl (F'CIIN) ncer. 375.00 420.00

08-024 JvrngpoTtecTocTepoH mcen. 1010.00 1120.00

08-026 WHcynuH mcen. 480.00 530.00

08-027 KanbLUMTOHWH B CbIBOPOTKE mcen. 855.00 950.00
KatexonamuHbl(agpeHan.,HopagpeHan.,Aod

08-029 aMuH) B MoYe mcen. 2080.00 2290.00

08-030 KopTtuson mcen. 340.00 380.00

08-031 CBo60aHbIV KOPTU30N B MOYe ncer. 675.00 750.00

08-033 MapatupeonaHbIi TOPMOH, UHTaKTHbLIN mcen. 615.00 680.00

08-034 MnaueHTapHbIN NaKToreH mcen. 660.00 730.00
MpocTaTtcneumguyecknii aHTUreH obLLmnin

08-038 (MNCA o6wumn) ncen. 445.00 490.00

08-042 PakoBbIi a3MbpuoHanbHbIv aHTureH (POA) ncer. 600.00 660.00

08-043 ComaTtoTpOnHbI rOpMOH mcen. 470.00 520.00

08-050 TecTocTepoH cBo60AHbI mcen. 865.00 960.00




08-051 TvpeornobynuH mcen. 630.00 700.00

08-056 Octpron ceBoboaHbI ncern. 435.00 480.00
AHTUreH NOCKOKNETOYHON KapLIMHOMBbI

08-057 (SCCA) ncern. 1680.00 1850.00

08-058 HelpoHcneunduyeckasa aHonasa (NSE) ncern. 1200.00 1320.00

08-071 racTpuH mcen. 600.00 660.00
MeTab.kaTexon.(BaHWn/roMoBaH/5-rmgpox.

08-073 KWC.)B MOYe mcen. 2100.00 2310.00
KaTexonam(agpeH,HopadpH,40dhamMuH) 1 ux
meTab.(BaHUN/romoBaH/5-rMapoKc.s K1cn.) B

08-074 Moye ncern. 4680.00 5150.00
Katexonam(agpeHanuH,Hopaap.,4odam)m

08-083 CEpOT.B KpoBU mcen. 2320.00 2560.00

08-085 MHcynnHonogo6HbIv dhakTop pocTta mcen. 1000.00 1100.00

08-088 17-keToctepougpl (17-KC) B moye ncer. 760.00 840.00

08-089 WHrmbuH B mcen. 1125.00 1240.00

08-090 Tumor Marker 2 (TM 2) - nupyBaTtkvuHasa ncern. 1155.00 1280.00
MCA (MyumHonogo6HbI pako-

08-091 accoLUMMPOBaHHbIA aHTUIEH) mcen. 960.00 1060.00

08-092 Konponornyeckas snacrasa mcen. 2535.00 2790.00

08-093 AHTUMIONNEPOBCKNIA TOPMOH mcen. 1200.00 1320.00

08-094 Q03MHOUNbHbLIV KaTnoHHbIN 6enok (ECP) ncern. 700.00 770.00

08-095 PeHnH mcen. 900.00 990.00

08-096 JlenTuH mcen. 840.00 930.00

08-097 MencuHoreH | mcen. 985.00 1090.00

08-099 MencuHoreH Il mcen. 985.00 1090.00

08-105 CA 242 ncern. 901.00 1000.00
HernagpoanuaHgpocTepoH-cynbdart (JI9A-

08-110 S0O4) ncen. 340.00 380.00

08-111 JTioTenHusmpytowwmn ropmoH (J1I) ncern. 340.00 380.00

08-112 MporecTepoH mcen. 340.00 380.00

08-113 TpunogTMpoHuH obwmn (T3) ncern. 240.00 270.00
TpunoaTMpoHUH cBoboaHbIN (T3

08-114 cBOOOAHbIN) ncern. 340.00 380.00

08-115 TupokeuH obwnii (T4) ncern. 240.00 270.00

08-116 TupokcuH cBo6ogHbIn (T4 cBo6oaHbIN) ncern. 350.00 390.00

08-117 TecTocTepoH mcen. 350.00 390.00

08-118 TupeoTponHbIv ropmoH (TTI) ncern. 265.00 300.00

08-119 PonnukynocTumynupyrowwmin ropmoH (PCrI) ncern. 340.00 380.00

08-120 OcTtpaguon mcen. 360.00 400.00

08-121 MakponpornakTuH mcen. 1070.00 1180.00

08-122 MponakTuH mcen. 340.00 380.00

08-123 IMperHeHonoH mcen. 1790.00 1970.00

08-124 AHOpOCTEHANON MMIOKYPOHWA, mcen. 1045.00 1150.00

08-125 MponHcynuH mcen. 840.00 930.00
AccouunnpoBaHHbI ¢ 6epeMeHHOCTbI0

08-126 npotevH A nnasmbl (PAPP-A) ncern. 625.00 690.00
KatexonamuHbl (agpeHanuH, HopagpeHarnuH,

AodaMuH), CEPOTOHWH B KPOBU U UX
meTabonuTbl (BaHMAMNMUHOANbHAsA
Kucnota, roMoBaHUNMHOBAs K1croTa, 5-

08-131 TMAPOKCUMHAONYKCYCHasA KMcNoTa) B Moye mcen. 3400.00 3740.00
MeTtaHedprH cBOOOAHBIN U HOPMETAHE(PUH

08-132 CBOOOAHbLIN B MOYe uccern. 2220.00 2450.00
MeTtaHedpurH o6 n HopMmeTaHebpuH

08-133 oowun B Mo4e uccern. 2395.00 2640.00




08-134 TpunTasa mcen. 3230.00 3560.00

08-135 Benok S-100 ncern. 2390.00 2630.00

08-137 HE4 ncern. 1260.00 1390.00
PactBopumas fms-nogobHas TMPO3nHK1Ha3a-

08-138 1 (sFlt-1) ncern. 8390.00 9230.00

08-139 MnaueHTapHbIn dakTop pocta (PIGF) ncern. 7740.00 8520.00

09-001 Candida albicans, OHK [pean-tavim IMLP] mcen. 220.00 250.00
Chlamydia trachomatis, OHK [pean-Tanm

09-002 MupP] ncern. 220.00 250.00

09-003 Cytomegalovirus, OHK [pean-tanim lMLIP] mcen. 220.00 250.00

09-006 Epstein Barr Virus, AHK [pean-tanwm MNLP] mcen. 220.00 250.00

09-007 Gardnerella vaginalis, AHK [pean-tanwm MNLUP]| uccn. 230.00 260.00

09-008 HBV, OHK [pean-tanm MLIP] mcen. 360.00 400.00

09-009 HBV, OHK konunyectBeHHo [pean-tanm MNMLP] | wncen. 3000.00 3300.00
HCV, reHotunuposanue, PHK [pean-taiim

09-010 MupP] ncern. 900.00 990.00

09-011 HCV, PHK [pean-tanm MNLP] mcen. 600.00 660.00

09-012 HCV, PHK konuyectBeHHo [pean-tavm IMLP] | uccn. 3120.00 3440.00
Herpes Simplex Virus 1/2, OHK [pean-Tavim

09-013 MupP] ncer. 220.00 250.00
Human Herpes Virus 6, AHK [pean-Tanm

09-015 MupP] ncer. 220.00 250.00
Human Herpes Virus 7, OHK [pean-Tainm

09-016 MupP] ncer. 640.00 710.00
Human Papillomavirus 16/18 (HPV 16/18),

09-018 [HK [pean-tanm IMLIP] mcen. 350.00 390.00
Human Papillomavirus 31/33 (HPV 31/33),

09-019 [HK [pean-tanm IMLIP] mcen. 255.00 290.00
Human Papillomavirus 6/11 (HPV 6/11),

09-022 [HK [pean-tanm IMLIP] mcen. 255.00 290.00
Mycobacterium tuberculosis, OHK [pean-

09-024 Tanm MNLP] ncern. 460.00 510.00
Mycobacterium tuberculosis complex, OHK

09-023 [pean-Tanm MNLP] mcen. 460.00 510.00
Mycoplasma genitalium, OHK [pean-Taim

09-025 MupP] ncer. 220.00 250.00

09-026 Mycoplasma hominis, AHK [pean-tanm MNLUP]| wnccn. 220.00 250.00
Neisseria gonorrhoeae, AHK [pean-tanm

09-027 MupP] ncer. 220.00 250.00
Trichomonas vaginalis, OHK [pean-Taim

09-030 MupP] ncer. 230.00 260.00

09-031 Ureaplasma parvum, AHK [pean-tanwm NLP] | wncen. 190.00 210.00
Ureaplasma urealyticum, OHK [pean-Taim

09-032 MupP] ncern. 220.00 250.00
Anaplasma phagocytophilum, OHK [pean-

09-036 Tanm MNLP] ncern. 315.00 350.00

09-038 Bordetella pertussis, AHK [pean-tanm MNLIP] mcen. 910.00 1010.00
Borrelia burgdorferi s.I., AHK [pean-Taim

09-039 MupP] ncer. 300.00 330.00

09-040 Ehrlichia chaffeensis, OHK [pean-tavm MLUP] | uccn. 315.00 350.00

09-043 Leptospira, AHK [pean-Tanm IMLUP] mcen. 1260.00 1390.00




09-046 HDV, PHK[MNUP] ncern. 600.00 660.00
09-053 Helicobacter pylori, HK [pean-tanm lMLUP] mcen. 460.00 510.00
09-060 HAV, PHK [pean-tanwm [MLIP] ncern. 940.00 1040.00
09-063 HGV, PHK [MLUP] ncern. 600.00 660.00
Streptococcus pyogenes, HK [pean-Tanm
09-065 MupP] ncer. 510.00 570.00
09-066 Adenovirus, AHK [pean-Tanm IMLP] mcen. 470.00 520.00
Chlamydia pneumoniae, AHK [pean-Taim
09-067 MupP] ncern. 460.00 510.00
09-068 Toxoplasma gondii, AHK [pean-Tanwm MNLIP] mcen. 360.00 400.00
Mycoplasma pneumoniae, OHK [pean-Taim
09-071 MupP] ncer. 470.00 520.00
Streptococcus pneumoniae, AHK [pean-Tanm
09-074 MupP] ncern. 470.00 520.00
09-075 Enterovirus, PHK [pean-tanm lMLP] mcen. 600.00 660.00
Human Herpes Virus 8, OHK [pean-Tainm
09-084 MupP] ncern. 435.00 480.00
09-095 Ureaplasma species, HK [pean-tanm MNLP] | unccen. 220.00 250.00
09-097 Rotavirus A, PHK [pean-Tanm MNLP] mcen. 745.00 820.00
09-100 Salmonella species, AHK [pean-Tanm MNLP] mcen. 500.00 550.00
Yersinia pseudotuberculosis, OHK [pean-
09-101 Tanm MNLP] ncern. 555.00 620.00
Shigella u aHTeponHBa3uBHbIE WTamMMbl E.
09-102 coli, AHK [pean-Tanm MUP] mcen. 1080.00 1190.00
Human Papillomavirus BbICOKOro
KaHLeporeHHoro pucka (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59 Tunbl), OHK 6e3
09-105 onpegenenns Tvna [pean-tanm MNLUP] mcen. 735.00 810.00
Human Papillomavirus BbICOKOro
KaHLeporeHHoro pucka (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59 Tunel), OHK
09-106 reHotunuposaHue [pean-tanm MNLP] mcen. 780.00 860.00
09-113 Treponema pallidum, AHK [pean-tanm MNLUP] | wcen. 255.00 290.00
Ureaplasma species, [1HK konuyectseHHO
09-114 [pean-Tanm MNLP] mcen. 240.00 270.00
Human Papillomavirus BbICOKOro
KaHLeporeHHoro pucka (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59 Tunel), OHK
KonuyecTBeHHo, 6e3 onpeaeneHus Tmna
09-115 [pean-Tanm MNLUP] ncen. 900.00 990.00
AHanus mukpobuoLieHosa Bnaranvwa. 16
nokasatenen, JHK konnyectBeHHoO [pean-
09-116 Tanm MNLP] ncern. 2030.00 2240.00
AHann3 mukpoburoueHo3a Bnaranuia. 8
nokasatenen, JHK konnyectBeHHoO [pean-
09-117 Tanm MNLP] ncern. 1285.00 1420.00
Influenza virus A/H1 (rpunn ceuHew), PHK
09-119 [pean-Tanm MNLUP] ncen. 1380.00 1520.00
09-121 Mycoplasma spp., OHK [pean-tanwm NLP] ncen. 375.00 420.00
Varicella Zoster Virus, OHK [pean-Taim
09-123 MupP] ncern. 230.00 260.00




09-134

OcTpble KuLeYHble MHDEKLMN, CKPUHUHT
(Shigella spp., E. coli (EIEC), Salmonella
spp., Campylobacter spp., Adenovirus F,
Rotavirus A, Norovirus 2 reHoTtun,
Astrovirus)

NCCI1.

1320.00

1460.00

09-138

Parvovirus B19, OHK [pean-Tanm MLP]

NCCI1.

540.00

600.00

09-140

Human Papillomavirus Hu3koro (HPV 6, 11,
44) v Bbicokoro (HPV 16, 18, 26, 31, 33, 35,
39, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82)
KaHLeporeHHoro pucka, OHK (BeisiBneHuve,
reHoTUNUPOBaHWE N KONNYECTBEHHOE
onpepnenenue) [pean-tanm lMLP]

NCCI1.

1460.00

1610.00

09-148

Human Papillomavirus 16 (HPV 16), OHK
[pean-Tanm MLP]

NCCI1.

240.00

270.00

09-149

Human Papillomavirus 18 (HPV 18), AHK
[pean-Tanm MLP]

NCCI1.

240.00

270.00

09-150

Yersinia enterocolitica, AHK [pean-tanm
MNUP]

NCCI1.

615.00

680.00

09-151

Herpes Simplex Virus 1, OHK [pean-tanm
MNUP]

NCCI1.

205.00

230.00

09-152

Herpes Simplex Virus 2, OHK [pean-Tanm
MNUP]

NCCI1.

205.00

230.00

09-155

Human Papillomavirus 16/18 (HPV 16/18),
OHK (BbisiBNeHne, reHOTUNMpPOBaHUE U
KonuuyecTBeHHOe onpegeneHue) [pean-Tanv
NUP]

NCCI1.

565.00

630.00

09-157

Adenovirus F40/F41 (KuwweYHble TUMbI
Bupyca), OHK [pean-tanm NLIP]

NCCI1.

1045.00

1150.00

09-158

Norovirus Il, PHK [pean-tanm lNLP]

NCCI1.

915.00

1010.00

09-159

TunupoBaHue 1 KONMYECTBEHHOE
onpenenenne OHK rpubos poga Candida (C.
albicans, C. glabrata, C. krusei, C.
parapsilosis / C. tropicalis)

NCCI1.

700.00

770.00

09-160

HCV, PHK konunyecTtBeHHO,
BbICOKOYYBCTBUTENMbHLIN MeTOA [pean-Tanm
MNUP]

NCCI1.

16200.00

17820.00

09-161

KomnnekcHoe nccnegosaHve Ha
renbsMuHTO3bI (Ascaris lumbricoides,
Enterobius vermicularis, Opisthorchis
felineus, Taenia solium, Diphyllobothrium
latum), OHK [pean-tanwm MNLIP]

NCCI1.

1620.00

1790.00

09-162

KomnnekcHoe uccnegosaHue Ha
npocTenwme (Lamblia Intestinalis Giardia,
Blastocystis hominis, Dientamoeba fragilis,
Isospora belli, Cryptosporidium parvum,
Entamoeba histolytica), AHK [pean-Tam
MuP]

NCCI1.

1620.00

1790.00

09-163

Mycoplasma hominis, OHK, konnyectBeHHO
[pean-Tanm MLP]

NCCI1.

325.00

360.00

09-164

Cytomegalovirus, OHK, konnyectBeHHO
[pean-Tanm MLP]

NCCI1.

660.00

730.00

09-165

OvnarHocTuka 6akTepranbHOro BarmHo3a,
OHK konnyecTtBeHHo [pean-Tanm NLP]

NCCI1.

1020.00

1130.00

09-166

Opisthorchis, OHK [pean-Tanim MLP]

NCCI1.

1560.00

1720.00

09-167

Giardia lamblia, HK [pean-Tavim MNLP]

NCCI1.

1560.00

1720.00




09-168

KomnnekcHoe uccnegosaHue Ha
Cytomegalovirus, Epstein Barr Virus, Human
Herpes Virus 6, AHK [pean-Tanm MLP],
KONMNYEeCTBEHHO

NCCI1.

925.00

1020.00

09-185

KopoHosupyc COVID-19 (SARS-CoV-2,
PHK)

NCCI1.

1500.00

1650.00

09-186

masok COVD-19 + cnpaBka Ha 1653blKax

NCCI1.

2500.00

2750.00

10-001

Moces Ha cropy ¢ onpegeneHvem
YYBCTBUTENbHOCTU K aHTMONOTUKaM

NCCI1.

780.00

860.00

10-002

lMocesB Ha Mycoplasma species ¢
onpegeneHveM TUTPa n YyBCTBUTENbHOCTU K
aHTMBMOoTMKaM

NCCI1.

820.00

910.00

10-003

Moces Ha Ureaplasma species ¢
onpegeneHveM TUTPa u YyBCTBUTENbHOCTU K
aHTMBMOoTMKaM

NCCI1.

820.00

910.00

10-004

Moces Candida spp./gpoxkenogobHblie
rpubbl ¢ NoaBOPOM aHTUMUKOTUHECKUX
npenapaTtos

NCCI1.

760.00

840.00

10-005

Moces Ha Chlamydia trachomatis

NCCI1.

780.00

860.00

10-006

Moces Ha Chlamydia trachomatis ¢
onpegeneHneM YyBCTBUTENbHOCTU K
aHTUbMoTMKaM

NCCI1.

2280.00

2510.00

10-008

D,VICGaKTepMOS KMLLEYHWKa C onpegeneHmnem
YYBCTBUTEJIbHOCTU K aHTMbnoTMKaMm

NCCI1.

1380.00

1520.00

10-009

MoceB Ha reMoONUTUYECKNIA CTPENTOKOKK
rpynnsl A

NCCI1.

675.00

750.00

10-010

Moces Ha anudpteputo (Corynebacterium
diphtheriae)

NCCI1.

520.00

580.00

10-012

0 MNoces kana Ha naToreHHyto dnopy (aus.
rpynna u tucpo-napatndosHas rpynna) ¢
onpeaeneHMemM YyBCTBUTENbHOCTU K
aHTMBMOTMKaM

NCCI1.

870.00

960.00

10-013

[ncbHakTepros KULeYHMKa ¢ onpeaeneHmem
YYBCTBUTENbHOCTU K aHTMBMOTUKAM U
H6akTepuocaram

NCCI1.

1500.00

1650.00

10-014

ViccnegoBaHme KOXM U HOFTEBLIX MAaCTUHOK
Ha NOBEPXHOCTHbIE MUKO3bI

NCCI1.

670.00

740.00

10-015

MoceB kana Ha yCrnoBHO-NaTOreHHyto dropy
C onpeaeneHnemM YyBCTBUTENbHOCTU K
aHTUbmnoTMKam

NCCI1.

950.00

1050.00

10-022

MoceB coaepXXMMOro 4ECHEBOMO kapMaHa Ha
a3po6Hyto MUKpodriopy 6e3 onpeaeneHus
YYBCTBUTENbHOCTM K aHTUGUOTUKaM

NCCI1.

600.00

660.00

10-023

MoceB coaepXXMMOro 4ECHEBOMO kapMaHa Ha
aHaapobHyto Mukpodnopy 6e3 onpeaeneHus
YYBCTBUTENbHOCTM K aHTUGMOTUKAM

NCCI1.

880.00

970.00

10-024

JTabopatopHoe o6cnegoBaHne
npeacTaTenbHOw xenesbl

NCCI1.

2605.00

2870.00

10-025

MoceB coaepXXMMOro 4ECHEBOMO kapMaHa Ha
a3poGHYH0 MUKPOGIOpY C onpeaerneHnem
YYBCTBUTENbHOCTU K aHTUGUOTUKAM

NCCI1.

865.00

960.00




10-026

MoceB coaepXXMMOro 4ECHEBOMO kapMaHa Ha
aHa3pobHy MUKpodIiopy C onpeaeneHem
YYBCTBUTENbHOCTU K aHTUGMOTUKaM

NCCI1.

880.00

970.00

10-032

Kangnpnos cnuancTton. BelgeneHne uncronm
KynbTypbl 1 ONpegeneHne YyBCTBUTENBHOCTA
K aHTUMWKOTMYECKUM Npenapartam

NCCI1.

615.00

680.00

10-033

Herpes Simplex Virus 1/2,
MMMYyHonoopecLieHUUs

NCCI1.

900.00

990.00

10-034

Adenovirus, nmmyHodNoOpecLEHLMSA

NCCI1.

975.00

1080.00

10-035

MoceB Ha 30M0TUCTBLIN CTaUINOKOKK (S.
aureus)

NCCI1.

720.00

800.00

10-036

MoceB Ha 30M0TUCTLIN CTaUINOKOKK (S.
aureus) ¢ onpegeneHMeM YyBCTBUTENbHOCTU
K aHTMbMnoTnKam

NCCI1.

890.00

980.00

10-037

MoceB Ha dnopy 6e3 onpeneneHnsi
YYBCTBUTEMNbHOCTU K aHTMONOTHKaM

NCCI1.

465.00

520.00

10-038

MoceB Ha aspoGHy0 1 hakyIbTaTUBHO-
aHa3pobHyto riopy ¢ onpeaeneHem
YYBCTBUTENbHOCTU K aHTUGMOTUKaM

NCCI1.

890.00

980.00

10-031

BakTepuonornyeckoe nccnegosaHue
KINMHWYECKOro MaTepvana Ha aHanusaTope
VITEK bioMerieux ¢ onpegeneHvem
YYBCTBUTEMNbHOCTU K aHTMONOTUKaM

NCCI1.

2100.00

2310.00

10-039

JuncGakTepros KuLLeYHMKa C onpeaerneHnem
YYBCTBUTENbLHOCTM K BakTepuodaram

NCCI1.

1190.00

1310.00

10-040

[uncbaktepros kueyHvka 6e3 onpeneneHus
YYBCTBUTENbHOCTU K aHTMBMOTUKAM U
6akTepuocparam

NCCI1.

1190.00

1310.00

10-041

Moces Ha cropy ¢ onpegeneHvem
YYBCTBUTENbHOCTU K BakTepnodaram

NCCI1.

735.00

810.00

10-042

MoceB oTAensiemMoro paHbl Ha griopy ¢
onpeaeneHnem YyBCTBUTENbHOCTU K
aHTUbnoTMKam

NCCI1.

710.00

790.00

10-043

MoceB KNMHWUYECKOro MaTepuana Ha
aHa3pobHyto riopy c onpeaeneHem
YYBCTBUTENbHOCTU K aHTUGUOTUKaM

NCCI1.

1070.00

1180.00

10-044

lMoceB Ha Mycoplasma species

NCCI1.

720.00

800.00

10-045

MoceB Ha Ureaplasma species

NCCI1.

720.00

800.00

10-046

MoceB oTaensseMoro paHbl Ha aHa3poOHYH
oriopy c onpeaeneHnem YyBCcTBUTENbHOCTU
K aHTMOMOTUKaM

NCCI1.

950.00

1050.00

10-047

MoceB Ha Gardnerella vaginalis ¢
onpegeneHveM TUTPa n YyBCTBUTENbHOCTU K
NpOTMBOMMKPOGHBLIM Mpenaparam

NCCI1.

660.00

730.00

10-049

Moces Ha cropy ¢ onpegeneHem
YyBCTBUTEMNBbHOCTU K aHTUBMOTHKaM 1
6akTepuocaram

NCCI1.

1070.00

1180.00

10-051

MoceB Ha Yersinia spp.

NCCI1.

780.00

860.00

10-055

WccnenoBaHve MukpoburoLieHo3a Braranuwa
C onpeaeneHnem YyBCTBUTENbHOCTU K
aHTUbnoTMKam

NCCI1.

1310.00

1450.00

10-058

MoceB oTaensiemoro paHbl Ha griopy 6e3
onpeaeneHns YyBCTBUTENbHOCTU K
aHTUbnoTMKam

NCCI1.

660.00

730.00




10-061

MoceB Ha 30M0TUCTBLIN CTadUINOKOKK (S.
aureus) 6e3 onpegeneHns
YyBCTBUTEMbHOCTU K aHTUONOTHKAM,
KONMNYEeCTBEHHO

NCCI1.

795.00

880.00

10-062

MoceB Ha 30M0TUCTLIN CTaUINOKOKK (S.
aureus) ¢ onpegeneHMeM YyBCTBUTENbHOCTU
K aHTMBMOTMKAM, KONIMYECTBEHHO

NCCI1.

950.00

1050.00

10-063

[ncbHakTepros KuLeYHMKa ¢ onpeaeneHmem
aHTaroHNCTUYECKOW aKTUBHOCTU
npoOb1OTHKOB

NCCI1.

1430.00

1580.00

10-064

Junc6akTepros KuLLEeYHMKa C onpeaeneHnem
aHTaroHUCTUYECKOW aKTUBHOCTM
NpoGUOTUKOB 1 ONpeaereHnem
YYBCTBUTENbHOCTM K BakTepuodaram

NCCI1.

1550.00

1710.00

10-065

[ncbakTepnos KuweYvHmKa ¢ onpeaeneHmemM
aHTaroHUCTUYECKONM aKTUBHOCTHU
Npo6GUOTMKOB M ONpeaeneHnem
YyBCTBUTENbHOCTU K BakTepuoaram u
aHTUbnoTMKam

NCCI1.

1670.00

1840.00

10-069

MoceB Ha Aspergillus spp. 6e3 onpeaenexHus
YyBCTBUTEMbHOCTU K @HTUMUKOTUYECKUM
npenapaTtam (Masku pa3nuyHbiX
nioKkanunsauum)

NCCI1.

710.00

790.00

10-070

Moces Ha Cryptococcus spp. 6e3
onpenerneHust YyBCTBUTENbHOCTU K
aHTUMUKOTUYECKUM NpenapaTtam (Masku
PasnuyHbIX NoKkanusauum)

NCCI1.

710.00

790.00

10-071

Moces Ha rpnbbl pogos Candida,
Aspergillus, Cryptococcus ¢ nog6opom
aHTUMUKOTUYEeCKMX npenapaToB anga Candida
sSpp. (Ma3ky pasnuyHbIX Tokanusawumn)

NCCI1.

710.00

790.00

10-072

Moces Ha Bo3byauTEnen 4epmMaToMMKO30B
(Trichophyton spp., Microsporum spp.,
Epidermophyton spp.) 6e3 onpeneneHus
YyBCTBUTEMbHOCTU K @HTUMUKOTUHECKUM
npenapaTam

NCCI1.

770.00

850.00

10-073

MoceB oTAensiemMoro paHbl Ha Gropy ¢
onpegeneHMemM YyBCTBUTENBHOCTM K
aHTMbMoTrKam 1 6akteprodaram

NCCI1.

675.00

750.00

10-074

MoceB oTAensieMoro paHbl Ha aHanusaTope
VITEK bioMerieux ¢ onpegeneHvem
YYBCTBUTEMNbHOCTU K aHTMONOTHKaM

NCCI1.

2340.00

2580.00

10-075

MoceB oTAensieMoro paHbl Ha Gropy ¢
onpegeneHMemM YyBCTBUTENBHOCTU K
6akrepuocparam

NCCI1.

540.00

600.00

12-001

LinTonornyeckoe nccnenoBaHne MaskoB
(cocko60B) C NOBEPXHOCTM LLEVKN MaTKK
(Hapy>xHOro MaTOYHOrO 3eBa) U
LiepBMKanbHOro KaHana Ha atunu

NCCI1.

520.00

580.00

12-003

Lintonornyeckoe uccnegosaHue
ropmMoHarnsHoro gooHa (npu yrpose
npepbiBaHUsi 6EPEMEHHOCTU, HapYLLEHWSIX
UMKna)

NCCI1.

580.00

640.00




12-006

Ll.VITOJ'IOFVI‘-IeCKOG nccnenosaHue martepuana,
NOoNy4eHHOro npu onepaTtnBHOM
BMellaTenbCcTBe

NCCI1.

840.00

930.00

12-007

Liutonornyeckoe nccrnefoBaHue NyHKTATOB,
COCKOGOB ApYrvMX OpraHoB M TKaHEN

NCCI1.

550.00

610.00

12-008

['mcTonornyeckoe nuccnegoBaHue
onepauynoHHOro marepuana

NCCI1.

1550.00

1710.00

12-012

LinTonornyeckoe nccnenoBaHne matepuana,
nomny4yeHHoro npu aHgockonuu (Prac,
BGPOHXOCKONUS, NMAPUHIOCKONKS,
LIMCTOCKOMMUSI, PEKTOPOMaHOCKONMS,
KOINOHOCKONUS)

NCCI1.

580.00

640.00

12-014

LinTonoruyeckoe nccnenoBaHne Maska
(cockoba) ¢ kynona Bnaranuuia (npu
OTCYTCTBUM LLUENKU MATKM)

NCCI1.

375.00

420.00

12-015

lMcTonornyeckoe UccrnefoBaHne GUONTaToB
OpraHoB 1 TKaHel (3a UCKITYEHUEM NeYeHU,
roYek, NpeacTaTenbHOM Xenesbl,
nMMJaTNYeckrx y3rnos)

NCCI1.

2140.00

2360.00

12-016

lMcTonornyeckoe uccregoBaHue
renatobuonTarta (buontaTta neyeHun) c
MCNonb30BaHWEM CTaHAAPTHbIX METOAMUK

NCCI1.

4200.00

4620.00

12-017

lvcTonornyeckoe nccnegosaHne
HedpoburonTaTta (brontaTta No4ku) ¢
MCMonNb30BaHMEM METOA0B CBETOBOW,
MMMYHOMITIOOPECLIEHTHOM U 3NEKTPOHHOMN
MMKpOCKONUM

NCCI1.

30000.00

33000.00

12-018

lvcTonornyeckoe nccnegosaHne
CTaHZapTHOM MHOrodoKycHowm Groncum
npegcratenbHon xenesbl (12 — 16 30H)

NCCI1.

5080.00

5590.00

12-019

McTonornyeckoe uccnegoBaHue
KMUHUYECKOro maTtepuarna, nony4eHHoro npu
TOMNCTOUronbLHON BUONCUK LIUTOBUAHOM
xenesbl

NCCI1.

3180.00

3500.00

12-022

McTonornyeckoe uccnegosaHue buontata
numdatumdeckoro yana (1 y3en) c
MCMOMNb30BaHUEM PYTUHHBLIX METOAMK
oKpacku

NCCI1.

2520.00

2780.00

12-024

OnpepeneHve peLenTopoB B OMyXonu
MOJOYHOWM Xene3bl UMMYHOTUMCTOXVUMUYECKUM
MeTozOoM (TpenaHbuonTar, onepaLnoHHbIN
marepvan)

NCCI1.

10120.00

11140.00

12-025

['McTonornyeckoe nccnegoBaHne CroXXHOro
onepauynoHHOro marepuana

NCCI1.

5040.00

5550.00

12-026

KoHcynbTauusi GuoncuiiHoro
(onepauuoHHoro) matepuana nobon
CMNOXHOCTM (MO rOTOBOMY MaTtepuany)

NCCI1.

3600.00

3960.00

12-027

MMMyHOFMCTOXVIMVILIeCKOG nccnegoBsaHmne
KINMMHNYECKOro Mmartepmana (C
ncnonb3oBaHneM 1 aHTMTEJ'Ia)

NCCI1.

4670.00

5140.00

12-028

MMmyHormctoxmmmuyeckoe nccrnegosaHune
KINMHMYecKoro matepuana (c
ncnones3oBaHvem ot 4 ao 10 aHTuten)

NCCI1.

13200.00

14520.00




12-029

lMcTonoruveckoe uccrnegoBaHue
HedpobuonTaTta (brontaTta no4ku) ¢
MCNonb30BaHWEM CTaHAAPTHbIX METOAMUK

NCCI1.

18000.00

19800.00

12-031

lMcTonornyeckoe uccrnegoBaHue
TMHEKONOIMYECKOro ANarHoOCTUHECKOro
mMaTepuana (pasgenbHoe BbickabnueaHue,
Konbnockonunyeckas 6uoncus) (1-3 obpasua)
(1 nokanunsaums)

NCCI1.

1660.00

1830.00

12-032

l'McTonornyeckoe uccregoBaHue
3HO0CKOMMYECKOro ANarHOCTUYECKOro
maTtepuana (Bce nony4eHHble ob6pasubl)

NCCI1.

1660.00

1830.00

12-033

'McTonornyeckoe UccrnenoBaHUe KOXHbIX
obpaszoBaHuii (1 nokanusauusi) (Bce
nony4veHHble 06pasuibl)

NCCI1.

2055.00

2270.00

12-035

KoHcynbTalLusi FOTOBbIX FTMCTONOMMYECKMX
npenapaTtos

NCCI1.

3000.00

3300.00

12-036

lMcTonoruyeckoe uccregoBaHue
MYHKLMOHHOrO AMarHoCTMYECKOro Matepmana
(renatobuoncus, Hecppobroncus, Guoncus
LUMTOBUAOHOW >Kenesbl, BUONCUS MOMOYHOA
xenesbl, MynbTudokansHas éuoncus
npeacTaTenbHOW Xxenesbl U ap.) (Bce
nony4veHHble 0b6pasuibl)

NCCI1.

4200.00

4620.00

12-037

NmMmMyHoLuTOXMMMYECKOE UcCcTiefoBaHUE
CockoBOB LLEKN MaTKK C onpeaeneHmem
6enka p16

NCCI1.

5150.00

5670.00

12-039

lvcTonormnyeckoe nccnegosaHne
CTaHAapTHOM MHOrodOKyCHoW Bruoncun npu
BOCMNanuTernbHblX 3ab60neBaHnsix KULWeYHnKa
(6 — 7 30H)

NCCI1.

4200.00

4620.00

12-041

'McTonornyeckoe uccnegoBaHUe KOXM (B
NpoOXoasiLLEEM CBETE C NPUMEHEHUEM
CTaHAAapPTHOW OKpacky (reMaToKCUIMH/303MH)

NCCI1.

1330.00

1470.00

12-042

McToxMMUMYeckoe uccnegoBaHUe KOXMU Anst
BbISIBIIEHWS KOMNMNareHoBbIX/31acTUHOBbIX
BONOKOH (Moandmkauns Bax-I'm3oHa)

NCCI1.

1585.00

1750.00

12-043

Ll.VITOJ'IOFVI‘-IeCKOG nccnenosaHue acnuparta n3
MOJIOCTU MaTKUN

NCCI1.

550.00

610.00

12-044

LiutTonornyeckoe UccrefoBaHue oTnevaTkoB
C BHYTPUMATOYHOW cnvpanu

NCCI1.

580.00

640.00

12-045

Ll.VITOJ'IOFVI‘-IeCKOG nccnegosaHme NyHKTaToB
MOJIOYHOW Xenesbl

NCCI1.

550.00

610.00

12-046

Ll.VITOJ'IOFVI‘-IeCKOG uccneagoBaHne cockoboB
MOJIOYHOW Xenesbl

NCCI1.

590.00

650.00

12-047

Ll,VITOJ'IOFVI‘-IeCKOG ncenenoBaHue BblaeneHnmn
13 MONOYHOWN XXenesbl

NCCI1.

590.00

650.00

12-048

LinTonornyeckoe nccnenoBaHne MaskoB
(cocko60B) C NOBEPXHOCTM LLEVKN MaTKK
(Hapy>xHOro MaTOYHOrO 3eBa) U
LiepBMKanbHOro KaHana - okpalUnBaHue no
ManaHukonay (Pap-TecT) (CMeLlaHHbIN
Ma30K)

NCCI1.

1120.00

1240.00




LinTonornyeckoe nccnenoBaHne MaskoB
(cocko60B) C NOBEPXHOCTM LLEVKN MaTKK
(Hapy>xHOro MaTOYHOrO 3eBa) U
LiepBMKanbHOro kaHana MeTogom
YKMOKOCTHOW LIUTOMOrMK C UCNOMNb30BaHNEM

12-049 PYTUHHbBIX OKPacoK mcen. 2990.00 3290.00
LinTonornyeckoe nccnegoBaHne mMaskos
(cocko60B) C NOBEPXHOCTM LLEVKN MaTKN
(Hapy>xHOro MaTOYHOrO 3eBa) U
LiepBUKanbHOro kaHana - okpalumBaHue no
12-050 ManaHvkonay (Pap-TecT) ncern. 885.00 980.00
LinTonornyeckoe nccnegoBaHne mMaskos
(cocko60B) C NOBEPXHOCTM LLEVKN MaTKK
(Hapy>xHOro MaTOYHOrO 3eBa) U
LiepBUKanbHOro kaHana MetogomM
XKMAKOCTHOWM LIMTONOMMK - OKpaLLUMBaHue no
12-051 Mananvkonay (Pap-TecT) ncern. 3060.00 3370.00
FISH - nccnegosaHue ans
12-052 AnddpepeHumnanLHOnM AMarHoCcTuku mcen. | 31070.00{ 34180.00
OnpeneneHne HER2 ctaTyca onyxonu
12-053 metogom FISH ncen. | 46465.001 51120.00
OnpeneneHne HER2 ctaTyca onyxonu
12-054 metogom CISH ncen. | 42590.001 46850.00
12-055 Onpegenenvie mytaumn reHa K-RAS mcen. | 15280.00 16810.00
12-056 Onpegenenve mytaumn reHa N-RAS mcen. | 15280.00{ 16810.00
12-057 doTodumKcaums npenapaTa mcen. 2940.00 3240.00
12-058 doTocKkaHUpoBaHue mcen. 2940.00 3240.00
JononHuntenbHoe N3rotoBrieHne
12-059 MUKporpenapaTos mcen. 1320.00 1460.00
'McTonornyeckoe uccneg.
12-060 3Hockon.matepuana Helicobacter pylori mcen. 1620.00 1790.00
AHTUTena Kk oBapuarnbHbIM (TeKanbHbIM)
13-001 aHTureHam mcen. 1420.00 1570.00
ANMOVMMYHHbIE aHTUIPUTPOLMTaPHbIE
13-002 aHTUTena (B TOM YMce aHTMpe3yCHbIE), TUTP | mcch. 520.00 580.00
AHTUTena k cnepmarnbHbIM aHTUreHam (B
13-003 KpOBM) mcen. 940.00 1040.00
AHTUTena k cnepmasnbHbIM aHTUreHam (B
13-004 cnepme) mcen. 940.00 1040.00
AHTUTENa K AByxuenoyeyHor OHK (aHTu-
13-007 dsDNA), I1gG ncer. 600.00 660.00
13-008 AHTUTENA K UHCYNUNHY mcen. 660.00 730.00
13-010 AHnTuTena k peuentopy TTI (aHTn-pTTI) mcen. 1190.00 1310.00
13-013 AHTUocdonunuaHslie aHtutena IgM mcen. 720.00 800.00
AHTUTENa K LMKNn4Yeckomy
13-014 uMTpYNnuMHcogepxawemy nentugy, lgG mcen. 1335.00 1470.00
AHTUTENA K aepHbIM aHTUreHam (ANA),
13-015 CKPUHWHT ncern. 540.00 600.00
AHTUTENa K OCTPOBKOBbLIM KMeTkam
13-016 NompKenyao4YHOW Xenesbl uccern. 1080.00 1190.00
13-017 AHTUTENA K rMnaauvHy, IgA mcen. 720.00 800.00
13-018 AHTUTena Kk rmuaguHy, IgG, Tutp mcen. 720.00 800.00
13-019 AHTUdochonunugHble aHTutena 1gG mcen. 720.00 800.00
13-020 PeBmartongHbivi hakTop ncern. 325.00 360.00
13-021 AHTUTENa K MutoxoHapuam (AMA) ncern. 1135.00 1250.00
AHTUTENa K MUKpOCOMaribHON hpakuum
13-022 ne4yeHun n noyek (aHtn-LKM) ncern. 1200.00 1320.00




13-024 AHTUTENa K 6eTa-2-rMUMKONpPoTENHY mcen. 830.00 920.00
13-025 AHTVKepaTuHOBble aHTuTena (AKA) mcen. 1275.00 1410.00
AHTUTENa K LUTPYNMHUPOBaHHOMY
13-026 BUMEHTUHY (aHTn-MCV) ncern. 1190.00 1310.00
13-027 AHTuTena k 6a3anbHon MembpaHe knyboyka | uccn. 1465.00 1620.00
13-028 AnTuTena k C1q daktopy KoMnnemeHTa mcen. 1250.00 1380.00
AHTUTEna K KneTkaM CocyamncToro aHaoTenus
13-029 (HUVEC) ncern. 1720.00 1900.00
AHTUTENA K NapueTanbHbIM (06KNag0YHbIM)
13-030 KrneTkam xenygka mcen. 1260.00 1390.00
13-031 AHTUTENA K rMagkMm MbilLam uccern. 1200.00 1320.00
13-032 AHTUTENA K 9HgoMum3uio, IgA mcen. 1010.00 1120.00
AHTUTena K TKaHeBOW TpaHCrnyTamuHase,
13-033 IgG ncern. 1130.00 1250.00
AHTUTENa K TKaHeBOW TpaHCrnyTamuHase,
13-034 IgA ncern. 1130.00 1250.00
13-035 AHTUpPeTVKyNrHoBble aHTuTena (APA) mcen. 1010.00 1120.00
13-036 AHTUTENA K JECMOCOMAaM KOXM uccer. 2140.00 2360.00
HTUTeNa K anugepmanbHon 6a3anbHow
13-037 membpaHe ncer. 1950.00 2150.00
13-038 AHTUTENA K MUOKapay mcen. 1045.00 1150.00
13-039 AHTUTENA K CKENETHLIM MbiLULLAM uccern. 1240.00 1370.00
OvnarHocTvka BocnanutenbHbIX
NOMMHEBPUTOB (aHTUTENa K raHrnMo3ngam
GM1, GM2, GM3, GM4, GD1a, GD1b, GD2,
GD3, GT1a, GT1b, GQ1b, cynbdatuay)
13-040 knaccos 1gG/IgM ncern. 5185.00 5710.00
AHTUTENa K CTeponanpoayLMpyoLLIM
13-041 Krnetkam mcen. 1850.00 2040.00
AHTUTENa K CTeponanpoayLMpyoLLIUM
13-043 KneTkam san4ka mcen. 1720.00 1900.00
13-045 AHTUHYKNeapHbIn pakTop Ha HEp-2-kneTkax | wmcen. 880.00 970.00
AHTUTENa K aKCTparnpyemomy saepHomy
13-046 aHTureHy (ENA-ckpuH) ncern. 900.00 990.00
13-047 AHTUTena Kk kapauonunuuy, IgG un IgM mcen. 900.00 990.00
13-048 AHTUNEPUHYKNEAPHBIN dhakTop mcen. 1140.00 1260.00
13-049 Tunuposanne HLA-B27 mcen. 1990.00 2190.00
AHMMOTEH3MHNpeBpaLLaoLLnA (PepMeHT
13-050 CbIBOPOTKHM mcen. 830.00 920.00
AHTUTena k uutonnasme Hentpodunos, IgG
13-052 (c onpegeneHvem Tuna ceBeYeHus) ncen. 1545.00 1700.00
13-053 AHTUTEna Kk mnenonepokcngase (aHtm-MPO) | wmcen. 1250.00 1380.00
13-054 AHTUTEna kK npotenHase-3 (aHTM-PR-3) ncen. 1250.00 1380.00
[narHocTnka paccesiHHOro ckneposa
(n3oanekTpodpokycmpoBaHmne
onwuroknoHanesHoro 1gG B nukeope u
13-058 CbIBOPOTKE) ncen. 4430.00 4880.00
13-059 CKpUWHWHT BonesHer CoeguHUTENbHON TKaHU | 1cch. 1900.00 2090.00
13-060 [narHoctvka cMCTEMHON KpacHOW BOMYaHKN | mucen. 3470.00 3820.00
OwarHocTtuka aHTudochonMnMaHoro
13-061 cuHgpoma (APC) ncern. 2355.00 2600.00
PasBepHyTas gmarHoctuka
13-062 aHTuochonmnuagHoro cuHgpoma (APC) ncern. 3230.00 3560.00




AHTUHYKNeapHble aHTuTena (aHTu-Sm,
RNP/Sm, SS-A, SS-B, Scl-70, PM-Scl,
PCNA, dsDNA, CENT-B, Jo-1, k ructoHam, kK
Hykneocomawm, Ribo P, AMA-M2),

13-063 MMMyHOBNOT mcen. 2880.00 3170.00
[vnarHocTnka paHHero peBMaTongHoro
13-064 aptputa mcen. 4080.00 4490.00
13-065 [narHoctuka rpaHynemMaTo3HblX BaCKynuToB | wmccn. 2245.00 2470.00
[narHocTvka ayTOMMMYHHOIO NopaeHus
13-066 noyek ncern. 3340.00 3680.00
CKPVHWHI @yTOMMMYHHOTO NMopaXeHust
13-067 neyeHun ncern. 2760.00 3040.00
AHTUTENna K aHTUreHam ayTOMMMYHHbIX
3aboneBaHuUii NeveHn (aHTUTeNa K
MUKpocomam neveru-nodek 1 Tuna (LKM-1),
nupysaT-gekapbokcnnasHomy KOMMeKcy
mutoxoHapuii (PDC/M2), untosonbHOMY
aHTureHy (LC-1) n pactBopuMoMy aHTUreHy
13-068 neyvexun (SLA/LP)) ncern. 3180.00 3500.00
Pa3BepHyTas ceponorust ayToumMmMyHHbIX
13-069 3aboneBaHu NevyeHun mcen. 3720.00 4100.00
13-070 YTOYHEeHWe anarHosa "uennakms” uccern. 2880.00 3170.00
OnddepeHumanbHas guarHoctrka 6onesHm
13-072 KpoHa v 13BeHHOro konuta mcen. 4250.00 4680.00
13-074 [narHoctrka nysblpHbIX 4EpMaTo30B mcen. 3290.00 3620.00
OvnarHocTnka BocnanutenbHbIX
13-075 MUoKapavonaTtum mcen. 2270.00 2500.00
OvnarHocTvka napaHeonnacTu4ecKkmx
3HUedanuToB (aHTUTENa K aHTUreHam
6enoro u ceporo Belectsa mosra (Yo-1, Hu,
13-076 Ri) n membpaHHomMy aHTureHy (Ma) ncer. 4105.00 4520.00
OvarHocTuka nonumuosmnTa (aHTutena K
aHTureHam Mi-2, Ku, Pm-Scl,
aHTUCHHTETa3Hble aHTuTena (Jo-1, PL-7, PL-
13-077 12)) ncern. 3470.00 3820.00
13-078 CKPVHVHT Lienvakum mcen. 1560.00 1720.00
MonHoe ceponornyeckoe obcnegoBaHne nNpu
13-079 Lenuakum uccer. 6240.00 6870.00
CoBmMecTHOe onpegeneHune
aHTUKEepPaTUHOBBIX aHTUTEN 1
13-080 aHTUNEepUHyKNneapHoro ghakropa mcen. 1960.00 2160.00
MaHenb aHTUTEN K aHTUreHam uuTonnasmbl
13-081 Hentpodgwmnos (ANCA Combi 7) ncern. 3435.00 3780.00
13-082 AHTUTENa K TpombounTam mcen. 1525.00 1680.00
13-083 AHTUTENA K BHYTPEHHEMY dhakTopy Kactna mcen. 1320.00 1460.00
13-087 AHTUTEna K TupeornobynuHy (aHtmTrl) ncern. 420.00 470.00
13-088 AHTUTENa Kk Tupeonepokcugase (aHTuTlO) ncern. 435.00 480.00
AHTUTena k rmytamaTgekapbokcunase (aHTu-
13-089 GAD) ncern. 1180.00 1300.00
Pa3BepHyTas AuarHocTtuka ckrnepogepMum
(MMMYHOBOT aHTUHYKINEaPHbIX aHTUTEN:
aHTn-Scl-70, CENT-A, CENT-B, RP11,
RP155, Fibrillarin, NOR90, Th/To, PM-Scl
13-091 100/75, Ku, PDGFR, Ro-52) ncen. 2940.00 3240.00
JnarHocTuka MnacteHum (aHTuTena K
13-092 aueTtunxonvHosomy peuentopy (AxP)) ncern. 5580.00 6140.00




13-093 AHTUTena K Hykneocomam knacca lgG mcen. 760.00 840.00
13-094 KanenpoTekTuH B Kane mcen. 3110.00 3430.00
OnpepgeneHvie HeonTepuHa B CbIBOPOTKE
KpOBM (guarHocTtuka Tybepkynesa u
13-095 BMPYCHbIX MHAEKLIMI) mcen. 1720.00 1900.00
[vnarHocTvka ayTOMMMYHHOIO NnaHkpeaTuTa
13-096 (onpegenenwve koHueHTpauumn IgG4) ncern. 1070.00 1180.00
AHTUTENa K acmanornmkonpoTeEMHOBOMY
13-097 peuentopy (ASGPR) ncern. 1720.00 1900.00
CKPWHVHT MMenomHon 6onesHu u
napanpoTtenHemuin (MMMyHodukcaums
CbIBOPOTKW KPOBM C NMEHTaBaneHTHON
13-099 CbIBOPOTKOW) mcen. 2030.00 2240.00
Benok beHc-[)xoHca B MoYe, KONMYECTBEHHO
13-101 (MMMyHOMKCaLMSA MOYM) ncern. 1480.00 1630.00
AxTtuTena k acHK-HykneocomHomy
KoMmnnekcy knacca IlgG, nogresepxaeHue,
13-102 TECT 2-r0 NOKONEeHUs mcen. 900.00 990.00
AHTUTENa K dhocdaTnaun-npoTpombuHy (PSH
13-104 PT) 1gG/IgM cymmapHo ncern. 1360.00 1500.00
AHTUTENa K peuenTopy docdonunasbl A2 -
13-106 AvarHocTmka MmembpaHo3Hon HedponaTum mcen. 2150.00 2370.00
AHTUTENa k Saccharomyces cerevisiae
13-107 (ASCA) knaccos 1gG ncern. 1250.00 1380.00
AHTUTENa k Saccharomyces cerevisiae
13-108 (ASCA) knaccos IgA ncern. 1070.00 1180.00
AHTUTENa K uMTonnasme HenTpodunos
13-109 knacca IgA (AHLIA) ncern. 1250.00 1380.00
AHTUTena k 6oKkanoBMAHbLIM KneTkam
13-110 K1LLIEYHMKa mcen. 1200.00 1320.00
13-111 AHTUTENA K fecMmornenHy-1 mcen. 2270.00 2500.00
13-112 AHTUTENA K feCMOornenHy-3 mcen. 2270.00 2500.00
13-113 AHnTuTena k 6enky BP180 mcen. 2270.00 2500.00
13-114 AHnTuTena k 6enky BP230 mcen. 2270.00 2500.00
13-115 AHnTuTena k aksanopuHy 4 (NMO) ncern. 2270.00 2500.00
AHTUTEna K aHTUreHam KneTok
13-116 nogxenygoyHon xenesbl (GAD/IA-2) ncern. 1720.00 1900.00
13-117 AHTUTENa K TMpo3nHdocdarase (1A-2) mcen. 1720.00 1900.00
13-118 AHTUTENA K aHTUreHam MuenuHa mcen. 1020.00 1130.00
13-119 AHTUTEna k aHHekcuHy V knacca 1gG mcen. 1320.00 1460.00
13-120 AHTUTENA K aHHekcuHy V knacca IgM mcen. 1320.00 1460.00
KombuHmpoBaHHoe obcrnegoBaHue npu
13-121 BOCNanuTenbHblX 3a60MeBaHNaX KMLWEYHUKa | ucch. 3590.00 3950.00
CkpuHuHr benka beHc-[IxxoHca B Move
(vMMyHOVMKCaLMS ¢ NoNMBanNeHTHON
13-122 aHTUCBIBOPOTKOW) mcen. 2030.00 2240.00
OnekTpocopes 6enkoB Mo4m ¢
13-123 onpegeneHnem Tuna NpoTenHypum mcen. 1190.00 1310.00
TunupoBaHue napanpoTenHa B CbIBOPOTKE
KPOBM (C NOMOLLbIO UMMYHOMMKCALLUN C
naHesnblo aHTUCLIBOPOTOK IgG, IgA, IgM,
13-124 kappa, lambda) ncer. 3590.00 3950.00
15-001 Banbnpoesas kucnoTa mcen. 900.00 990.00
15-002 KapbamasenuvH mcen. 3840.00 4230.00
15-004 ®eHobapbutan ncer. 3840.00 4230.00
15-005 OnderunH mcen. 3840.00 4230.00
15-006 Tonupamar mcen. 3840.00 4230.00




15-007 JTaMOTpUAKMH mcen. 3840.00 4230.00
15-008 [nrokcmH uccern. 3840.00 4230.00
15-009 TeodunnuH mcen. 3840.00 4230.00
15-011 JleBeTupaueram mcen. 3840.00 4230.00
15-012 JlnsogpeH mcen. 3840.00 4230.00
15-013 PucnepuaoH mcen. 3840.00 4230.00
15-014 OnaH3anvH mcen. 3840.00 4230.00
15-015 MapokceTuH mcen. 3840.00 4230.00
15-016 Apununpason mcen. 3840.00 4230.00
15-017 3unpacugoH mcen. 3840.00 4230.00
15-018 QcuuTanonpam mcen. 3840.00 4230.00
15-019 KseTuanuvH mcen. 3840.00 4230.00
15-020 Lintanonpam mcen. 3840.00 4230.00
15-021 CepTpanvH mcen. 3840.00 4230.00
15-022 MwupTasanuH mcen. 3840.00 4230.00
15-023 dnekanHug uccern. 3840.00 4230.00
15-024 KnoHasenam mcen. 3840.00 4230.00
15-025 "anonepugon mcen. 3840.00 4230.00
15-026 PriyokceTnH mcen. 3840.00 4230.00
15-027 [ynokceTuH mcen. 3840.00 4230.00
15-028 OkckapbasenvH ncern. 3840.00 4230.00
15-030 ManunepuaoH mcen. 3840.00 4230.00
15-031 Takponvmyc mcen. 2380.00 2620.00
WccneposaHue kapuoTtuna (KONMYecTBeHHbIe
N CTPYKTYPHbIE aHOManuM XpoMocoM) no
numdounTam nepudepmyeckon kposu (1
16-001 Yenosek) mcen. 6415.00 7060.00
17-001 "eHeTnYeckoe yCTaHOBIEHME OTLIOBCTBA meen. | 23880.00f 26270.00
17-003 "eHeTnYecKkoe yCTaHOBIEHME MaTePUHCTBA mcen. | 20390.00{ 22430.00
DononnHutensHas npoba k 17-003 (pebeHok
17-004 unv npegnonaraemas matb) mcen. 6240.00 6870.00
"eHeTMyeckoe ycTaHOBMNEHWE 6rn3Koro
17-005 poACTBa MO XXEHCKOW NUHUA meen. | 17990.00{ 19790.00
"eHeTMyeckoe ycTaHOBMNEHWE 6rn3Koro
17-006 poAcTBa MO MYXCKOW NIMHUK meen. | 17990.00{ 19790.00
17-007 HononHutensHas npoba k 17-005 mcen. 6240.00 6870.00
17-031 HononHutensHas npoba k 17-006 mcen. 6240.00 6870.00
"eH paka mono4vHon xene3bl 1 (BRCA1).
BoisiBnenve mytaummn 185delAG (HapyLleHune
18-001 CTPYKTYpbl 6enka) ncern. 435.00 480.00
"eH paka mono4yHon xenesbl 1 (BRCA1).
BoisiBnernve mytauumn 4153delA (HapywweHue
18-002 CTPYKTYpbl 6enka) ncern. 435.00 480.00
"eH paka mono4yHon xenesbl 1 (BRCA1).
BbisiBnenve mytauumn 5382insC (HapyLueHue
18-003 CTPYKTYpbI 6enka) ncern. 435.00 480.00
WHrmbutop aktneBaTopa nnasMmuHoreHa
(SERPINE1). BeisiBneHue mytauum 5G(-
18-004 675)4G (perynatopHas obnacte reHa) ncern. 435.00 480.00
"eH paka mono4vHon xenesbl 2 (BRCA2).
BbisiBneHve mytauumn 6174delT (HapyweHve
18-005 CTPYKTYpbl 6enka) ncer. 435.00 480.00
Lintoxpom P450, cemeinctso 2,
cybcemencrteo C, nonunentug 9 (CYP2C9).
18-006 BoisiBnenve mytaummn A1075C (1le359Leu) ncer. 435.00 480.00




18-007

"eH nHTepnenkuHa 28B, Il knacc
LUMTOKMHOBbLIX peuienTopoB (IL28B).
BbisiBnenve mytaummn g.39738787C>T
(rs12979860, perynstopHast obnacTb reHa)

NCCI1.

870.00

960.00

18-008

MeTuneHTeTparnapoconaT pegykrasa
(MTHFR). BeisiBnexnve mytauun A1298C
(Glu429Ala)

NCCI1.

435.00

480.00

18-009

MeTnoHuH cuHTasa (MTR). BeiseneHue
myTaumnm A2756G (Asp919Gly)

NCCI1.

435.00

480.00

18-010

MeTuoHnH-cuHTasa-pegykrasa (MTRR).
BbisiBnenve mytaummn AG6G (lle22Met)

NCCI1.

435.00

480.00

18-011

AHMMOTEH3MHNpeBpaLLaoLLnA (hepMeHT
(ACE). BbisBnenue mytauum Alu Ins/Del
(perynatopHas obnactb reHa)

NCCI1.

1610.00

1780.00

18-012

AHrvoteHauHoreH (AGT). BbisiBneHune
myTaumm C521T (Thr174Met)

NCCI1.

435.00

480.00

18-013

Jlaktasza (LCT). BeisBneHune mytaumm C(-
13910)T (perynaTtopHas obnacte reHa)

NCCI1.

650.00

720.00

18-014

AnbgocTtepoH cuHTasa (CYP11B2).
BbisiBnenve mytaummn C(-344)T
(perynatopHas obnactb reHa)

NCCI1.

435.00

480.00

18-015

PeuenTtop menatoHnHa 1B (MTNR1B).
BbisiBneHve mytaummn C(g.37979623)T
(perynatopHas obnactb reHa)

NCCI1.

865.00

960.00

18-016

Butamun-K-pegykrasa (VKORC1).
BoisiBnenve mytauumn C(-1639)T
(perynatopHas obnactb reHa)

NCCI1.

435.00

480.00

18-017

PeuenTtop nodammHa D2 (DRD2).
BbisiBnenve mytaummn C2137T (Glu713Lys)

NCCI1.

1300.00

1430.00

18-018

Lintoxpom P450, cemeinctso 2,
cybcemencteo C, nonunentug 9 (CYP2C9).
BbisiBnenve mytaummn C430T (Arg144Cys)

NCCI1.

540.00

600.00

18-019

MeTuneHTeTparnapoconaT pegykrasa
(MTHFR). BeisiBnenne mytauun C677T
(Ala222Val)

NCCI1.

435.00

480.00

18-020

Kanuesbii kaHan (KCNJ11). BeisBneHve
myTauum C67T (Lys23GiIn)

NCCI1.

865.00

960.00

18-021

WHTerpunH anbda-2 (rnukonpoteunH la/lla
TpomboumToB) (ITGA2). BeisiBneHuve
myTaumm C807T (HapyleHune cuHTesa benka)

NCCI1.

435.00

480.00

18-022

"'yaHWH HYKNEeOTUACBA3bIBAKOLLMIA Genok
6eta-3 (GNB3). BbisieneHune mytauum C825T
(Ser275Ser)

NCCI1.

435.00

480.00

18-023

®nbpuHoreH, 6eta-nonunentug (FGB).
BoeisiBnenve mytauumn G(-455)A
(perynatopHas obnactb reHa)

NCCI1.

540.00

600.00

18-024

LOC727677 (LOC727677). BeisiBneHune
myTauum G(g.41686854)T (perynsaTopHas
obrnacTb reHa)

NCCI1.

1300.00

1430.00

18-025

dakTop cBEPTHIBAEMOCTM KPOBU 13,
cyobveaguHmua A1 (F13A1). BeigeneHue
myTaumm G103T (Val34Leu)

NCCI1.

435.00

480.00

18-026

dakTop ceepTbiBaemocTy kposu 7 (F7).
BbisiBnenve mytaummn G10976A (Arg353Gin)

NCCI1.

435.00

480.00




18-027

ApayuvH 1 (anbda) (ADD1). BeisiBneHne
myTaumm G1378T (Gly460Trp)

NCCI1.

435.00

480.00

18-028

AnbpervonervagporeHasa 2 (ALDH2).
BbisiBnenve mytaummn G1510A (Glu504Lys)

NCCI1.

865.00

960.00

18-029

PeuenTop aHrMoTeHauHa |l BToporo tuna
(AGTR2). BbisBneHue mytauum G1675A
(perynatopHas obnactb reHa)

NCCI1.

435.00

480.00

18-030

dakTop ceepTbiBaemocTu kposu 5 (F5).
BbisiBnenve mytaummn G1691A (Arg506GIn)

NCCI1.

435.00

480.00

18-031

dakTop CBEPTLIBAEMOCTU KPOBU 2,
npoTpombuH (F2). BeisBneHne myTtaumm
G20210A (perynstopHas obnacTb reHa)

NCCI1.

435.00

480.00

18-032

OHpoTenumanbHasa cuHTasa okcuaa asoTa
(NOS3). BuisiBnieHne mytaumum G894T
(Glu298Asp)

NCCI1.

435.00

480.00

18-033

OHpoTenumanbHasn cuHTasa okcuaa asoTa
(NOS3). BuisiBnieHne mytaumm T(-786)C
(perynatopHas obnactb reHa)

NCCI1.

435.00

480.00

18-034

WHTerpuH 6eta-3 (beta-cydbbeamHunua
peuentopa punbpuHoreHa TpoMOGOLUTOB)
(ITGB3). BuisiBneHne mytaumm T1565C
(Leu59Pro)

NCCI1.

540.00

600.00

18-035

AHrvoteHauHoreH (AGT). BbisiBneHue
myTauum T704C (Met235Thr)

NCCI1.

435.00

480.00

18-036

ButamuH K - pegykrasa (VKORC1).
BbisiBnenve mytauun T7481C
(perynatopHas obnactb reHa)

NCCI1.

650.00

720.00

18-037

KoHHekcuH 26 (GJB2) (Bce myTauum)

NCCI1.

1300.00

1430.00

18-038

AHpgporeHoBbili pevuenTtop (AR). BeisiBneHue
myTaumm (CAG)n ((Gln)n)

NCCI1.

1550.00

1710.00

18-039

O6nactb thakTopa azoocnepmun (Locus
AFR). BeiseneHue mytauum del AZFa, AZFDb,
AZFc (MHOXeCTBEHHbIE U3BMEHEHWSI B
perynsiuum cuHTesa u cTpyktype 6enkos)

NCCI1.

1610.00

1780.00

18-040

AKTUHVH, anbda 3 (ACTN3). BeiseneHue
myTauum C18705T (Arg577Ter)

NCCI1.

865.00

960.00

18-041

AnkoronbaervaporeHasa 1B (ADH1B).
BeisiBnenve mytauun A143G (Arg47His)

NCCI1.

865.00

960.00

18-042

Ankoronbaerngporerasa 1C (ADH1C).
BeisiBnernve mytauun A1048G (lle349Val)

NCCI1.

865.00

960.00

18-043

Beta-2-agpeHepruyeckuin peLentop
(ADRB2). BuisiBnieHne mytauunm G46A
(Arg16Gly)

NCCI1.

865.00

960.00

18-044

PeuenTtop aHrmoteHanHa 1 (AGTR1).
BbisiBnenve mytaummn A1166C
(perynatopHas obnactb reHa)

NCCI1.

435.00

480.00

18-045

"eH NpegpacnonoXeHHOCTH K BO3PaCTHO
makynonatuu 2 (ARMS2). BeisisneHue
myTaumm G205T (Ala69Ser)

NCCI1.

865.00

960.00

18-046

PeuenTtop 6pagukuHnHa B2 (BDKRB2).
BbisiBneHne geneunn-sctasku 9 n.o.
(HapyLueHve CTpykTypbl 6enka)

NCCI1.

1080.00

1190.00

18-047

®akTop komnnemeHta H (CFH). BoisiBnexve
myTaumm C1204T (Tyr402His)

NCCI1.

865.00

960.00

18-048

KonnareH Tvna 5 anbda 1 (COL5A1).
BobisiBnenve mytauumn C267T (perynsatopHas
obrnacTb reHa)

NCCI1.

865.00

960.00




18-049

Katexon-O-metuntpaHcdepasa (COMT).
BoeisBnenve mytauumn G472A (Val158Met)

NCCI1.

1190.00

1310.00

18-050

Lintoxpom P450, cemeinctso 4,
cybcemenctso F, nonunentug 2 (CYP4F2).
BeisiBnenve mytauun G1297A (Val433Met)

NCCI1.

435.00

480.00

18-052

"eH remoxpomaTosa (HFE). BbisiBneHune
myTaumnm A193T (Ser65Cys)

NCCI1.

650.00

720.00

18-053

"eH remoxpomaTosa (HFE). BbisiBneHune
myTaumm C187G (His63Asp)

NCCI1.

650.00

720.00

18-054

"eH remoxpomaTtosa (HFE). BbisiBneHune
myTaunm G845A (Cys282Tyr)

NCCI1.

650.00

720.00

18-055

WuTepneriknH 1A (IL1A). BeisBneHne
myTauum C(-889)T (perynaTopHasa obnactb
reHa)

NCCI1.

1080.00

1190.00

18-056

WuTepneiikny 1B (IL1B). BoisBneHne
myTauum C3953T (HapyLueHne cnuHTesa
6enka)

NCCI1.

1080.00

1190.00

18-057

WHTepneikuH 6 (IL6). BeisiBneHve myTtaumm
G(-597)A (perynstopHas obnactb reHa)

NCCI1.

1300.00

1430.00

18-058

WHTepnenkuH 6 (IL6). BeisiBneHve myTtaumm
G(-572)C (perynaTtopHas obnactb reHa)

NCCI1.

1300.00

1430.00

18-059

WHTepneikuH 6 (IL6). BeisiBneHve myTtaumm
G(-174)C (perynaTopHas obnactb reHa)

NCCI1.

1300.00

1430.00

18-060

JlekTuH, cBasbiBatoLWmin MaHHO3y (MBL2).
BoisiBnenve mytauumn G(-550)C
(perynatopHas obnactb reHa)

NCCI1.

1300.00

1430.00

18-061

JlekTuH, cBasbiBatoLwWmin MaHHO3y (MBL2).
BoeisiBnenve mytauumn G(-221)C
(perynatopHas obnactb reHa)

NCCI1.

1300.00

1430.00

18-062

JlekTuH, cBasbiBatoLwmin MaHHO3y (MBL2).
BoisiBneHve mytaummn C4T (perynsatopHas
obrnacTb reHa)

NCCI1.

1300.00

1430.00

18-063

JlekTuH, cBasbiBatoLwWmin MaHHO3y (MBL2).
BbisiBnenve mytauun C154T (Arg52Cys)

NCCI1.

1300.00

1430.00

18-064

JlekTuH, cBasbiBatoLwWmin MaHHO3y (MBL2).
BbisiBnenve mytaumn G161A (Gly54Asp)

NCCI1.

1300.00

1430.00

18-065

JlekTuH, cBasbiBatoLWmin MaHHO3y (MBL2).
BbisiBnenve mytauun G170A (Gly57Glu)

NCCI1.

1300.00

1430.00

18-066

Peuentop menaHokopTuHa 4 (MC4R) (Bce
MyTaumm)

NCCI1.

1300.00

1430.00

18-067

PeuenTop, aktuBMpyeMbliit
nponundepatopamv Nnepokcncom, genbra
(PPARD). BbisiBneHune mytaumm A(-101-
842)G

NCCI1.

865.00

960.00

18-068

PeuenTop, akTuBMpyeMbIit
nponundepatopamv Nepokcncom, ramma
(PPARG). BrisiBneHne mytauumn C68777G
(Pro12Ala)

NCCI1.

865.00

960.00

18-069

KoaktuBaTtop 1 anbda-peuentopa,
aKkTuBMpyemoro nponudeparopamu
nepokcucom, ramma (PPARGC1A).
BoisiBnenve mytaumn G1444A (Gly482Ser)

NCCI1.

865.00

960.00

18-070

TpaHCKPUNUMOHHBIN chakTop A MUTOXOHAPUIN
(TFAM). BeisiBneHve mytaumm G35C
(Ser12Thr)

NCCI1.

865.00

960.00




18-071

YO®-rntokypoHo3un TpaHcdepasa 1A1
(UGT1A1). BeisiBnenune myTtauumn (TA)6/7
(perynatopHas obnactb reHa)

NCCI1.

820.00

910.00

18-072

AnonunonpoteuH E (ApoE). BeisisrneHue
nonumopdgusma e2-e3-e4

NCCI1.

1190.00

1310.00

18-073

AM®-ge3amumHasza (AMPD1). BeisiBneHue
myTauum C34T

NCCI1.

865.00

960.00

18-074

MpokonnareH a-1 (COL1A1). BrisiBneHve
myTaumm G1245T

NCCI1.

865.00

960.00

18-075

AKTMBHOCTb (pepMeHTa TeroMepasbl

NCCI1.

1800.00

1980.00

18-076

OnvHa TenomepHon nocnegoBaTtesibHOCTU

NCCI1.

1800.00

1980.00

18-078

"eH paka mono4vHon xene3bl 1 (BRCA1).
BoisiBnenve mytaummn 3819delGTAAA
(HapyLueHue CTpyKTypbl 6enka)

NCCI1.

435.00

480.00

18-079

"eH, accounMpOBaHHBIN C XXMPOBOW Maccon
n oxupervem (FTO). BbisiBneHne mytauum
G(45+52261)A (perynsatopHas obnacTtb
reHa)

NCCI1.

865.00

960.00

18-080

"eH paka mono4yHon xenesbl 1 (BRCA1).
BbisiBnenve mytaummn 3875delGTCT
(HapyLueHue cTpykTypbl 6enka)

NCCI1.

435.00

480.00

18-081

"eH paka mono4yHon xene3bl 1 (BRCA1).
BoeisiBnenve mytauumn T300G (HapyLueHue
dyHKUMKM Benka)

NCCI1.

435.00

480.00

18-082

"eH paka mono4vHon xenesbl 1 (BRCA1).
BoisiBnernve mytauumn 2080delA (HapyLwieHune
CTPYKTYpbI 6enka)

NCCI1.

435.00

480.00

18-083

"eH nHTepnenkuHa 28B, Il knacc
LUMTOKMHOBbLIX peLienTopoB (IL28B).
BbisiBnenve mytauumn g.39743165T>G
(rs8099917, perynstopHas obnactb reHa)

NCCI1.

865.00

960.00

18-084

Lintoxpom P450 2C19. leHoTMnupoBaHue no
mapkepy CYP2C19 G681A

NCCI1.

865.00

960.00

18-085

Onpepnenexue pesyc-thakTopa nnoga no
KPOBM GEPEMEHHOM XEHLLMHbI

NCCI1.

7190.00

7910.00

18-086

OwnarHoctuka uenunakum (Tunuposanue HLA
DQ2/DQ8)

NCCI1.

5990.00

6590.00

18-087

TunupoBaHWe reHoB rMCTOCOBMECTUMOCTM
yenoseka (HLA) Il knacca: DRB1, DQAT1,
DQB1

NCCI1.

8390.00

9230.00

19-001

CKpPUHMHIOBOE UCCrneaoBaHUe Ha nNpeameT
HanMunsi HApKOTUYECKMX, MCUXOTPOMHbIX,
CUNbHOAENCTBYIOLLMX BELLECTB U X
MeTabonuToB

NCCI1.

1560.00

1720.00

19-009

OnpepneneHve HapKOTUYECKUX,
NCUXOTPOMHBIX U CUINTbHOAENCTBYHOLLIMX
BELLECTB B BOMOCAX UMW HOITSAX
(NpenBapuTenbHbIV 1 NOATBEPXKAAOLLMNA
TECThI)

NCCI1.

4680.00

5150.00

19-010

OnpepneneHve HapKOTUYECKUX,
NCUXOTPOMHBIX U CUINTbHOAENCTBYHOLLIMX
BELLECTB B KPOBU UM MOYe
(NpenBapuTenbHbIV 1 NOATBEPXKAAOLLMNA
TECThI)

NCCI1.

3600.00

3960.00

19-011

OnpepgeneHve ypoBHS 3TUMOBOrO ankorons,
KONMYECTBEHHO (KPOBb, M0OYa)

NCCI1.

1250.00

1380.00




OnpepeneHne HanU4usi CypporaToB
arnkoronsi, NeTy4YMX TOKCUHECKMX BELLECTB U
KOMMOHEHTOB TEXHUYECKOW XUAKOCTY,

19-012 Ka4yeCTBEHHO (KpOBb, MOYa) ncern. 1375.00 1520.00
OnpepgeneHve HUKOTMHA U ero MeTabonuToB
(HWMKOTWH, KOTUHWH, 3-rMOPOKCUKOTUHUH,
19-013 HOPHWKOTWH, aHabas3nH) B Mo4e ncer. 3120.00 3440.00
CKpWHMHroBOE MCCcregoBaHMe MoYn Ha
npeaMeT HanMuns HapKOTUYECKMX BELLECTB U
nx metabonutos (MOpuH, MeTamdeTaMuH,
19-016 KOKauH, MapuvxyaHa) ncen. 1140.00 1260.00
CBobGoaHble kanna- 1 nambaa-uenmu
20-010 MMMYHOTNo6YyNNHOB B NIMKBOPE ncen. 1440.00 1590.00
CBobGoaHble kanna- 1 nambaa-uenmu
20-011 MMMYHOTNO6YNNMHOB B MOYe ncen. 1440.00 1590.00
CBobGoaHble kanna- 1 nambaa-uenmu
20-012 MMMYHOTNOGYNNHOB B CbIBOPOTKE mcen. 1440.00 1590.00
20-019 C3 KOMMOHEHT KoMMNemMeHTa mcen. 600.00 660.00
20-020 C4 KOMMOHEHT KoMMNemeHTa mcen. 600.00 660.00
LimpkynupytoLime MMMyHHbIE KOMMMEKChI
20-024 (LUMK) ncern. 820.00 910.00
MmmyHonorudeckoe obcrnegosaHune
20-067 nepsu4yHoe mcen. 6600.00 7260.00
MmmyHonormnyeckoe obcnegosaHune npu
20-068 BUPYCHOWN NHAEKLUn mcen. 6960.00 7660.00
MmmyHonoruyeckoe obcnegosaHune npu
20-069 ayTOMMMYHHbIX 3a60neBaHnsX mcen. 7190.00 7910.00
MmmyHonormnyeckoe obcnegosaHune npu
20-070 OHKONOrnM4yeckmnx 3abonesaHmsax mcen. 7190.00 7910.00
Onpenenenne aHtureHa HLA-B27 ¢
20-072 NOMOLLIbI0 MeTOAa NPOTOYHOW LIUTOMETPUMA nucen. 3000.00 3300.00
MmmyHornormnveckoe obcrnegosaHve ans
20-073 neten uccern. 8160.00 8980.00
MaHenb nHranAuMoHHbIX annepreHos Ne7
(IgE): anuTtenuii Kowwkn, nepxoTe cobaku,
3NUTENUIN KPOMnuKa, NepxoTb fowaau, KneLy,
21-001 Dermatophagoides pteronyssinus mcen. 1045.00 1150.00
MaHenb annepreHoB Tpae Ne3 (IgE): konocok
OYLWWCTBIN, POXXb MHOTOMETHSSA, POXb
KyNbTUBMPOBaHHas, TMModeeBka, OyxapHuK
21-006 LLEPCTUCTBIN ncern. 1045.00 1150.00
21-007 AnnepreH t8 - Bas, IgE ncern. 480.00 530.00
AnnepreH p1 - Ascaris lumbricoides
21-009 (ackapuga), IgE ncern. 480.00 530.00
21-011 AnnepreH m5 - Candida albicans, IgE mcen. 480.00 530.00
21-017 AnnepreH c204 - amokenumnnuvH, Ige mcen. 480.00 530.00
21-018 AnnepreH c203 - amnuuunnuy, IgE mcen. 480.00 530.00
21-019 AnnepreH f210 - aHanac, IgE ncern. 480.00 530.00
21-024 AnnepreH g13 - 6yxapHuK Wwepctuctoin, Ige mcen. 480.00 530.00
21-027 AnnepreH f209 - rpenndpyrT, IgE ncern. 480.00 530.00
21-028 AnnepreH t10 - rpeukun opex, IgE mcen. 480.00 530.00
21-034 AnnepreH f12 - 3eneHbin ropoLuek, Ige mcen. 480.00 530.00
21-036 AnnepreH f216 - kanycTa kovaHHas, IgE mcen. 480.00 530.00
21-038 AnnepreH t1 - knNéH sceHenucTHeln, IgE mcen. 480.00 530.00
21-040 AnnepreH f36 - kokoc, IgE mcen. 480.00 530.00
21-042 AnnepreH i71 - komap, IgE ncern. 480.00 530.00




21-046 AnnepreH 23 - kpabbl, IgE ncern. 480.00 530.00
21-049 AnnepreH k82 - narekc, IgE mcen. 480.00 530.00
21-054 AnnepreH f37 - muaguu, IgE mcen. 480.00 530.00
21-055 AnnepreH f20 - muHgans, IgE mcen. 480.00 530.00
21-059 AnnepreH f244 - orypey, IgE mcen. 480.00 530.00
21-062 AnnepreH c1 - nenvumnnuH G, IgE mcen. 480.00 530.00

AnnepreH g12 - poxb KynbTUBMPOBaHHas,
21-070 IgE ncen. 480.00 530.00
21-071 AnnepreH i70 - ppbkun mypasen, IgE mcen. 480.00 530.00
21-073 AnnepreH f85 - cenbgepen, IgE mcen. 480.00 530.00
21-080 AnnepreH f40 - TyHeu, IgE ncern. 480.00 530.00
21-082 AnnepreH f17 - dpyHayk, IgE ncern. 480.00 530.00
21-083 AnnepreH k20 - wepcTs, IgE ncern. 480.00 530.00
21-084 AnnepreH f105 - wokonag, IgE ncern. 480.00 530.00
21-086 AnnepreH e2 - anutenui cobaku, IgE mcen. 480.00 530.00

Onpepgenenue cneunduyeckux IgG k 90

Hauboree YacTo BCTpeYaeMblM MULLEBLIM
21-090 annepreHam mcen. | 15590.00{ 17150.00
21-095 AnnepreH f236 - MonoyHas celBopoTKa, IgE mcen. 480.00 530.00
21-099 AnnepreH f81 - cblp "4egaep"”, IgE ncern. 480.00 530.00
21-100 AnnepreH f82 - cblp "mMoyng", IgE mcen. 480.00 530.00
21-101 AnnepreH f254 - kambana, IgE ncer. 480.00 530.00
21-102 AnnepreH f61 - capauHa, IgE ncer. 480.00 530.00
21-103 AnnepreH f50 - ckymbpus, IgE ncer. 480.00 530.00
21-104 AnnepreH f80 - nobctep (omap), IgE ncer. 480.00 530.00
21-105 AnnepreH f338 - rpebewok (monntock), IgE ncern. 480.00 530.00
21-107 AnnepreH f290 - yctpuubl, IgE ncern. 480.00 530.00
21-109 AnnepreH f88 - 6apaHuHa, IgE ncern. 480.00 530.00
21-111 AnnepreH f212 - waMnuHboHebl, IgE mcen. 480.00 530.00
21-113 AnnepreH f8 - Mmyka Kykypy3Has, IgE mcen. 480.00 530.00
21-116 AnnepreH f6 - Myka sumeHHas, IgE mcen. 480.00 530.00
21-117 AnnepreH 55 - npoco, IgE ncern. 480.00 530.00
21-119 AnnepreH f235 - yeyeBuua, IgE ncern. 480.00 530.00
21-120 AnnepreH f10 - kyrxyT, IgE mcen. 480.00 530.00
21-121 AnnepreH f309 - HyT (Typeukuii ropox), IgE ncern. 480.00 530.00
21-122 AnnepreH f15 - daconb 6enas, IgE ncern. 480.00 530.00
21-123 AnnepreH f315 - dhaconb 3eneHas, IgE mcen. 480.00 530.00
21-124 AnnepreH f287 - chaconb kpacHas, IgE mcen. 480.00 530.00
21-128 AnnepreH f202 - opex kewblo, IgE mcen. 480.00 530.00
21-130 AnnepreH f203 - douctalikoBble opexu, IgE mcen. 480.00 530.00
21-131 AnnepreH f403 - nuBHble gpoxoku, IgE mcen. 480.00 530.00
21-132 AnnepreH f90 - conog, IgE ncer. 480.00 530.00
21-134 AnnepreH f262 - 6aknaxaH, IgE ncer. 480.00 530.00
21-135 AnnepreH f260 - kanycta 6pokkonu, IgE ncer. 480.00 530.00
21-136 AnnepreH f217 - kanycTta 6ptoccenbckas, IgE| wcen. 480.00 530.00
21-139 AnnepreH f261 - cnapxa, IgE ncer. 480.00 530.00
21-140 AnnepreH f86 - netpyLuka, IgE ncern. 480.00 530.00
21-142 AnnepreH f214 - wnuHart, IgE ncern. 480.00 530.00
21-143 AnnepreH f47 - yecHok, IgE ncern. 480.00 530.00
21-144 AnnepreH f48 - nyk, IgE ncern. 480.00 530.00
21-146 AnnepreH f234 - BaHunb, IgE ncern. 480.00 530.00
21-147 AnnepreH f89 - ropuunua, IgE ncern. 480.00 530.00
21-149 AnnepreH f270 - nmbups, IgE ncern. 480.00 530.00
21-150 AnnepreH f281 - kappu (npunpasa), IgE ncern. 480.00 530.00
21-151 AnnepreH f278 - naBpoBbin nucT, IgE mcen. 480.00 530.00
21-154 AnnepreH f405 - maTa, IgE mcen. 480.00 530.00




AnnepreH f218 - nepeL KpacHbIn (nanpuka),

21-155 IgE ncern. 480.00 530.00
21-156 AnnepreH f263 - nepeu 3eneHbin, IgE mcen. 480.00 530.00
21-157 AnnepreH f280 - nepeu YepHbin, IgE mcen. 480.00 530.00
21-162 AnnepreH f237 - abpwkoc, IgE ncern. 480.00 530.00
21-163 AnnepreH f96 - aBokago, IgE mcen. 480.00 530.00
21-164 AnnepreH f242 - BuwHs, IgE mcen. 480.00 530.00
21-165 AnnepreH f94 - rpywa, IgE mcen. 480.00 530.00
21-166 AnnepreH f87 - gbiHg, IgE ncern. 480.00 530.00
21-167 AnnepreH f402 - nnxwp, IgE ncern. 480.00 530.00
21-170 AnnepreH f91 - maHro, IgE ncern. 480.00 530.00
21-173 AnnepreH f95 - nepcuk, IgE ncern. 480.00 530.00
21-174 AnnepreH f255 - cnuea, IgE ncer. 480.00 530.00
21-175 AnnepreH f289 - cdouHukm, IgE mcen. 480.00 530.00
21-176 AnnepreH f301 - xypma, IgE ncern. 480.00 530.00
AnnepreH f288 - aroabl poaa 6pyCHUYHbIX
21-177 (4epHuka, ronybuka, 6pycHuka), IgE ncern. 480.00 530.00
21-178 AnnepreH k84 - macno nogconHevHoe, IgE mcen. 480.00 530.00
21-179 AnnepreH e7 - ronybuHbii nomeT, IgE mcen. 480.00 530.00
21-182 AnnepreH €201 - nepo kaHapeuku, IgE mcen. 480.00 530.00
21-183 AnnepreH €80 - anutenui kosbl, IgE mcen. 480.00 530.00
21-184 AnnepreH e4 - nepxoTb Kopossl, IgE mcen. 480.00 530.00
21-185 AnnepreH €82 - anutenui kponuka, IgE mcen. 480.00 530.00
21-187 AnnepreH e74 - Mmova Kpbichl, IgE mcen. 480.00 530.00
21-189 AnnepreH e73 - anutenui Kpsbicsl, IgE mcen. 480.00 530.00
AnnepreH €219 - NpoTenHbl CbIBOPOTKU
21-191 Kypwvubl, IgE ncern. 480.00 530.00
21-192 AnnepreH e3 - nepxoTb nowagu, Ige mcen. 480.00 530.00
21-194 AnnepreH €88 - mbliwb, IgE ncern. 480.00 530.00
21-198 AnnepreH e81 - anutenui osubl, IgE mcen. 480.00 530.00
21-199 AnnepreH €91 - nepo nonyras, IgE mcen. 480.00 530.00
21-201 epreH e83 - anutenui ceuHby, IgE mcen. 480.00 530.00
21-203 AnnepreH e84 - xomsik, IgE ncern. 480.00 530.00
21-204 AnnepreH t19 - akaunsg, IgE ncern. 480.00 530.00
21-206 AnnepreH t5 - 6yk, IgE ncern. 480.00 530.00
21-209 AnnepreH t77 - gy6 cmewaHHbin, IgE mcen. 480.00 530.00
21-218 AnnepreH t11 - nnataH, IgE ncern. 480.00 530.00
21-220 AnnepreH t16 - cocHa 6enas, IgE mcen. 480.00 530.00
21-223 AnnepreH t18 - agkanunT, IgE ncern. 480.00 530.00
21-225 AnnepreH f256 - opex rpeukui, IgE mcen. 480.00 530.00
21-229 AnnepreH g202 - KyKypysHble pbinbua, IgE mcen. 480.00 530.00
AnnepreH g14 - oBeC KynbTUBUPOBAHHbIN,
21-230 IgE ncern. 480.00 530.00
AnnepreH g15 - nweHuua
21-231 KynbTuBMpoBaHHas, IgE ncern. 480.00 530.00
21-235 AnnepreH w20 - kpanusa, IgE mcen. 480.00 530.00
21-236 AnnepreH w75 - nebega cegosatas, IgE mcen. 480.00 530.00
21-238 Annepred w10 - mapb 6enas, IgE mcen. 480.00 530.00
21-240 AnnepreH w9 - noJopoxHuK, IgE mcen. 480.00 530.00
21-241 AnnepreH w5 - nonbiHb ropekas, IgE mcen. 480.00 530.00
AnnepreH w19 - nocteHHUUa
21-242 nexkapcrteeHHas, IgE ncer. 480.00 530.00
AnnepreH m208 - Chaetomium globosum,
21-245 IgE ncer. 480.00 530.00
AnnepreH 072 - 3HTEPOTOKCUH A
21-246 (Staphylococcus aureus), IgE ncern. 480.00 530.00
AnnepreH 073 - 3HTEPOTOKCUH B
21-247 (Staphylococcus aureus), IgE ncern. 480.00 530.00




21-248 AnnepreH p4 - Anisakis Larvae, IgE mcen. 480.00 530.00
21-249 AnnepreH i8 - monb, IgE mcen. 480.00 530.00
21-250 AnnepreH i73 - nu4MHKa KpacHom Mowku, IgE| wucen. 480.00 530.00
21-251 AnnepreH i204 - cnenetb, IgE mcen. 480.00 530.00
21-252 AnnepreH i2 - wepLens, IgE mcen. 480.00 530.00
21-255 AnnepreH i3 - ocuHbin a4 (Vespula spp.), IgE| wucen. 480.00 530.00
21-256 AnnepreH i4 - ocuHbin a4 (Polistes spp.), IgE | wcen. 480.00 530.00
21-257 AnnepreH i1 - nyenuHbin 84, IgE mcen. 480.00 530.00
21-258 AnnepreH c2 - nenvumnnui V, IgE mcen. 480.00 530.00
21-259 AnnepreH c70 - nHcynuH cenHon, IgE mcen. 480.00 530.00
21-260 AnnepreH ¢71 - nHcynuH 6b14mi, IgE mcen. 480.00 530.00
21-261 AnnepreH c73 - nHCynuH Yenoseyeckuin, IgE | wmcen. 480.00 530.00
21-262 AnnepreH o1 - xnonok, IgE mcen. 480.00 530.00
21-263 AnnepreH k74 - wenk, IgE ncern. 480.00 530.00
AnnepreH k301 - MbiNb NWEHNYHON MYKH,
21-265 IgE ncen. 480.00 530.00
21-266 AnnepreH k80 - popmanbervg, IgE mcen. 480.00 530.00
21-267 AnnepreH k81 - oukyc, IgE ncern. 480.00 530.00
21-279 AnnepreH f210 - aHaHac, 1gG ncern. 480.00 530.00
21-280 AnnepreH f33 - anenbcuH, 19G ncern. 480.00 530.00
21-281 AnnepreH f13 - apaxuc, 19G ncern. 480.00 530.00
21-282 AnnepreH f92 - 6aHaH, 19G ncern. 480.00 530.00
21-285 AnnepreH f259 - BuHorpag, 1gG ncern. 480.00 530.00
21-286 annepreH f27 - rosaguHa, 1gG ncern. 480.00 530.00
21-287 AnnepreH f209 - rpenndpyrT, I1gG ncern. 480.00 530.00
21-289 AnnepreH f11 - rpeyHeBas myka, 1gG ncern. 480.00 530.00
21-294 AnnepreH f12 - 3eneHbin ropoLuek, 1gG ncern. 480.00 530.00
21-296 AnnepreH f216 - kanycTta koyaHHas, 1gG ncer. 480.00 530.00
21-297 AnnepreH f35 - kaptodens, IgG ncer. 480.00 530.00
21-299 AnnepreH f44 - knybHuka, 1gG ncer. 480.00 530.00
21-300 AnnepreH f36 - kokoc, 19G ncer. 480.00 530.00
21-303 AnnepreH f2 - kopoBbe Monoko, 1gG ncer. 480.00 530.00
21-305 AnnepreH f221 - kode, 19G ncern. 480.00 530.00
21-306 AnnepreH 23 - kpabbl, IgG ncern. 480.00 530.00
21-307 AnnepreH f24 - kpeBeTku, IgG ncern. 480.00 530.00
21-308 AnnepreH f83 - kypuHoe msco, 1gG ncern. 480.00 530.00
21-311 AnnepreH f208 - numoH, 19G ncern. 480.00 530.00
21-313 AnnepreH f41 - nococs, 1gG ncern. 480.00 530.00
21-314 AnnepreH f37 - muagus (rony6as), IgG ncern. 480.00 530.00
21-315 annepreH f20 - muHgans, IgG ncern. 480.00 530.00
21-316 AnnepreH f31 - mopkoBb, 19G ncern. 480.00 530.00
21-319 AnnepreH f244 - orypey, IgG ncern. 480.00 530.00
21-321 AnnepreH f45 - nekapckue gpoxokn, 1gG mcen. 480.00 530.00
AnnepreH d2 - nupornnuaHbIA Knewy,
21-324 Dermatophagoides farinae, IgG ncern. 480.00 530.00
21-329 AnnepreH f4 - nweHnyHasa myka, IgG ncern. 480.00 530.00
21-332 AnnepreH f26 - cBuHMHa, 1gG ncern. 480.00 530.00
21-333 AnnepreH f85 - cenbgepen, 1gG ncern. 480.00 530.00
21-334 annepreH f14 - coeble 606kbl, IgG ncern. 480.00 530.00
21-337 AnnepreH 25 - Tomartsl, 1gG ncern. 480.00 530.00
21-339 AnnepreH f3 - Tpecka, 19G ncern. 480.00 530.00
21-340 annepreH f40 - TyHeu, 19G ncern. 480.00 530.00
21-341 AnnepreH f204 - cdopens, IgG ncern. 480.00 530.00
21-342 AnnepreH f17 - dyHayk, 1gG ncern. 480.00 530.00




21-344 AnnepreH f105 - wokonag, 1gG ncern. 480.00 530.00
21-345 AnnepreH el - anuTenui Kowku, 19G mcen. 480.00 530.00
21-346 nneprex e2 - anutenui cobaku, 1gG ncern. 480.00 530.00
21-347 annepreH f49 - abnoko, IgG ncern. 480.00 530.00
21-348 AnnepreH f1 - anyHbIn 6enok, 1gG ncern. 480.00 530.00
21-349 AnnepreH f75 - an4HbIn XenTok, 1gG ncern. 480.00 530.00
21-350 annepreH 232 - osanbbymuH, 19G ncern. 480.00 530.00
21-351 AnnepreH f233 - oBomykoug, I1gG ncern. 480.00 530.00
21-352 AnnepreH f245 - anuo kypuHoe, 1gG ncern. 480.00 530.00
21-353 annepreH f231 - kunsgyeHoe monoko, IgG mcen. 480.00 530.00
21-354 AnnepreH f236 - monoyHas cblBOpoTKa, IgG mcen. 480.00 530.00
21-355 AnnepreH f76 - anbga-nakroansbymuH, IgG | wuccn. 480.00 530.00
21-356 AnnepreH f77 - 6eta-nakrornobynux, 19G ncern. 480.00 530.00
21-357 AnnepreH f78 - kaseuH, 19G ncern. 480.00 530.00
21-358 AnnepreH f81 - cbip "4yeggep"”, 1I9G ncer. 480.00 530.00
21-359 annepreH f82 - coip "Moyng", IgG ncern. 480.00 530.00
21-360 AnnepreH f254 - kambana, 1gG ncern. 480.00 530.00
21-361 annepreH f61 - capguna, 1gG ncern. 480.00 530.00
21-362 annepret f50 - ckymbpus, IgG ncern. 480.00 530.00
21-363 AnnepreH f80 - nobctep (omap), 19G ncern. 480.00 530.00
21-364 AnnepreH f338 - rpebewok, 1gG ncer. 480.00 530.00
21-366 AnnepreH f290 - yctpuubl, 1gG ncer. 480.00 530.00
21-368 annepreH f88 - 6apanuHa, IgG ncer. 480.00 530.00
21-369 annepreH f284 - nHgevika, 1gG ncer. 480.00 530.00
21-370 annepreH 212 - wamnuHboHbl, 1gG ncern. 480.00 530.00
21-371 AnnepreH f79 - knevikoBuHa (rnoTeH), 19G ncern. 480.00 530.00
21-372 AnnepreH f8 - Mmyka kykypy3Has, 1gG ncern. 480.00 530.00
21-373 AnnepreH f7 - myka oBcaHas, IgG ncern. 480.00 530.00
21-374 annepreH f5 - myka pxanas, 19G ncern. 480.00 530.00
21-375 AnnepreH f6 - Myka sumeHHas, 19G ncern. 480.00 530.00
21-376 AnnepreH 55 - npoco, 1gG ncern. 480.00 530.00
21-377 AnnepreH f9 - puc, IgG ncern. 480.00 530.00
21-378 AnnepreH 235 - yeyeBuua, 19G ncern. 480.00 530.00
21-379 AnnepreH f10 - kyHxyT, IgG ncern. 480.00 530.00
21-380 AnnepreH f309 - HyT (Typeukui ropox), 1IgG ncern. 480.00 530.00
21-381 AnnepreH f15 - daconb 6enas, 19G ncern. 480.00 530.00
21-382 AnnepreH f315 - cbaconb 3eneHas, 1gG ncern. 480.00 530.00
21-383 AnnepreH f287 - chaconb kpacHas, 19G ncern. 480.00 530.00
21-385 annepret f93 - kakao, 1gG ncern. 480.00 530.00
21-387 AnnepreH f202 - opex Kewebto, 1gG ncer. 480.00 530.00
21-389 annepreH f203 - ducTawkosble opexu, 1I9G mcen. 480.00 530.00
21-390 AnnepreH f403 - nuBHble gpoxoku, IgG ncer. 480.00 530.00
21-391 annepret f90 - conog, 1gG ncer. 480.00 530.00
21-393 AnnepreH f262 - 6aknaxaH, 19G ncer. 480.00 530.00
21-394 AnnepreH f260 - kanycta 6pokkonu, IgG ncer. 480.00 530.00
21-395 annepreH f217 - kanycta 6ptoccenbckas, 1IgG| wmcen. 480.00 530.00
21-396 AnnepreH f291 - kanycta uBetHas, 1gG ncern. 480.00 530.00
21-397 AnnepreH f225 - TbikBa, I1gG ncern. 480.00 530.00
21-398 annepreH 261 - cnapxa, 1gG ncern. 480.00 530.00
21-399 AnnepreH f86 - netpyLwika, 19G ncern. 480.00 530.00
21-401 annepreH 214 - wnwuhar, 19G ncern. 480.00 530.00
21-402 AnnepreH f47 - yecHok, 1gG ncern. 480.00 530.00
21-403 AnnepreH f48 - nyk, 1gG ncern. 480.00 530.00
21-405 AnnepreH f234 - BaHunb, 19G ncern. 480.00 530.00
21-406 annepreH f89 - ropunua, IgG ncer. 480.00 530.00




21-408 annepreH 270 - umbwups, 1gG ncern. 480.00 530.00
21-409 AnnepreH f281 - kappu (npunpasa), IgG ncern. 480.00 530.00
21-410 AnnepreH f278 - naBpoBbIn nncT, IgG ncern. 480.00 530.00
21-413 AnnepreH f405 - maTa, 19G ncern. 480.00 530.00
AnnepreH f218 - nepeL kKpacHbIn (nanpuka),
21-414 IgG ncer. 480.00 530.00
21-415 annepreH 263 - nepew 3enexelnn, 1IgG ncern. 480.00 530.00
21-416 AnnepreH f280 - nepey YepHbin, IgG ncer. 480.00 530.00
21-421 AnnepreH f237 - abpukoc, 1gG ncern. 480.00 530.00
21-422 annepreH f96 - aBokago, 1gG ncern. 480.00 530.00
21-423 AnnepreH f242 - BuwHs, IgG ncern. 480.00 530.00
21-424 annepreH f94 - rpywa, 1gG ncern. 480.00 530.00
21-425 AnnepreH f87 - gbiHg, 19G ncern. 480.00 530.00
21-426 AnnepreH f402 - nnxup, 1gG ncern. 480.00 530.00
21-427 annepreH 84 - kusu, IgG ncer. 480.00 530.00
21-429 annepreH f91 - manro, 19G ncern. 480.00 530.00
21-432 annepreH f95 - nepcuk, 1gG ncern. 480.00 530.00
21-433 annepreH 255 - cnuBa, IgG ncern. 480.00 530.00
21-434 AnnepreH f289 - donHuky, IgG ncern. 480.00 530.00
21-435 annepret f301 - xypma, 19G ncer. 480.00 530.00
annepreH 288 - arogbl poga 6pyCHUYHBIX
21-436 (4epHuka, ronybuka, 6pycHuka), 1IgG ncer. 480.00 530.00
21-437 AnnepreH k84 - macno nogconHeyHoe, 1gG ncer. 480.00 530.00
naHenb annepreHoB XmnBoTHbIX Ne 70 (IgE):
3MUTENUIN MOPCKOWM CBUHKW, 3NUTENUN
21-528 KPOmnuKa, XOMsIK, Kpbica, MblLlb mcen. 1045.00 1150.00
MaHenb annepreHoB xuBoTHbIX Ne 71 (IgE):
nepo rycsl, Nepo KypuLbl, NePO YyTKW, Nepo
21-529 MHAIOKA uccern. 1045.00 1150.00
MaHenb annepreHoB xuBoTHbLIX Ne 72 (IgE):
nepo BOMHWCTOro nomnyrasi, nepo nonyras,
21-530 nepo KaHapewku mcen. 1045.00 1150.00
MaHenb "npodeccnoHanbHbIX" annepreHoB
Ne 1 (IgE): nepxoTb nowagu, NnepxoTb
21-531 KOPOBbI, MEPO rycs, Nepo KypuLibl mcen. 1045.00 1150.00
MaHenb knewesbix annepreHoB Ne 1 (IgE):
Dermatophagoides pteronyssinus,
Dermatophagoides farinae,
Dermatophagoides microceras,
Lepidoglyphus destructor, Tyrophagus
putrescentiae, Glycyphagus domesticus,
21-533 Euroglyphus maynei, Blomia tropicalis mcen. 1045.00 1150.00
MaHenb annepreHoB aepeBbe Ne 1 (IgE):
KIEH siceHenucTbIv, 6epesa, Bs3, oyo,
21-534 rpeLKnii opex mcen. 1045.00 1150.00
MaHenb annepreHoB aepeBbeB Ne 2 (IgE):
21-535 KINeH ICEHENUCTbIN, ToNonb, BA3, Ay6, nekaH | uccn. 1045.00 1150.00
MaHenb annepreHoB aepeBbeB Ne 5 (IgE):
onbxa, newmHa obbIkKHOBEHHas!, BA3, MBa
21-537 6enas, Tononb ncer. 1045.00 1150.00
naHenb annepreHoB copHbix Tpae Ne 1 (IgE):
ambpo3auns 06bIKHOBEHHas!, MOMbiHb
00ObIKHOBEHHAs!, MOAOPOXHUK, Mapb Benas,
21-538 30MbHWK/COMNsIHKA, NOTaLIHMWK mcen. 1045.00 1150.00




21-540

MaHenb nuwesbix annepreHoB Ne 3 (IgE):
MNweHnYHasi Myka, OBCsIHasi MyKa,
KYKypy3Hasi Myka, CeMeHa KyHxXyTa,
rpeyHeBasi Myka

NCCI1.

1045.00

1150.00

21-541

MaHenb nuwesbix annepreHoB Ne 1 (IgE):
apaxvc, MMHaarnb, yHayK, KOKOC,
6pasunnbCKuii opex

NCCI1.

1045.00

1150.00

21-542

MaHenb nuwesbix annepreHoB Ne 2 (IgE):
Tpecka, TYHeL, KpeBETKU, NTOCOCh, MUAUM

NCCI1.

1045.00

1150.00

21-544

MaHenb nuwesbix annepreHoB Ne 6 (IgE):
pyC, CEMEHa KyHXyTa, NeHUYHasi MyKa,
rpeyHeBast Myka, coeBble 600bI

NCCI1.

1045.00

1150.00

21-545

naHens nuwesbix annepreHoB Ne 7 (IgE):
ANYHBIA 6enoK, puc, KOPOBbE MOIOKO,
apaxuc, NeHNYHas Myka, coeBble 606bl

NCCI1.

1045.00

1150.00

21-546

MaHenb nuwesbix annepreHoB Ne 13 (IgE):
3eneHbln ropoluek, 6enas daconb, MOPKOBb,
KapTogenb

NCCI1.

1045.00

1150.00

21-547

MaHenb nuwesbix annepreHoB Ne 15 (IgE):
anenbcuH, 6aHaH, s6roKo, Nepcmk

NCCI1.

1045.00

1150.00

21-548

MaHenb nuwesbix annepreHoB Ne 24 (IgE):
bYHAOYK, KPEBETKU, KMBU, BaHaH

NCCI1.

1045.00

1150.00

21-549

MaHenb nuwesbix annepreHoB Ne 25 (IgE):
CeMeHa KyHXyTa, NeKkapckue ApOoXKu,
YeCHOK, cenbaepen

NCCI1.

1045.00

1150.00

21-553

MaHenb nuwesbix annepreHoB Ne 50 (IgE):
KMBM, MaHro, 6aHaHbl, aHaHac

NCCI1.

1045.00

1150.00

21-554

naHens nuwesbix annepreHos Ne 51 (IgE):
TOoMaThbl, KapTodernb, MOPKOBb, YECHOK,
ropyvua

NCCI1.

1045.00

1150.00

21-556

naHernb MHransiunoHHbIx annepreqHos Ne 1
(IgE): exa cbopHas, TMModeeBKa, KOHCKUIA
KaluTaH, aMbpo3unsi 0BbIKHOBEHHAsI, MOSbIHb
06bIKHOBEHHas

NCCI1.

1045.00

1150.00

21-557

MaHenb MHransiLMoHHbIX annepreHoB Ne 2
(IgE): TuModbeeBka, Alternaria alternata
(tenuis), 6epesa, nonbiHb 0O6LIKHOBEHHAS

NCCI1.

1045.00

1150.00

21-558

MaHenb nHransaumnoHHbIX annepreHos Ne 3
(IgE): Dermatophagoides pteronyssinus,
ANUTENUIA KOLLIKK, 3NUTENnn cobaku,
Aspergillus fumigatus

NCCI1.

1045.00

1150.00

21-559

MaHenb MHransiLMoHHbIX annepreHoB Ne 6
(IgE): Cladosporium herbarum, Tumodpeeska,
Alternaria alternata (tenuis), 6epesa, nonbiHb
06bIKHOBEHHas

NCCI1.

1045.00

1150.00

21-560

naHernb MHransiunoHHbIx annepreHos Ne 8
(IgE): anutenui kowkn, Dermatophagoides
pteronyssinus, 6epesa, nepxoTb cobaku,
nonblHb 06bIKHOBEHHAS, TUMOGEEBKA, POXKb
KyNbTUBUPOBaHHas, NNecHeBbIN rpmb
(Cladosporum herbarum)

NCCI1.

1045.00

1150.00

21-561

MaHenb nHranAaumnoHHbIX annepreHos Ne 9
(IgE): anuTtenuii Kowwkn, nepxoTe cobaku,
oBcsHUUa nyrosas, Alternaria alternata
(tenuis), NogOPOXHUK

NCCI1.

1045.00

1150.00




MaHenb annepreHoB nnecexHn Ne1 (IgG):
Penicillum notatum, Aspergillus fumigatus,
Alternaria tenuis, Cladosporium herbarum,

21-563 Candida albicans mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 3 (IgG):
nweHnYHas Myka, OBCsiHas Myka,
KyKypy3Hasi MyKa, CeMeHa KyHXyTa,
21-582 rpeyHeBas Myka mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 1 (IgG):
apaxuc, MMHAanb, MyHAYK, KOKOC,
21-583 6pa3nnbCKUn opex mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 2 (IgG):
21-584 Tpecka, TyHeL,, KpeBEeTKM, JI0CoCb, Muaun mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 5 (IgG):
ANYHBIA 6enoK, KOpoBbe MOMOKO, Tpecka,
21-585 nweHn4yHas Myka, apaxuc, coesble 600bI mcen. 1045.00 1150.00
naHens nuwiesbix annepreHoB Ne 6 (IgG):
pucC, CeMeHa KyHXyTa, NieHnYHasa Myka,
21-586 rpeyHeBas Myka, coeBble 606bl mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 7 (IgG):
ANYHBIA 6EnoK, puc, KOPOBbE MOIOKO,
21-587 apaxuc, NeHNYHas Myka, coeBble 606bl mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 13 (IgG):
3eneHbln ropoluek, 6enas daconb, MOPKOBb,
21-588 KapTodenbs mcen. 1045.00 1150.00
naHens nuwiesbix annepreHoB Ne 15 (IgG):
21-589 anenbcuH, 6aHaH, s6roKo, Nepcmk ucen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 24 (IgG):
21-590 dyHAYK, KpEBETKN, KMBW, HaHaH mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 25 (IgG):
CeMeHa KyHXyTa, NeKkapcKkue ApoXiKM,
21-592 YECHOK, cenbaepem mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 26 (IgG):
21-593 ANYHBIA 6EnoK, MOMOKO, apaxwuc, ropymua mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 50 (IgG):
21-595 KUBW, MaHro, 6aHaHbl, aHaHac ucen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 51 (IgG):
TOoMaThbl, KapTodernb, MOPKOBb, YECHOK,
21-596 ropyvua mcen. 1045.00 1150.00
MaHenb nuwesbix annepreHoB Ne 73 (IgG):
CBWMHWHA, KYpUHOE MSCO, rOBSIANHA,
21-597 6apaHuHa ncern. 1045.00 1150.00
21-604 AnnepreH c68 - apTukavH/ynbTpakavH, IgE mcen. 760.00 840.00
21-605 AnnepreH c88 - menuBakavH/nonokawvx, Ige mcen. 760.00 840.00
21-606 AnnepreH c82 - nugokauH/kcunokavH, IgE mcen. 760.00 840.00
21-607 AnnepreH ¢83 - npokauH/HoBoKawH, IgE mcen. 760.00 840.00
21-608 AnnepreH c86 - 6eH3okauH, IgE mcen. 760.00 840.00
21-609 AnnepreH ¢100 - npunokavH/uutaxecr, IgE mcen. 760.00 840.00
AnnepreH c89 -
21-610 6ynvBakanH/aHekanH/mapkavH, IgE ncern. 760.00 840.00
21-611 anneprex c210 - TeTpakauH/gukavH, IgE mcen. 760.00 840.00
21-612 AnnepreH k40 - Hukenb, IgE ncern. 2340.00 2580.00
21-613 AnnepreH k41 - xpowm, IgE ncern. 2340.00 2580.00
21-614 AnnepreH k43 - 3onoTo, IgE ncern. 2340.00 2580.00
21-615 AnnepreH k44 - measb, IgE mcen. 2340.00 2580.00
21-616 AnnepreH k45 - nnatuHa, IgE ncern. 2340.00 2580.00




21-617 AnnepreH k46 - kobanbT, IgE mcen. 2340.00 2580.00

21-618 AnnepreH k48 - nannagun, IgE mcen. 2340.00 2580.00

21-619 AnnepreH b1 - akpun, IgE mcen. 2340.00 2580.00
AnnepreH e1 - anUTENUIn 1 NEPXOTb KOLLIKK,

21-620 IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH e5 - nepxoTb cobaku, IgE

21-621 (ImmunoCAP) ncern. 865.00 960.00

21-622 AnnepreH f245 — ainuo, IgE (ImmunoCAP) ncer. 865.00 960.00
AnnepreH f83 - msaco kypuubl, IgE

21-623 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH f1 - anyHebIn 6enok, IgE

21-624 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH 75 - au4HbI xenTok, IgE

21-625 (ImmunoCAP) ncern. 865.00 960.00
nnepreH e85 - nepo kypuusl, IgE

21-626 (ImmunoCAP) ncern. 865.00 960.00

21-627 AnnepreH f2 - monoko, IgE (ImmunoCAP) ncern. 865.00 960.00

21-628 AnnepreH f27 - roaguHa, IgE (ImmunoCAP) | wuccn. 865.00 960.00
AnnepreH f231 - kuns4yeHoe monoko, IgE

21-629 (ImmunoCAP) ncern. 865.00 960.00

21-630 AnnepreH f78 - ka3euH, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH d2 - knew AoMaLlLHEN Nbinm
Dermatophagoides farinae, IgE

21-631 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH h1 - gomawHsas neinb (Greer), IgE

21-632 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH h2 - pomawHsasa neinb (Hollister),

21-633 IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH f7 - oBec, oBcsiHas Myka, IgE

21-634 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH f11 - rpeuunxa, rpeyHeBas myka,

21-635 IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH 79 - rnoTeH (knenkosuHa), IgE

21-636 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH f5 - poxb, pxxaHas myka, IgE

21-637 (ImmunoCAP) ncern. 865.00 960.00

21-638 AnnepreH f9 - puc, IgE (ImmunoCAP) ncern. 865.00 960.00

21-639 AnnepreH f3 - Tpecka, IgE (ImmunoCAP) ncern. 865.00 960.00

21-640 AnnepreH f41 - nococb, IgE (ImmunoCAP) ncern. 865.00 960.00

21-641 AnnepreH f204 - cdopenb, IgE (ImmunoCAP) | wuccn. 865.00 960.00

21-642 AnnepreH f93 - kakao, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH f33 - anenbcuH, IgE

21-643 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH f35 - kapTodens, IgE

21-644 (ImmunoCAP) ncern. 865.00 960.00

21-645 AnnepreH f31 - mopkoBb, IgE (ImmunoCAP) | wuccn. 865.00 960.00

21-646 AnnepreH 25 - Tomatbl, IgE (ImmunoCAP) ncern. 865.00 960.00

21-647 AnnepreH f49 - a6noko, IgE (ImmunoCAP) ncern. 865.00 960.00

21-648 AnnepreH f92 - 6aHaH, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH f259 - BuHorpag, IgE

21-649 (ImmunoCAP) ncern. 865.00 960.00

21-650 AnnepreH f44 - knybHuka, IgE (ImmunoCAP) | wuccn. 865.00 960.00

21-651 AnnepreH f208 - numoH, IgE (ImmunoCAP) ncern. 865.00 960.00




21-652

AnnepreH f291 — uBeTHas kanycra, IgE
(ImmunoCAP)

NCCI1.

865.00

960.00

21-653

AnnepreH 225 - TbikBa, IgE (ImmunoCAP)

NCCI1.

865.00

960.00

21-654

AnnepreH f26 - cBuHuHa, IgE (ImmunoCAP)

NCCI1.

865.00

960.00

21-655

AnnepreH f284 - msico uHgenku, IgE
(ImmunoCAP)

NCCI1.

865.00

960.00

21-656

AnnepreH t14 - Tonons, IgE (ImmunoCAP)

NCCI1.

865.00

960.00

21-657

AnnepreH t3 - 6epesa 6oponas4yaras, IgE
(ImmunoCAP)

NCCI1.

865.00

960.00

21-658

AnnepreH w8 - ogyBaHuuk, IgE
(ImmunoCAP)

NCCI1.

865.00

960.00

21-659

AnnepreH w6 - nonbiHb, IgE (ImmunoCAP)

NCCI1.

865.00

960.00

21-660

AnnepreH t2 - onbxa cepas, IgE
(ImmunoCAP)

NCCI1.

865.00

960.00

21-661

AnnepreH g6 - TUModeeBka nyrosas, IgE
(ImmunoCAP)

NCCI1.

865.00

960.00

21-662

MaHenb GbITOBLIX annepreHoB hx2
(ImmunoCAP), IgE: gomaluHas Nbinb, Knewy,
JomawuHen nbinu D. pteronyssinus, knety
JomawHen nobinv D. farinae, TapakaH pbbkui

NCCI1.

1045.00

1150.00

21-663

MaHenb annepreHos nneceHn mx1
(ImmunoCAP), IgE: Penicillium
chrysogenum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata

NCCI1.

1045.00

1150.00

21-664

MaHenb annepreHoB 3nakoBbIX Tpas gx1
(ImmunoCAP), IgE: exxa cbopHas, oBCsHMLUA
nyrosas, nnesen, TMModeeBka fnyrosas,
MSATNIUK NYyroBomn

NCCI1.

1045.00

1150.00

21-665

AnnepreH e87 - kpbica, IgE

NCCI1.

480.00

530.00

21-666

MaHenb annepreHoB XUBOTHbIX €X2
(ImmunoCAP), IgE: nepxoTb KOLLKM, NepxoTb
cobaku, aNUTen1Mn MOPCKOWM CBMHKM, KpbICca,
MblILLb

NCCI1.

1045.00

1150.00

21-667

MaHenb annepreHoB COpHbIX TpaB Wx5
(ImmunoCAP), IgE: ambpo3sus Bbicokas,
nonblHb, HUBSIHWK, OJYBaH4MK, 30M10TapPHMK

NCCI1.

1045.00

1150.00

21-668

MaHenb nNueBbIX annepreHoB fx5
(ImmunoCAP), IgE: anyHbIn 6enok, MOroko,
Tpecka, nuwexHuua, apaxuc, cos

NCCI1.

1045.00

1150.00

21-669

MaHenb NueBbIX annepreHos fx73
(ImmunoCAP), IgE: cBuHUHa, roBaguHa,
Kypuua

NCCI1.

1045.00

1150.00

21-670

MaHenb annepreHoB COPHbIX TPaB Wx3
(ImmunoCAP), IgE: nonbiHb, NOAOPOXHUK
NaHUEeTOBMAHbIN, Mapb, 30M0TapHUK,
Kpanvuea AByAoMHas

NCCI1.

1045.00

1150.00

21-671

MaHenb annepreHoB TpaB wx209
(ImmunoCAP), IgE: ambpo3sus Bbicokas,
ambpo3us ronomertenbyaTas, ambpo3ns
TpexHagpesHas

NCCI1.

1045.00

1150.00

21-672

MaHenb nuwweBbIx annepreHos fx26
(ImmunoCAP), IgE: an4HbIn 6enok, kopoBbe
MOMOKO, apaxuc, ropymua

NCCI1.

1045.00

1150.00

21-673

Anneproynn ImmunoCAP

NCCI1.

30590.00

33650.00

21-674

AnnepreH f4 - nweHunLa, NWeHWYHas Myka,
IgE (ImmunoCAP)

NCCI1.

865.00

960.00




21-675 ®agunarton (ImmunoCAP) ncern. 2030.00 2240.00

21-676 Pagunarton getckmun (ImmunoCAP) ncern. 2700.00 2970.00

21-677 AnnepreH f14 — cos, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH d1 - knew AoMalLHEN Nbinm
Dermatophagoides pteronyssinus, IgE

21-678 (ImmunoCAP) ncern. 865.00 960.00
AnneprokomnoHeHT t215 - 6epe3sa rBet v1

21-681 PR-10, IgE (ImmunoCAP) ncen. 2820.00 3110.00
AnneprokomnoHeHT f232 - oBanb6yMuH qanLa

21-682 nGal d2, IgE (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT f233 - oBoMykong siua

21-683 nGal d1, IgE (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT k208 - nusouum anua

21-684 nGal d4, IgE (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT f323 - koHanbOyMuH

21-685 anua nGal d3, IgE (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT f419 - nepcuk rPru p1

21-686 PR-10, IgE (ImmunoCAP) ncen. 2820.00 3110.00
AnneprokomnoHeHT f420 - nepcuk rPru p3

21-687 LTP, IgE (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT f421 - nepcuk rPru p4

21-688 MpodumnuH, IgE (ImmunoCAP) ncern. 2820.00 3110.00
AnnepreH f45 - nekapckue apoxoku, IgE

21-689 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH t15 - aceHb amepukaHckui, IgE

21-690 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH e70 - nepo rycs, IgE

21-691 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH e86 - nepo yTkun, IgE

21-692 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH €213 - nepo nonyras, IgE

21-693 (ImmunoCAP) ncern. 865.00 960.00

21-694 AnnepreH f84 - kusu, IgE (ImmunoCAP) ncern. 865.00 960.00

21-695 AnnepreH f24 - kpeBeTku, IgE (ImmunoCAP) | wuccn. 865.00 960.00
AnnepreH f221 - 3epHa kodpe, IgE

21-696 (ImmunoCAP) ncern. 865.00 960.00

21-697 AnnepreH f247 - meg, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH m6 - Alternaria alternata, IgE

21-698 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH m3 - Aspergillus fumigatus, IgE

21-699 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH m2 - Cladosporium herbarum, IgE

21-700 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH m227 - Malassezia spp., IgE

21-701 (ImmunoCAP) ncern. 865.00 960.00
MaHenb annepreHoB AepeBbes tx9
(ImmunoCAP), IgE: onbxa cepas, 6epesa

21-702 6opoaasyartas, newwmHa, oy6, uea nucen. 1045.00 1150.00
AnneprokomnoHeHT g213 - TumodpeeBka
nyroBasi (recombinant) rPhl p1, rPhl p5b, IgE

21-703 (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokoMnoHeHT g214 - TumodpeeBka
nyrosasi (recombinant) rPhl p7, rPhl p12, IgE

21-704 (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT t221 - 6epe3a rBet v 2,
rBet v 4 (pekombUHaHTHLIN), IgE

21-705 (ImmunoCAP) ncern. 2820.00 3110.00




AnneprokomnoHeHT w230 - ambpo3us

21-706 (recombinant) nAmb a 1, IgE (ImmunoCAP) | wuccn. 2820.00 3110.00
AnneprokomnoHeHT 76 - anbda-

21-710 naktans6ymuH nBos d 4, IgE (ImmunoCAP) | wuccn. 2820.00 3110.00
AnneprokomMnoHeHT €204 - 6bi4ni
CbIBOPOTOYHbIN anbbymuH nBos d6, IgE

21-712 (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT f77 - 6eTa-

21-713 naktornobynuH nBos d 5, IgE (ImmunoCAP) | wuccn. 2820.00 3110.00
AnnepreH t4 - newmnHa obbIKHOBEHHas, IgE

21-714 (ImmunoCAP) ncer. 865.00 960.00

21-715 AnnepreH t7 - gy6, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH t12 - nea 6enas, IgE

21-716 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH i6 - TapakaH-npycak, IgE

21-717 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH g8 - matnuk nyroson, IgE

21-718 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH g5 - poxb MHOronetHss, IgE

21-719 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH g4 - oBcsHuUua nyroeas, IgE

21-720 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH g3 - exa cbopHas, IgE

21-721 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH g16 - nucoxsocT nyrosou, IgE

21-722 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH g204 - panrpac paHLy3cKui

21-723 Bbicokui, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH g2 - cBMHOpou nanb4yatbinn, IgE

21-724 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH g11 - kocTep noneson, IgE

21-725 (ImmunoCAP) ncern. 865.00 960.00

21-726 AnnepreH g9 - nonesnua, IgE (ImmunoCAP) | wuccn. 865.00 960.00
AnnepreH g1 - konocok gywmcteln, IgE

21-727 (ImmunoCAP) ncern. 865.00 960.00
MaHenb annepreHoB XUBOTHLIX €X73
(ImmunoCAP), IgE: nepbs nTuy; rycs,

21-728 Kypuubl, YTKK, nonyras ncern. 1045.00 1150.00
AnnepreH e6 - anuMTennin MOPCKOWN CBUHKM,

21-729 IgE (ImmunoCAP) ncer. 865.00 960.00
AnnepreH w1 - am6po3us Bbicokas, IgE

21-730 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH w7 - HUBSIHWK (MOMNOBHKK), IgE

21-731 (ImmunoCAP) ncer. 865.00 960.00
AnnepreH w12 — 3onotapHuk IgE

21-732 (ImmunoCAP) ncern. 865.00 960.00

21-733 AnnepreH f13 - apaxuc, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH w206 - pomaluka, IgE

21-734 (ImmunoCAP) ncern. 865.00 960.00
AnnepreH t209 - rpab o6blkHOBEHHbIN, IgE

21-735 (ImmunoCAP) ncern. 865.00 960.00

21-736 AnnepreH t208 - nuna, IgE (ImmunoCAP) ncern. 865.00 960.00
AnnepreH f300 - ko3be Mmonoko, IgE

21-737 (ImmunoCAP) ncern. 865.00 960.00




CymmapHble MmyHornobynuHel E (IgE) B

21-738 cbiBopoTke (ImmunoCAP) ncern. 3590.00 3950.00
AnneprokomnoHeHT €94 - kowka rFel d1, IgE

21-739 (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokoMnoHeHT w231 - nonbiHb NArt v1,

21-740 IgE (ImmunoCAP) ncern. 2820.00 3110.00
AnneprokomnoHeHT €101 - cobaka rCan f 1,

21-741 IgE (ImmunoCAP) ncern. 2820.00 3110.00

21-742 AnnepreH f256 - opex rpeukuii (nnog), 1gG ncern. 480.00 530.00
AnnepreH e78 - nepo BOMHWUCTOro nonyras,

21-754 IgE ncern. 480.00 530.00

40-001 4 065a3aTenbHbIX aHanu3a, 3KCnpecc ucen. 1765.00 1950.00

40-003 Manenb TectoB "TORCH-IgG" ncern. 1500.00 1650.00

40-004 MaHenb TectoB "TORCH-IgM" mcen. 1850.00 2040.00
BepemeHHOCTb - NMpeHaTanbHbIA CKPUHUHT
Tpucomui | TpumecTpa 6epemeHHOCTH

40-006 (cungpom fayHa) ncer. 1215.00 1340.00
BepemeHHOCTb - lNMpeHaTanbHbIA CKPUHUHT

40-007 Tpucomuii |l TpumecTpa 6epemeHHoCTH mcen. 1140.00 1260.00

40-008 "pynna KpoBu 1 pesyc-aktop mcen. 460.00 510.00

40-023 JlabopaTtopHasi guarHocTka aHemui mcen. 3100.00 3410.00

40-029 YKeHckas oHkonorus mcen. 4045.00 4450.00
ExxerogHoe nabopaTtopHoe obcnegosaHue

40-033 MYXYUHbI mcen. 7130.00 7850.00
ExxerogHoe nabopaTtopHoe obcnegosaHve

40-034 JKEHLUMHBI uccern. 6950.00 7650.00

40-035 MaHenb TectoB "TORCH-aHTUTENA" ncern. 3350.00 3690.00

40-039 Jlunugorpamma mcen. 675.00 750.00
WHTUMHBIV - ONTUManbHbIN - aHanu3 maska y

40-042 JKEHLLMH ncen. 3085.00 3400.00
WHTUMHBIV - oNTUManbHbIN - aHanu3 maska y

40-043 MYX4MH mcen. 2185.00 2410.00
MnaHnpoBaHne 6epeMeHHOCTU - 300POBbEe

40-044 napTHEPOB (4715 XEHLWH) ncer. 1765.00 1950.00
MnaHupoBaHue 6epemeHHOCTH -

40-045 ob6s3aTenbHble aHanu3bl mcen. 4200.00 4620.00
MnaHupoBaHue 6epemeHHOCTH -

40-046 ropMoHarnbHble aHanusabl mcen. 2860.00 3150.00
naHupoBaHue 6epeMeHHOCTY -

40-047 Heobxoanmble aHanM3bl uccer. 4705.00 5180.00

40-049 BepemeHHOCTb - | TpUMecTp mcen. 8030.00 8840.00

40-050 BepemeHHoCTb - |l TpUMecTp mcen. 925.00 1020.00

40-051 epemeHHocTb - |l TpumecTp mcen. 4695.00 5170.00
KnuHunyecknin n Guoxmmmnyeckin aHanms

40-063 KPOBM - OCHOBHbIE MoKasarenu mcen. 2500.00 2750.00
Pa3BepHyToe nabopaTtopHoe obcnegosaHue

40-065 LLINTOBMAHOWM XKenesbl nucen. 3300.00 3630.00
BupycHble renatutol. [lepBuyHas

40-080 [uarHocTuka uccer. 1345.00 1480.00
BupycHbii renatut A. KoHTponb

40-081 3PPEKTMBHOCTU Nocne fneveHms mcen. 1550.00 1710.00
BupycHbii renatnt A. O6cnegoeaHue

40-082 KOHTaKTHbIX NN, uccer. 720.00 800.00
BupycHbii renatut B. AHanu3abl nepen

40-083 BaKUMHaUmen uccer. 1310.00 1450.00




BupycHbii renatut B. O6cnegosaHuve npu
Nnofo3peHnn Ha cynepuHdekumio renatuta
B+D c uenbto onpegeneHms opmbl 1

40-084 cTagum 3aboneBaHus uccer. 4165.00 4590.00
BupycHbii renatut B. KOHTpOnb akTMBHOCTU

40-085 BUpyca nepen Ha4yanom nevyeHus mcen. 3580.00 3940.00
BupycHbii renatut B. KOHTpOnb akTMBHOCTU

40-086 BMpYyca Nocne rneyvyeHmns ncern. 4500.00 4950.00
BupycHbii renatut B. O6cnegoBanve ansi
WCKIIoOYeHns Bupyca renatuta B, B Tom

40-087 Yuncrne y KOHTaKTHbIX L mcen. 1310.00 1450.00
BupycHbii renatut B. Onpegenexve dopmel

40-088 1 ctaguun 3aboneeaHus nucen. 3025.00 3330.00
BupycHbivi renatut B. SddpekTnBHOCTD
npoBedeHHOW BakUMHaLuy 1 onpegeneHne

40-089 HeobXxoaMMOCTN peBakLMHaALUN uccern. 580.00 640.00
BupycHbivi renatut C. AHanusbl nepeg

40-091 Ha4arnom nevyeHus mcen. 4610.00 5080.00
BupycHbivi renatut C. KoHTponb akTMBHOCTU

40-092 BMpyca BO BpeMs 1 Moche nevyeHus mcen. 3760.00 4140.00
BupycHbivi renatut C. AHanusbl ons
nepBUYHOrO BblisiBNeHWs 3aboneBaHus.

40-094 O6cneoBaHNe KOHTAKTHbIX NALL uccern. 925.00 1020.00
HapyLueHns MeHCTpyanbHOro uukna

40-101 (ropmoHanbHbIV Npochuiib) ncern. 1620.00 1790.00

40-105 MeHonay3a (ropMoHanbHbIN Npodnnb) mcen. 1575.00 1740.00
locnuTanusauns B XMpypruyeckin

40-111 cTauunoHap ncern. 3660.00 4030.00
locnutanu3auus B TepaneBTUHECKUIA

40-112 cTauuoHap ucen. 2690.00 2960.00
ExxerogHoe nabopaTtopHoe obcnegosaHue

40-113 pebeHka mcen. 3050.00 3360.00

40-114 3p0opoBbe pebeHka - MrageH4YecTBo mcen. 1130.00 1250.00

40-115 3popoBbe pebeHka - nepBble Wwarun mcen. 2440.00 2690.00

40-116 3p0opoBbe pebeHka - OLIKObHbIN mcen. 2510.00 2770.00

40-117 4 obsi3aTenbHbIX aHanusa mcen. 960.00 1060.00

40-118 VHTUMHBIV - NIIOC - aHanm3 maska y XeHLmMH | unccer. 3460.00 3810.00
VMHTUMHBIV - MakcUManbHbIA - aHanua maska

40-119 Y KEHLUUH MCCI. 3760.00 4140.00
Bunupy6uH u ero dpakumm (0oLwumia, NpsiMon

40-120 1 HenpsiMon) mcen. 255.00 290.00

40-121 BanaHc aHgporeHoB mcen. 1920.00 2120.00
J1abopaTopHbI CKPUHUHT MHADEKLINIA

40-122 MOYEBbIBOASALLMX NYTEN N NOYEK ncen. 950.00 1050.00

40-123 JlabopaTtopHoe obcnegoBaHve - TpocTaTuT mcen. 2280.00 2510.00
JlTabopaTtopHoe obcnegoBaHve - racTpuT

40-124 sA3BeHHas bonesHb xenygka mcen. 3900.00 4290.00
AHnTuTena k Toxoplasma gondii (IgG) ¢

40-128 ornpegeneHvemM asMgHoCTH uccern. 2580.00 2840.00
AnTuTena k Cytomegalovirus (IgG) ¢

40-129 ornpegeneHvemM asMgHoCTH uccern. 2520.00 2780.00

40-130 VHTUMHBIV - N0C - ANA MY>XYUH mcen. 2400.00 2640.00
JlabopaTtopHasi guarHocTuka

40-131 xenesogepuumMTHOM aHemMun uccer. 1180.00 1300.00




PasBepHyTas nabopaTopHasi AuarHocTuka

40-132 aHeMun ncern. 4000.00 4400.00
JTabopatopHoe o6cnegoBaHue npu

40-133 peBMaTtongHoMm apTpure mcen. 2175.00 2400.00
Pa3BepHyTOe nabopaTtopHoe obcnegosaHue

40-134 novex mcen. 2895.00 3190.00
JTabopatopHoe o6cnenoBaHuve npu

40-135 mMeTabonnyeckom cuHgpome mcen. 3120.00 3440.00
OO6wwit nabopaTopHbIA CKPUHUHT

40-136 (oHKONOrMYeckui) ncern. 1755.00 1940.00
JlTabopaTopHble Mapkepbl paka MONIOYHOW

40-137 xernesbl ncern. 1180.00 1300.00

40-138 JlabopaTopHble Mapkepbl paka ferkmnx mcen. 4720.00 5200.00

40-139 6opaTopHble MapKepbl paka LUeikn MaTku mcen. 4910.00 5410.00
Pa3BepHyTas nabopaTtopHas guarHocTuka

40-140 arepockneposa mcen. 3385.00 3730.00

40-141 ATepoCcKpvH onTUManbHbIN mcen. 940.00 1040.00
JlabopatopHoe o6cnegoBaHme npu

40-142 apTepuanbHON rmnepTeH3nm mcen. 1950.00 2150.00
6opaTopHasi AguarHocTnka ocTporo
KOpOHapHOro cuHgpoma u uHdapkTta

40-143 Muokapaa (onTumanbHbI) ncern. 1600.00 1760.00
JlTabopaTtopHasi guarHocTka ocTporo
KOpOHapHOro cuHgpoma u uHdapkTta

40-144 Munokapaa (MMHMManbHbIN) ncern. 1370.00 1510.00
My>KCKOI ropMoHanbHbIN cTaTyc - 6a3oBble

40-148 nabopaTopHble NokasaTenu mcen. 1645.00 1810.00
YKeHckui ropMoHarnbHebI cTaTtyc - 6asoBble

40-149 nabopaTopHble NokasaTenu mcen. 1310.00 1450.00

40-150 JlTabopaTopHbIN CKPUHWHT NPU TMPCYTU3MeE mcen. 2100.00 2310.00

40-151 OueHka pyHKUMM HaaNOYEYHUKOB uccern. 1970.00 2170.00
KomnnekcHoe ceponornyeckoe
obcnegoBaHue Ha ayTOMMMYHHblEe

40-153 3HOOKpUHONaTUU ucen. 6960.00 7660.00

40-154 JlabopaTopHble Mapkepbl paka SU4HUKOB mcen. 1370.00 1510.00
JlTabopaTtopHble Mapkepbl paka ToncTon

40-155 KULLIKK mcen. 1180.00 1300.00
Ceponoruyeckas gnarHocTuka Helicobacter

40-157 pylori mcen. 1035.00 1140.00

40-159 JlabopaTopHasi guarHocTvka remoxpomarosa | ucci. 1680.00 1850.00

40-161 JlabopaTtopHas guarHocTvka naHkpeaTtuTa mcen. 1420.00 1570.00
JlabopaTtopHasi guarHocTkKa 1 MOHUTOPUWHT
aTpoduyeckoro ractputa u a3BeHHON

40-162 6onesHn ncern. 2450.00 2700.00
Ceponoruyeckas gnarHocTvka Kopw,

40-163 napoTuTa n KpacHyxu mcen. 2965.00 3270.00
MoaTteepxaeHue nHULmMposaHus B-
reMoNIMTUYECKNM CTPEMTOKOKKOM rpynnbl A

40-164 (St. Pyogenes) ncern. 1130.00 1250.00
JlTabopaTtopHasi guarHocTvka MHEKLMOHHOIo

40-168 MOHOHYKINneo3a mcen. 2040.00 2250.00
JlTabopaTtopHas gnarHocTvKa refibM1MHTO30B

40-169 1 NapasnTo3oB mcen. 4740.00 5220.00
JlTabopaTtopHasi guarHocTvKa KoknoLa u

40-170 napakoksowia MCCI. 1480.00 1630.00
Ceponoruueckasi AuarHoCTuKa KneLeBoro

40-174 6oppenuosa n sHuedanuTa mcen. 2125.00 2340.00




CeponormquKaﬂ AnarHoCTuKa KneweBoro

40-175 aHannasmosa n apnvxmosa ncern. 4560.00 5020.00

40-176 ML P-guarHocTuka "kneweBblxX" MH(eKunin uccern. 890.00 980.00
MonHoe ceponornyeckoe obcrnegoBaHne Ha

40-177 "kneweBble" HpeKUnn uccern. 6685.00 7360.00
BbisiBneHve hakTopoB puUcka paka LUenku

40-180 MaTKu ncern. 3435.00 3780.00
[narHocTuka nepcrHmnosa un

40-181 ncesgoTybepkynesa mcen. 1465.00 1620.00
JlTabopaTtopHasi guarHocTuka

40-182 apeHoreHnTanbHoro cuHgpoma mcen. 1580.00 1740.00
JlabopatopHoe o6cnenoBaHmve npu

40-184 nuenoHegpute ncern. 1405.00 1550.00
Pa3BepHyTOe nabopaTtopHoe obcnegosaHue

40-185 neyeHn ncern. 2355.00 2600.00
MonHoe nabopaTtopHoe ob6cnegoBaHne

40-194 300pOBbA MYXYNH meen. | 12300.00{ 13530.00
JlabopaTtopHoe ob6cnenoBaHve npu 6onsix B

40-197 cycTaBax mcen. 3375.00 3720.00

40-222 MOHWUTOPWHI NPOdUIaKTUKK paxuTa mcen. 2005.00 2210.00
®dubpoMeTtp V (c MiHdbnameTpom u

40-272 LinppomeTpom) meen. | 17510.00f 19270.00

40-273 ®nbpo/AktnuTect meen. | 11990.00{ 13190.00

40-274 dunbpoMakc MCCI. 14390.00f 15830.00

40-275 CreatoCKpuvH mcen. | 11760.00] 12940.00
KomnnekcHas oueHka pucka paka
npegcraTenbHON xenesbl (MHAEKC 300POBbS

40-372 npocTtathbl, phi) mcen. 9900.00] 10890.00
KomnnekcHoe nccnegoBaHue Ha ropMOHbI

40-424 (10 nokasatenen) ncern. 7790.00 8570.00

40-440 OHKOoMapKepb! ANs XEHLMH ncern. 905.00 1000.00
Annepronornyeckoe obcnegosaHune npu

40-443 3K3eme mcen. 7395.00 8140.00
Annepronormnyeckoe obcrnegoBaHue nepes

40-444 BaKUMHaUmen ncen. 4720.00 5200.00
KomnoHeHTHasi guarHocTtvka anneprum Ha

40-445 MOJIOKO mcen. 1650.00 1820.00
KomnoHeHTHasi guarHocTtvka anneprium Ha

40-446 ANYHBIA 6enok mcen. | 10720.00{ 11800.00
KomnoHeHTHasi guarHocTvka anneprum Ha

40-447 dpyKTbI (NEepcuK) ncern. 8040.00 8850.00

40-480 340poBbIvi pebeHok ncern. 900.00 990.00
MepBn4HOe obcrnenoBaHWe LWUTOBUAHOM

40-481 xernesbl ncern. 1000.00 1100.00
OHKONOrMYECKNA CKPUHWHT LLIUTOBUAHOM

40-482 xernesbl ncern. 1815.00 2000.00
JTabopaTtopHoe obcnegoBaHve yHKUNM

40-483 neyeHu mcen. 1250.00 1380.00
Pa3BepHyToe nabopaTtopHoe obcnegosaHue

40-485 NompKeNnyao4YHOW Xenesbl uccern. 1560.00 1720.00

40-486 JlabopaTopHoe obcnegoBaHve NoYek mcen. 1525.00 1680.00

40-487 JlabopaTopHas guarHocTvka aTepockneposa | ucch. 1740.00 1920.00
Pa3BepHyTas gmarHoctuka caxapHoro

40-489 anabeta nucen. 1395.00 1540.00

40-490 KoHTponb KoMneHcauun caxapHoro guaberta | uccn. 555.00 620.00

40-491 MOHUWTOPWHT TeYeHNs caxapHoro gnabeta mcen. 1660.00 1830.00




PacLumpeHHoe nabopatopHoe obcnefoBaHue

40-492 cepgua v cocygos uccern. 3290.00 3620.00
JlabopatopHoe o6cnegoBaHmve npu

40-493 Nnogo3peHNn Ha 0CTeonopos mcen. 3830.00 4220.00
MonHoe nabopaTopHoe obcrnegoBaHune

40-495 340pPOBbS XEHLUMH uccern. 12110.00f 13330.00
MonHoe nabopaTtopHoe ob6cnegoBaHne

40-496 300pOBbS XEHLWWH nocne 45 uccern. 14415.00f 15860.00

40-498 Ba3oBble GruoxnMmyeckme nokasarenu mcen. 925.00 1020.00
OnpepgeneHve aBMgHOCTH
nMmmMmyHornobynunHos knacca IgG k Bupycy

40-501 KpacHyxu MCCI. 890.00 980.00

90-011 MonyyeHwne yporeHnTansHoro Maska mcen. 150.00 170.00
OnpepgeneHve aBMgHOCTH
MMMYyHorno6ynvHoB knacca IgG k
kancugHomy aHtureHy (VCA) Bupyca

40-502 OnwrTeviHa - bapp mcen. 1225.00 1350.00
OnpepgeneHve aBMgHOCTH
nMmMmyHornobynunHos knacca IgG k Bupycy

40-503 npocrtoro repneca | v Il Tvnos mcen. 1190.00 1310.00

40-504 ["acTponaHenb mcen. 3590.00 3950.00
AnbbyMMH-KpeaTUHMHOBOE COOTHOLLIEHNE

40-505 (anbbymMrHYpUs B pa3oBon NOpLMN MOYM) ncern. 565.00 630.00
Annepronornyeckoe obcnegosaHue geten

40-506 npu actme/puHuTe mcen. | 11280.00{ 12410.00
Annepronormnyeckoe obcrnegosaHvne

40-507 B3POCbIX NMPW acTMe/puHuTe mcen. | 10635.00{ 11700.00
MporHo3sunpoBaHue adpdektnBHocT ACUT
(annepreHcneumdgunyeckon MIMMyHOTEpanum)
9KCTPaKTOM NbifbLibl Pa3fUYHbIX AepeBbEB

40-509 nopsaka bykouBeTHble mcen. 5365.00 5910.00
MporHo3sunpoBaHue adpdektnBHocT ACUT
(annepreHcneumdgunyeckon MIMMyHOTEpanum)
9KCTPaKTOM NbifbLibl PA3fNYHbIX 3M1aKOBbIX

40-510 Tpas mcen. 5365.00 5910.00
MporHo3sunpoBaHue adpdektnBHocTn ACUT
(annepreHcneumdunyeckon MIMMyHOTEpanum)
3KCTPaKTOM NbifbLibl PA3fNYHbIX COPHbIX
TpaB (nebega, NOACOMHEYHUK, O4YBaH4MK,

40-511 KpanvBa, NoJopPOXHUK, ambpo3suns) mcen. 5365.00 5910.00

40-513 300poBbivi pebeHoK (pacLUMpeHHbIN) ncern. 1080.00 1190.00
O6cnenoBaHNe My>XYMHbI NpK

40-518 nnaHunposaHun KO ncern. 5810.00 6400.00
O6cnepoBaHKe XEHLUMHbI NpY

40-519 nnaHunposaHun KO (2-5 geHb umkna) mcen. | 20965.00{ 23070.00
"opMOHanbHble aHanM3bl NpyY NaHMPOBaHWUK

40-520 QKO (20-23 geHb umkna) ncern. 650.00 720.00
Puvck Hannumsa 3nokavyecTBEHHOW OMyxonu

40-524 anyHuka (ROMA) ans noctmeHonaysbl ncern. 1790.00 1970.00
Puvck Hannumsa 3nokavyecTBEHHOW OMyxonu

40-525 anyHuka (ROMA) ans npemeHonaysbl ncern. 1790.00 1970.00

40-526 MuKpo6uroLIeHO3 CKpYH Mioc mcen. 1680.00 1850.00
CnopTuBHbIN. MNepen Hayanom 3aHATUN B

40-603 TPeHaxXepHom 3ane mcen. 6710.00 7390.00

40-604 AHanu3bl Ans BbIbopa TaKTUKN TPEHNPOBOK mcen. 4105.00 4520.00




CrnopTuBHbIN. MOHUTOPUHT cneumansHoro

40-606 nuTaHus ncern. 1815.00 2000.00
CnopTuHbIA. OueHka 6anaHca

40-607 MUWKPOINEMEHTOB U BUTAMWHOB ncern. 7540.00 8300.00
[varHocTuka u oueHka p1cka pasBuTus

40-608 npeaknamncuu (sFit-1/PIGF) mcen. | 15325.00f 16860.00
KomnnekcHas gmarHoctuka KOpoHoBMpYca

40-656 COVID-19 ncern. 2100.00 2310.00
obnepoBaHue nocre 6one3Hn nnm

40-662 OCMNOXHEHUI BaKLMHALIMM KOPOHOBUpYCca ncern. 5000.00 5500.00
obcoefoBaHne Ha KOPOHOBUPYC

40-663 n/BakuMHaUMN Ma3oK U aHTMTena uccern. 2000.00 2200.00

41-001 KapavonporHo3s mcen. 780.00 860.00

41-003 CKPUHVHT OYHKUMM LLIMTOBMOHOW Xenesbl mcen. 590.00 650.00

41-004 Mpocunaktnka ocreonoposa mcen. 760.00 840.00

41-006 PyHKUMS NOYeK (CKPUHWHT) ncer. 460.00 510.00
Onkonpodunaktuka ansa myx4uH (MCA

41-007 06w + NMCA cBo60oaHbIN) nucen. 855.00 950.00
CKPUHVHT dOYyHKUMM NeYeHn n

41-009 NompKeNyao4YHOW Xenesbl uccern. 820.00 910.00

41-010 MepBWYHas gnarHocTvka caxapHoro guabera| uccn. 940.00 1040.00

41-011 lMepBnYHas gMarHocTrka aHemuu mcen. 980.00 1080.00
Bronornyecknin puck nprema ropMoHasnbHbIX

42-001 KOHTpaLenTusoB mcen. 2380.00 2620.00

42-002 "eHeTNYeCKMn PUCK PasBUTUS TMNEPTOHUU mcen. 4380.00 4820.00

42-003 "eHeTNYeCcKMn pUCK pasBUTUS NpesKnamncum | umccer. 3240.00 3570.00

42-004 "eHeTMYeCcKUi pUck pa3BuTus Tpombodwmaum | umccn. 3110.00 3430.00
"eHeTUYeCKMI pyCK pasBuUTUst TPOMBOUNUM

42-005 (pacLumMpeHHbIi) ncern. 4250.00 4680.00
MpenpacnonoXeHHOCTb K NOBbLILLIEHHOM

42-006 CBEepTbIBAEMOCTU KPOBU mcen. 1740.00 1920.00
MpenpacnonoXeHHOCTb K NOBbLILLEHHOMY

42-007 YPOBHIO roMouucTenHa mcen. 2245.00 2470.00
MpenpacnonoXXeHHOCTb K paHHeN

42-008 NpuvBbIYHON NoTepe 6epemMeHHOCTH mcen. 2760.00 3040.00
MpenpacnonoXXeHHOCTb K paHHeN
NpuvBbIYHON NoTepe 6epemMeHHOCTH

42-009 (pacLumMpeHHbIi) ncern. 4670.00 5140.00
MpenpacnonoXeHHOCTb K cepaeyHo-

42-010 COCYAMUCTON HEAOCTAaTOYHOCTMU uccern. 2760.00 3040.00
Puvck paHHero pa3sutuns paka MONOYHOW

42-012 Xernesbl N SUYHUKOB ncern. 3580.00 3940.00
CKpbITOE HOCUTENBLCTBO MyTaLUui
HecuHApoMarnbHOW HeMPOCEHCOPHON

42-013 TYroyxoctu mcen. 4645.00 5110.00
["eHeTnYecKknn puck pasBuUTUA

42-014 rMneprivKkeMmm ncern. 3000.00 3300.00
"opmoHO3aBKNCKMMOE HapyLleHre

42-015 criepMartoreHesa mcen. 4490.00 4940.00
"eHeTMyYecKne NPUYUHBI MYXXCKOro

42-016 becnnoaus nucen. 5400.00 5940.00
BbisiBneHve 6uonornyeckn onTvMansHOM

42-017 [03bl Npuema npenaparta BapdapuH mcen. 3280.00 3610.00

42-018 JlakTO3Has HENEPEHOCMMOCTb Y B3POCHIbIX mcen. 1720.00 1900.00




npeﬂ,paCI'IOJ'IO)KeHHOCTb K KOnopeKkTalibHOMY

42-019 paky mcen. 4465.00 4920.00

42-020 TecTuKynsipHoe HapyLleHne cnepmartoreHesa | mccn. 3340.00 3680.00
MpenpacnonoXeHHOCTb K MHAEKLMOHHBIM
3aboneBaHuam. HegoctaTovHOCTb

42-022 MaHHO3CBS3bIBaAKOLWEro NeKTnHa uccern. 2400.00 2640.00
OxxupeHue y geTten 1 NogpocTKoB
(HepocTaTOuHOCTL peLenTopa

42-023 MernaHoKOpPTUHA) ncern. 3060.00 3370.00
HacnegcteeHHas runepbunmpybuHemus.

42-024 Cungpom Xunbbepa ncern. 2920.00 3220.00
HacnencTBeHHbIN reMoxpoMaTos
(NepBMYHbIN, acCCOLMMPOBAHHbIVA C FrEHOM

42-025 HFE) ncern. 2965.00 3270.00
MpenpacnonoXeHHOCTb K BO3PacTHON
AereHepauum xxenToro naTHa. MakynsipHas

42-026 gereHepauus uccern. 1800.00 1980.00
MporHo3 no6o4HbIX 3hdEKTOB Npu Tepanuu
npenapaTtom "MpuHoTekaH" ("Kamntosap",

42-027 "KamnTto") ncer. 720.00 800.00
O heKTMBHOCTb NeveHns npenapaTamu

42-028 PEG-nHTepdepoH n PnbasupuH ncer. 1800.00 1980.00
"eHeTMYeckuii pUck pa3BUTUS NApodoHTUTa

42-029 1 €ro 0CnoXHeHum mcen. 2760.00 3040.00
O ekTMBHOCTL Tepanum npenapaTomM

42-030 Knonugorpen (Mnaswukc) ncer. 1440.00 1590.00
Bbibop cnopTuBHOM cekummn Ans pebeHka.

42-031 "eH ACTN3 v MbllevHas akTUBHOCTb mcen. 1800.00 1980.00
"eHeTMyeckast AguarHocTMka MyKoBMCLMO03a.

42-032 Ananus reHa CFTR (25 myTauun) mcen. | 10680.00{ 11750.00
Puck ocrnoxHeHun 6epemeHHoCTH 1

42-033 naronoruv nnioga uccern. 4800.00 5280.00
MpegpacnonoXeHHOCTb K aTonuyeckomy

42-034 aepmarury mcen. 4345.00 4780.00
"eHeTM4Yeckasi TMCTOCOBMECTUMOCTb

42-035 napTHepoB mcen. | 17510.00f 19270.00

070-53 BptowHon Tud gns m/o ncer. 330.00 370.00

070-88 KvweyHas rpynna gns m/o mcen. 480.00 530.00

90-246 KoHTenHep ans buomartepuana MaHu. 20.00 30.00

90-001 3abop kposu MaHun. 80.00 120.00




Kop En. uam-| Tapud c
HauvmeHoBaHue cnyru
ycnyru yeny f 06.01.2024
1.1. O6weknuHnyeckme nccrnenosaHus kposu (General Clinical Blood Tests)
1515 KnuHuyeckuin aHanua kpoeu: obLwimii aHanus, nerikocgpopmyna, COQ (c
MWKPOCKOMNMEN Ma3ka KPOBW NPW HanMunm NaTonormiyeckmx COBUros) vucen. 430
1555 KnuHuyeckuii aHanua kposu: obLwuin aHanms, nevikocdopmyna, CO3 (c
0653aTenbHON «PY4HON» MUKPOCKONUEN Ma3ka KpoBM) vcen 550
5/119 KnuHunyecknin aHanua kposu: obwmin aHanms, nevikocopmyna (c
MVIKpOCKOI'Illleﬁ Ma3Ka KpoBU Npu Hann4nn natonorn4eCckmnx mncen. 330
COBUIOB)
5 O6wwn aHanus kposu (OAK) (6e3 nelkouuTtapHoi bopmynbl n COJ)
ncen. 190
TRO TpomGoLMTBI, MUKPOCKOMNUS (MOACHET B OKpaLLEHHOM Maske no Metofy PoHuo)
ncern. 300
119 TenkounTapHas cdopmyna (auddepeHLMpoBaHHbIA NOACHET NERKOLIMTOB,
neikoLmMTorpaMma) ¢ MUKPOCKOMNWEN Maska KpoBW MPY HanmU4mMm naTonoruiyeckunx ueen 240
CABMIOB ’
911 TenkounTapHas cdopmyna (auddepeHLMpoBaHHbIA NOACHET NERKOLIMTOB,
nevikoumTorpamMma) ¢ 0bsi3aTenbHON «PYYHON» MUKPOCKOMWEN Maska KpoBu ucen 370
150 Petukynouutsl (Reticulocytes)
ncen. 330
139 CODQ (ckopocTb oceaaHusi apUTPOLUTOB)
ncen. 230
1600 OcmoTunyeckasi pe3suCTEHTHOCTb 3PUTPOLIUTOB
ncern. 3210
1618 OnekTpodopes remornobuHa. MemornobuHonaTum
ncen. 6450
1620 G6PD aputpoumnToB, aKTMBHOCTb
ncen. 5230
2. UIMMYHOIEMATONOIMA (Immunohematology)
0
2.1. UmmyHoremaTonorus (Immunohematology)
0
93 "pynna kposwu (Blood Group, ABO)
ncen. 340
94 Pesyc-npuHagnexHocTb (pesyc-dakTtop) (Rh-factor, Rh)
ncern. 350
15RH Rh (C, E, ¢, e) Kell-dbeHotunuposanue (Rh C (E, c, e) Kell-
Phenotyping) mcen. 1040




140 AnnoMMMyHHbIEe aHTUTENa, BKMoYas aHTuTena k Rh-aHtureny (Anti
Rh) mcen. 760
999 Mpsimoit aHTUrNoBynuHoBbIN TecT, nonucneunduyHbii (MAIT, npsmas npoba
Kymbea, ucen. 550
1576 McenepoBaHue TREC u KREC gns aarHocTukm
MMMYyHOAeULMTOB mcen. 7380
3. OLLEHKA CBEPTbIBAIOLLEN CUCTEMbI (Assessment of Coagulation System)
3.1. OueHka cBepTbiBaroLen cuctembl kpoBu (Assessment of Coagulation System)
0
1 AKTMBMPOBaHHOE YacTnyHoe (napumanbHoe) TpombonnacTuHoBoe
Bpemsi (AYTB (AlMTB), kedhanuH-kaonmHoBoe Bpems) (Activated mcen. 260
Partial Thromboplastin Time, APTT)
2 MpoTpombuH (NpoTpoMburHoBOE Bpems, MNB), MHO
(MexagyHapogHoe HopmanusoBaHHoe oTHoweHue) (Prothrombin, mcen. 270
Prothrombin Time, PT, International Normalized Ratio, INR)
1409 ®aktop VIl (aHTUremocpunbHbIv rnobynud A) (Antihemophilic
Globulin A, FVIII) ncen. 950
1410 ®akTop IX, aktnBHOCTb, % (hakTop Kpnctmaca,
aHTUremounbHbI dhaktop «Bx») Factor 1X, Activity,% (Christmas MCCH. 1560
Factor, anti-hemophilic globulin “B”)
1412 AHTU-Xa aktneBHocTb, ME/Mn (FenapuH, koHUeHTpauusi, ME/mn),
Anti-Xa activity, IlU/ml (Heparin concentration, [U/ml) MCCH. 1940
1413 daktop Bunnebpanaa, aHtureH, % (Willebrand Factor, Antigen,
%) ucen. 2760
3 ®unbpuHoreH (Fibrinogen, FG)
mcen. 430
4 AHTUTpOMOUH Ill, % akTneHocTu (AT Ill, Antithrombin 11, %
Activity) ucern. 840
194 Tpomb6uHoBoe Bpems (TB) (Thrombin Time, TT)
mcen. 290
164 D-gumep (D-Dimer)
mcen. 810
190 BonuaHouHbI aHTMKoarynsHT (BA) (Lupus Anticoagulant, LA )
mcen. 2290
1263 MpoteunH C, % aktmsHocTu (Protein C, % Activity)
mcen. 3050
1264 MpotenH S cBobogHbi (Protein S, Free)
mcen. 4630




1153 MnasmuHoreH (Plasminogen)
ncen. 1200
OBC103 |emocTtasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,
Gemostaziogram, Screening) ucen. 1020
OBC109 |FemocTtasnorpamma (koarynorpamma) pacluMpeHHas
(Hemostasiogram (coagulogram), extended mcen. 3640
1801 VMccnegoBaHue aktuBHOCTM chakTopa |l
ncen. 3730
1802 VMccnegoBaHue akTMBHOCTM ¢hakTopa V
ncen. 3020
1803 VccnegoBaHue akTUBHOCTM hakTopa X
ncen. 3020
1804 WccnepgoBaHue aktmBHocTU dpaktopa Xl
ncen. 3020
1805 WccneposaHue aktmBHocTu dpakTopa Xl
ncern. 3020
4. BUOXMMUYECKUE UCCNEOOBAHUA KPOBMU (Blood Chemistry Tests)
4.1. YrneBogbl (Carbohydrates)
0
16 ntoko3a (Glucose)
ncern. 120
17 ®pykTo3amuH (Fructosamine)
ncern. 1440
18 [MyKkMpoBaHHbIN remornobuH HbA1C
ncern. 410
215 INaktart (Lactate)
ncern. 210
'TT [ NiOKO30-TONEpPaHTHbIV TECT C ONpeaeneHnem rmoKo3bl B BEHO3HON KPOBW HATOLLLaK
W1 Nocre Harpyskun 4yepes 2 yaca veen. 21 O
Trc [ MOKO30-TONEpaHTHEIN TECT C ONpeaeneHneM rmko3bl U C-nentuaa B BEHO3HON
KpOBW HaToLLaK U Nnocre Harpy3ku 4epe3 2 yaca veen. 1640
'TB-C 'ntoko3oTonepaHTHbIN TeCT Npu 6epeMeHHOCTH (NepopanbHbI
rmnoko3oTonepaHTHbIn TecT, ['TT, OI'TT) veeh. 260

4.2. llunuabl, NMNONpPoTEXHbI, anonunonpoTeunHsl (Lipids)




* Heo6X0AMM 3aKa3 AOMONMHUTENbHbLIX TECTOB

30 Tpurnuuepuasbl (T (Triglycerides)
ncen. 160
31 XonectepuH obwwmin (XonectepuH) (Cholesterol Total)
ncern. 120
32 XonectepuH JTMBIT (XonecTepynH NMNONpOTENHOB BbICOKON
nnotHocTu, JIMBI, a-xonectepuH) (High-Density Lipoprotein ncen. 190
Cholesterol, HDL Cholesterol)
1644 XonectepuH JIMHI (npsimon meton) Cholesterol LDL (direct)
ncen. 350
33 XonectepuH JIMHI (XonectepyH NMNonpoTEMHOB HU3KOM
nnotHocTy, JIMHIM, B-xonectepuH) (Low-Density Lipoprotein ncen. 140
Cholesterol, LDL Cholesterol)*
218 XonectepuH-JITIOHIM (XonectepuH NMnonpoTEMHOB OYEHb HU3KOM
nnotHocTu, JINMOHTI, VLDL Cholesterol) ucen. 160
1071 JlunonpotewuH (a), 1M (a) (Lipoprotein (a), Lp (a))
ncern. 860
219 AnonunonpoterH A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1,
Apo A1) mcen. 320
220 AnonunonpoteuH B (AnonpoTtenH B, ano B) (Apolipoprotein B, Apo
B) uecen. 300
1512BILE |XenuHble kncnoTbl (Bile Acids)
ncen. 580
4.3. Benku n amnHokucnotbl (Proteins and Amino Acids)
* H606X0,EWIM 3aKa3 AonosfiHUTeNbHbIX TECTOB
10 Anb6ymuH (Albumin)
ncen. 150
28 O6wwmin 6enok (Protein Total)
ncen. 150
29 Benkosble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)*
ncern. 440
4050 M-rpagueHT, CKPUHUHT. ONeKTpodopes CbIBOPOTKM KPOBM,
MMMYHOUKCaLMs C NONMBaneHTHOW aHTUCLIBOPOTKOM, mcen. 2100
KonunyecTBeHHas oueHka M-6enka (6e3 TunupoBanus) (M-Gradient,
4051 M-rpaguveHT, TMnupoBaHue. OnekTpodopes CbIBOPOTKM KPOBHU,
MMMYHOPUKCaLMs C NaHenblo aHTUCLIBOPOTOK (pasnensHo K 1gG, mcen. 4930

IgA, IgM, kanna, nambaa), konmyecTBeHHas oueHka M-6enka (M-




1551 OnekTpodopes 6enkoB Mo4M, onpegeneHne Tuna NpoTenHypum
(Urine Protein Electrophoresis) mcen. 2270
1552 Bernok beHc-[)xoHca B MOY€e, CKPUHWUHT C NPUMEHEHNEM
MMMYHOUKCaLMKM 1 KONUYECTBEHHOE onpeaeneHue (Bence-Jones mcen. 3450
Protein, Urine, Immunofixation, Quantification )
1553 Benok beHc-[)xoHca B MoYe: MMYyHOMUKCaLMA, KONTMYECTBEHHOE
onpeneneHve, TMNUpoBaHue kanna, nambaa (Bence-Jones Protein, | wucen. 5800
Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing,
1539 CBoboaHble nerkue Lenu MMMyHornobynmHoB kanna u nambaa
CbIBOPOTKW C pac4eToM MHAekca kanna/naméaa ncen. 6040
1540 CBoboaHble nerkue Lenu MMMyHornobynuHoB kanna u nambaa B
moue (Urine immunoglobulin free light chains (FLC) kappa and ucen. 4630
lambda)
153 omoumcTtenH (Homocysteine)
mcen. 760
1689 AMWHOKMCNOTLI B Ma3Me KpOBU - CKPUHUHIOBOE uccnegosaHve 13
nokasaTenew mcen. 9820
1690 AMUHOKMCNOTLI B Nna3Me Kposu, 48 nokasartenemn
ucen. 18950
4.4. OueHka cyHkumm noyek (Assessment of renal function)
22 KpeatnHuH (Creatinine)
mcen. 120
26 MoueswuHa (Urea)
mccen. 120
27 MoueBas kucnota (Uric Acid)
mcen. 120
40CKDEPI [Kny6o4koBas cdunbTtpauums, pacyet no dopmyne CKD-EPI —
kpeatuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI ucern. 120
Creatinine Equation)
1525 LiuctatnH C (Cystatin C)
mcen. 540
1526 Kny6oukoBas dpunbTpauus, pacyet no dopmyne CKD-EPI —
uuctatuH C (Estimated Glomerular Filtration Rate, eGFR, CKD- ucern. 540
EPI Cystatin C Equation)
1646 OueHka ckopocTy kIy6o4KkoBOW chunbTpaumm y AeTen no hopmyne
LLisapua, KpeaTuHuH mcen. 150

4.5. MurmeHTLI (Pigments)

* Heo6X0AUM 3aKa3 AOMNONMHUTENbHbLIX TECTOB




13 Bunupy6uH o6 (Bilirubin Total)
ncen. 120
14 Bunupy6uH npsimoni (BunmpybuH KOHbLITMPOBAHHbIN, CBA3aHHBIN)
(Direct Bilirubin, DBIL, Conjugated Bilirubin ) ncen. 120
4.6. PepmeHTbI (ENnzymes)
8 AnaHuHamuHoTpaHcdepasa (AnAT, AJTT, rmyTamuHo-
NMpoBUHOrpagHas TpaHcamuHasa, ['TIT) (Alanine mcen. 120
Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase,
9 AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rnyTammHo-
LLIaBeNEeBOYKCYCHas TpaHcamuHasa, 'LUT) mcen. 120
(Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic
11 Anbda-amunnasa (0-amunasa, avactasa) (Alpha-Amilase, a-
Amylase) mcen. 190
12 Anbda-ammnnasa naHkpeatudeckas (P-n3ogepmeHT amunasbl)
(Pancreatic a-Amylase) ncern. 300
15 amma-rnytamunTtpaHcnentugasa ([T,
rnytamunTpaHcnenTtuaasa) (Gamma-Glutamyl Transferase, GGT) mcen. 160
19 KpeatuHknHasa (KpeatuHdocdokuHasa, KK, KOK) (Creatine
Kinase, CK, Creatine Phosphokinase, CPK) ucern. 170
20 KpeatuHknHasza-MB (KpeatuHndocdoknHasa-MB, KK-MB, KOK-MB)
(Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK- ueern. 660
MB.)
23 Jlunasa (Tpuauunrnuueponauunrugponasa) (Lipase)
ncen. 200
24 Jaktatpermpporerasa (J14r, L-naktat, HAQ+OkcupgopenykTasa)
(Lactate Dehydrogenase, LDH) mcen. 160
34 XonuHacTepasa (S-lNceBgoxonmHacTepasa, xonuHactepasa ll, S-
X3, aunnxonuHrugponasa) (Cholinesterase, mcen. 160
Pseudocholinesterase, PCHE)
36 docdaTasa wenoyHas (LLP) (Alkaline Phosphatase, ALP)
ncen. 150
1676 Koanavm Q10 B kpoBm
ncen. 4160
4.7. OueHKa COCTOSHUA UHKPeTOpHOWM U cekpeTopHou ¢h-umi XKKT (Assessment of
endocrine and secretory functions of gastrointestinal tract (Gl Tract))
216 actpuH (Gastrin)
ncen. 1410
294 MencuHoreH | (Pepsinogen 1)
ncen. 420




295 MencuHoreH Il (Pepsinogen I1)
ncen. 330
2111 MencuHorexsl | u 1l ¢ pacyeTtom cooTHolleHus (MencuHoreH
I/MencuHoreH I1) (Pepsinogen I/Pepsinogen I, PG1/PG2) mcen. 740
FACTP  |lactponaHenb (GastroPanel)
ncern. 6720
978 CtumynsunoHHasi npoba — MNactpuH-17 (CTUMYNMPOBAHHbI)
(Gastrin-17 Stimulation Test, Gastrin-17, G-17) mcen. 3610
4.8. Mapkepbl meTaGonuama KocTHou TkaHu (Bone Metabolism)
146 OcreokanbumH (KoctHein Gla 6enok) (Osteocalcin, N-Osteocalcin,
Bone Gla Protein, BGP) ucen. 1210
928 25-OH ButamuH D o6wuin (25-OH Vitamin D Total, 25(OH)D, 25-
Hydroxycalciferol) ncern. 960
203 C-koHueBble Tenonentuapl konnareHa | Tuna (6era-CrossLaps, C-
TepMmuHanbHbein Tenonentug, CT) (Carboxyterminal Cross-linking mcen. 950
Telopeptide of Bone Collagen, Collagen Cross-linked C-
204 N-TepMuHanbHbIA NponenTua npokonnareHa 1 obwwmii (Procollagen
Type 1 N-terminal Propeptide, P1NP, Total) mcen. 2020
147 OesokcvnupuauHonui (OMNKMA) B Mmove (Deoxypyridinolinein, DPD,
Urine) mcen. 4570
4.9. AHTMokcupaHTHbIM cTatyc (Total Antioxidant Status, TAS)
1500 AHTMOKCMAAHTHBIN cTaTyc (OBLWMA aHTMOKCUAAHTHBIN CTaTyC)
(Total Antioxidant Status, TAS ) mcen. 8310
4.10. ButamuHbl (Vitamins)
117 ButamuH B12 (umaHokobanamuH, kobanamuH) (Cobalamin)
ncen. 360
118 donuesas kucnota (Folic Acid)
ncen. 470
928 25-OH ButamuH D o6wuin (25-OH Vitamin D Total, 25(OH)D, 25-
Hydroxycalciferol) ncen. 960
1317B12 |AkTuBHbIN BUTamuH B12 (FonoTpaHckobanamuH, Active-B12,
Holotranscobalamin) mcen. 840
877 ButamuH K1 B cbiBopoTke (punnoxuHoH) (Vitamin K1,
Phylloquinone, Serum) ncen. 3800




931

ButamuH A B cbiBopoTke (petuHon) (Vitamin A, Retinol, Serum)

ncen. 3800
932 ButamuH E B cbiBopoTke (anbda-tokodepon) (Vitamin E, alpha-
Tocopherol, Serum) ncern. 3800
1581 Owmera-3 nHgexkc (Omega-3 Index)
ncern. 7410
1587 YKupHble kncnoTel, npodunb: omera-3,-6,-9, nnasma (Fatty acids
panel, omega-3, -6, -9, plasma) mcen. 14090
1604 ButamuH B1 (TvamumH)
ncen. 3800
1609 ButamuH B2 (pubocbrasuH)
ncen. 3800
1610 ButamuH B3 (HUkoTMHamug)
ncen. 3800
1608 ButamuH B5 (naHTOTEHOBas kucroTa)
ncern. 3800
1605 ButamuH B6 (nupungokcanbdocdar)
ncen. 3800
1611 Butamun B7, H (6noTuH)
ncern. 3800
1606 ButamuH C (ackopbuHoBasi knucnora)
ncern. 3800
1614 PetnHun nanbmutar
ncern. 3800
1615 Beta-kapoTuH
ncern. 3800
1603 1,25-gurnppokcusutamun D3 (1,25-dihydroxivitamin D3)
ncern. 3800
1616 Butamun 25(0OH)D2 n 25(0OH)D3, pasgenbHoe onpeneneHne
(BOXX - MC/MC) ncern. 6690
1827 >Knpo- n BogopactBop1MMble BUTAMUHbI
ncen. 40700
1828 >KvpopacTtBopuMble BUTAMUHbI
ncen. 13980
1829 BogopactBopumMble BUTaMUHbI
ncen. 31160




1830

HenpoTponHble BUTaMUHbI

ncen. 9080
OBC156 |ButamuH [ u MnHeparnbHbIn 0OMeH
ncern. 1210
4.11. HeopraHuueckue BewectBa (Inorganic Matters)
* HEOGXO,EWIM 3aKa3 AonosfiHUTeNbHbIX TECTOB
39 Kanuin/HaTtpuin/Xnop B ceiBopoTke kKpoBu (K+/Potassium,
Na+/Sodium, CI-/Chloride, Serum) ucen. 140
37 Kanbumn obwuin (Ca) (Calcium Total)
ncern. 140
165 Kanbunin noHnsnposaHHbin (Ca2+, cBoboaHbIn kanbuuii) (lonized
Calcium, Free Calcium) ucern. 450
40 Marnuin (Mg) B cbiBopoTke kpoBu (Magnesium (Mg), Serum)
ncern. 140
41 docdop Heopranuyeckun (P) (Phosphorus (P))
ncen. 150
48 Keneso (Fe) B cbiBopoTke kposu (Iron (Fe), Serum)
ncen. 160
49 JlaTeHTHas (HeHacbIWeHHas) XenesocBA3bIiBatoLLas CNoCOBHOCTb
cbiBopoTku kpoBu (JIXKCC, HXXCC) (Unsaturated Iron Binding mcen. 210
Capacity, UIBC)
4.12. Cneuuncbmnyeckue 6enku (Specific proteins)
42 AnTucTtpenTtonuanH-O (ACI1-O, ACJ10) (Antistreptolysin-O, ASO)
ncern. 330
43 C-peakTtuBHbIi 6enok (CPB) (C-Reactive Protein, CRP)
ncern. 210
1643 BbicokouyBCTBUTENBHBINM C-peakTuBHbIA 6enok (kapamo)
ncen. 260
44 PeematongHbii paktop (P®) (Rheumatoid Factor, RF)
ncen. 240
840 LlepynonnaamuH (Ceruloplasmin)
ncen. 350
841 ranTorno6uH (Haptoglobin)
ncen. 550




1210 Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-
Macroglobulin, A2M) ncen. 960
1200A1AT [Anbda-1-aHTutpuncuH (A1AT), kKoHueHTpaumsa (Alpha-1-
Antitrypsin, A1AT, AAT, Concentration) mcen. 2740
832A1A |Anbda-1-aHTuTtpuncuH (A1AT), deHoTunupoBaHue (Alpha-1-
Antitrypsin, A1AT, AAT, Phenotyping) ucen. 5000
50 TpaHcdeppuH (Cugepodunun) (Transferrin)
ncen. 350
51 ®eppuTuH (Ferritin)
ncen. 640
21 Mwuorno6uH (Myoglobin)
ncen. 780
1631 HaTpunypeTtunyeckoro ropmoHa (B-tvna) N-koHLeBow nponentug
(NT-proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type | wuccn. 1950
Natriuretic Peptide)
157 TponoHuH-1 (Troponin-1)
ncen. 1290
838 Kapborngpat-gecduuntHoii TpaHcdeppuH (Carbohydrate-Deficient
Trancferrin, CDT) mcen. 6180
839 Kapborugpat -geuuntHbii TpaHcdeppyH ©
anektpodoperpammont (Carbohydrate-Deficient Transferrin with ncen. 6180
results on an electrophoregram (CDT))
1566 encuauH 25 (brnoakTmeHbIn) (Hepcidin 25, bioactive)
ncen. 14180
1595STFR |PactBopumMble peuentopbl TpaHcdeppuHa (pTPP, Soluble
Transferrin Receptor, sTfR) mcen. 3970
1700 MpokanbunToHuH (Procalcitonin)
ncen. 2340
4.13. OHkomapkepbl (Tumor Markers)
* HEOGXO,EWIM 3aKa3 AonoJfiHUTeNbHbIX TECTOB
103 MCA o6wwi (MpocTaTnyeckuin cneundudecknini aHTUreH ooLLuin)
(Prostate-Specific Antigen Total, PSA Total) mcen. 390
OBC69 |OHkopucK MyXCcKoW: npedcTaTenbHas xenesa (Male oncologic risk:
prostate) ucern. 690
2113 OueHka 3goposbs npoctathl (MCA obw., MNCA cB., -2proPSA, phi)
ncen. 11470




171 KanbuwnTtonuH (Calcitonin)
ncen. 720
92 Anbda-detonpotenH (API) (a-Fetoprotein, AFP)
ncern. 410
141 PakoBo-ambpuoHanbHbIn aHTureH (POA, KapunHoaMOpUuoHanbHbIv
aHTureH) (Carcinoembryonic Antigen, CEA) mcen. 480
142 CA-15-3 (YrneBogHbin aHTureH 15-3) (Carbohydrate Antigen CA-
15-3, Cancer Antigen CA-15-3) ucern. 810
166 CA-72-4 (YrneBogHbin aHTureH 72-4) (Carbohydrate Antigen CA-
72-4, Cancer Antigen CA-72-4) ucern. 1040
144 CA-19-9 (YrneBogHbin aHTureH 19-9) (Carbohydrate Antigen CA-
19-9, Cancer Antigen-Gl) ucern. 580
167 LinTokepaTtuHoBbii oparmeHT (Cyfra 21-1, pparmeHT
uutokepatuHa 19) (Cytokeratin 19 Fragments, C-terminus of mcen. 930
Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
143 CA-125 (YrnesogHbivi aHTureH 125) (Carbohydrate Antigen CA-
125, Cancer Antigen CA-125) ucern. 690
1281 HE4 (Benok 4 anngmugnmuca Yenoseka) (Human Epididymis
Protein 4, HE4) mcen. 1110
ROMA1 |OueHka pucka paka sanyHukoB no anroputmy ROMA (Risk of
Ovarian Malignancy Algorithm, anropuTm pacyeTa pucka mcen. 1710
anuTenuarnbHOro paka SMYHUKOB) (41151 XKEHLMH 40 MeHonay3bl)
ROMA2 |OueHka pucka paka sudHukos no anroputmy ROMA (Risk of
Ovarian Malignancy Algorithm, anropuTm pacyeTa pucka mcen. 1710
anuTenuarnbHOro paka SMYHUKOB) (A5 XKEHLLMH Nocne MeHonaysbl)
PACYETRO |ROMA2 PacueT nHaekca
MA2 ncern. 90
1280 CA-242 (YrneBogHblIi aHTuUreH 242, onyxonesbint Mapkep CA-242)
(Carbohydrate Antigen CA-242, Tumor Marker CA-242) mcen. 1180
209 HelpoHcneundunyeckas eHonasa (HCE) (Neuron-Specific Enolase,
NSE) mcen. 1210
946 XpomorpaHuH A (Chromogranin A, CgA)
ncen. 2820
1198 Benok S100 (S100 Protein)
ncen. 2310
1296 SCC (AHTUreH NIIOCKOKIETOYHON KapLumHoMbl) (Squamous Cell
Carcinoma Antigen, SCCA, SCCAg) ucen. 690
1297 UBC (AHTUreH paka MOYeBOro ny3bips, UCCrefoBaHue
pacTBOpMMbIX (oparMeHToB LiuTokepaTMHOB 8 1 18 B moue) (Urine mcen. 3250

Bladder Cancer Antigen, Urine Bladder Cancer, UBC)




4050 M-rpagueHT, CKPUHUHT. ONeKTpodopes CbIBOPOTKM KPOBM,
MMMYHOUKCaLMs C NONMBaneHTHOW aHTUCLIBOPOTKOM, mcen. 2100
KonunyecTBeHHas oueHka M-6enka (6e3 TunupoBanus) (M-Gradient,
4051 M-rpaguveHT, TMnupoBaHue. OnekTpodopes CbIBOPOTKM KPOBHU,
MMMYHOUKCaUmsa ¢ NaHenblo aHTUCLIBOPOTOK (pa3sgensHo Kk 1gG, ucen. 4930
IgA, IgM, kanna, nambaa), konmyectBeHHasa oueHka M-6enka (M-
104 MCA cBobogHbii (MpocTaTnyeckun cneunduyecknii aHTUreH
CcBOOOAHbIN)* ncern. 360
PSA103 [MCA obwun (MpocTaTuyeckuii cneundunyecknii aHTureH obLwmn)
(Prostate-Specific Antigen Total, PSA Total)* mcen. 360
7650 MonekynapHo-reHeTU4eckas AnarHocTuKa paka npeacrarernibHon
Xenesbl ncen. 8880
5. OIEHKA ®YHKLUU SHOOKPUHHOW CUCTEMbI (Assessment of endocrine system
function)
5.1. OueHka cyHKkumumn runocusa (Assessment of Pituitary Function)
* HEOGXO,EWIM 3aKa3 AonosfiHUTeNbHbIX TECTOB
100 AOpeHOKOPTUKOTPONHIN ropmMoH (AKTTT, KOPTUKOTPOMMWH)
(Adrenocorticotropic Hormone, ACTH) mcen. 750
56 TupeoTtponHbi ropMmoH (TTI, TupotponuH) (Thyroid Stimulating
Hormone, TSH) ucern. 270
99 ComatoTponHbIv ropMmoH (comaTtoTponuH, CTIM) (Growth Hormone,
GH) mcen. 910
174 ComatomeguH C (MHcynuHonopobHbin dhaktop 1) (Somatomedin
C, Insulin-like Growth Factor 1, IGF-1) ucern. 1530
59 ®onnukynoctumynupytowwmii ropmoH (PCI) (Follicle Stimulating
Hormone, FSH) ucern. 320
60 JTotenHuampytowmn ropmoH (N1I7) (Luteinizing Hormone, LH)
ncern. 390
61 MponakTnH (Prolactin)
ncern. 360
6161 MakponponaktuH (Macroprolactin)*
ncern. 360
1645 MenaToHuH, nna3ma (Melatonin, plasma)
ncen. 4390

5.2. OueHka yHKUMM WwuToBUAHOM xene3bl (Assessment of Thyroid Function)




56 TupeoTponHbi ropMmoH (TTI, TpoTtponuH) (Thyroid Stimulating
Hormone, TSH) ucern. 270
54 TupokeuH obwmi (T4 obwmi, TeTpanoaTMpoHuH obwmin) (Total
Thyroxine, TT4) ucern. 360
55 TupokeuH cBo6oaHbIn (T4 cBoboaHein) (Free Thyroxine, FT4)
ncern. 270
52 TpunogTupoHuH obwmn (T3 obwwmn) (Total Triiodthyronine, TT3)
ncen. 330
53 TpuiogTpoHnH ceobogHbin (T3 csoboaHbIn) (Free
Triiodthyronine, FT3) mcen. 270
1612 TpunoaTMpOHUH peBepcuBHEIN (T3 peBepcuBHbIN, Reverse
Triiodthyronine). mcen. 10130
196 TUPOKCUHCBA3bIBaOLLAA CMOCOBHOCTL (MOrNoLeHe TUPEOUAHbIX
FOPMOHOB; MHOEKC CBSA3bIBAHNS TUPOKCUHA; MHOEKC CBOOOOHOMO mcen. 1590
TupokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding
197 TupeornobynuH (TT) (Thyroglobulin, TG)
ncern. 600
57 AHnTuTena k Tupeornobynuny (AT-TI) (Anti-Thyroglobulin
Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, ucen. 390
TgAb, Anti-Tg Ab, ATG)
58 AHTUTena k TupeomgHon nepokcugase (AT-TIMO, MukpocomanbHble
aHTuTena) (Anti-Thyroid Peroxidase Autoantibodies, mcen. 390
Antimicrosomal Antibodies, TPO Antibodies, TPOADb, Anti-TPO)
198 AHTUTENA K MUKpOCOoMarnbHoN dpakuumn TupeountoB (AT K
MUKpOCOMarnbHOMY aHTureHy TupeoumToB, AT-MAIT, AMAT, mcen. 1170
TUpEOWaHbIE aHTUMUKPOCOMarbHble aHTuTena) (Anti-Thyroid
199 AHTUTENa K peuentopam TTI (AT k peuenTopam TMPEOTPOMHOrO
ropmoHa B cbiBopoTke kpoBu, AT-pTTI) (Thyroid-Stimulating mcen. 2030
Hormone Receptor Antibodies, TSH Receptor Antibodies,
5.3. OueHka byHKLMM Kopbl Hapnovye4yHukoB (Assessment of adrenocortical function)
65 KopTuson (MmapokopTtusoH) (Cortisol, Hydrocortisone)
ncen. 450
178 CBobogHbIi kopTuson, cytodHas moua (Free Cortisol, Free
Hydrocortisone, 24-Hour urine) mcen. 450
1508 KopTu3son, cnioHa (Cortisol, Saliva)
ncern. 860
205 AnbgoctepoH (Aldosterone)
ncen. 1320
206 PeHuH (PeHnH nnasmbl kpoBu, npsivoe onpegenerue) (Direct
Renin, Plasma) mcen. 2420




DRE206 |PeHuH (PeHnH nnasmbl kpoBu, npsimoe onpeaenexue) (Direct
Renin, Plasma) ucern. 1130
1302ARR |AnbaocTepoH-peHnHoBoe cooTHoLueHre (Aldosterone-Renin Ratio,
ARR) mcen. 4480
1301 MperHeHonoH (Pregnenolone)
ncen. 3400
5.4. OueHka aHaporeHHoro cratyca (Assessment of Androgen Status)
64 TecTtocTepoH (Testosterone)
ncen. 380
169 CBobopaHbIi TectocTepoH (Free Testosterone)
ncen. 2310
168 OurnppotectoctepoH (O T) (Dihydrotestosterone, DHT)
ncern. 3320
195 AngpocTeHaunoH (Androstenedione)
ncern. 880
170 AHOpocTeHamon rnioKkypoHua (AHAPOCTaHAMON FIOKYPOHWA)
(Androstanediol Glucuronide, 3a-Androstanediol Glucuronid, 3o- ucern. 2040
diol G)
101 OerngpoanuaHgpocTepoH-cynbdart (J3A-S04,
Dehydroepiandrosterone sulfate, DHEA-S) mcen. 510
1602 OernapoannaHgpocTepoH (HEKOHbIOTMPOBAHHbIN)
ncen. 2650
156 17-ketoctepoungpl (17-KC) B moye (17-Ketosteroids, Urine)
ncen. 3400
154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP)
ncen. 890
149 "mobynuH, ceasbiBatoLwmi nonosble ropmoHbl (FCIN) (Sex
Hormone-Binding Globulin, SHBG) mcen. 510
1577 CrepougHblvi npodune B crtoHe (TecTocTepoH,
OervapoanuaHgpocTtepoH, AHApocTeHaAnoH, Koptuson, KopTu3oH, ncen. 15680
Octpagwmon, MporectepoH, 17-OH-nporectepoH)
5.5. ScTporeHbl U nporectuHbl (Estrogens and Progestins)
62 Octpaguon (32) (Estradiol, E2)
ncen. 460
63 MporecTepoH (Progesterone)
ncen. 480




1771 MeTtabonuTbl acTporeHoB 1 nporectepoHa, 24-4 moya (Estrogens
and progesterone metabolites, 24-h urine) mcen. 11710
5.6. HecteponpHblie perynsitopHbie chakTopbl nonoBbix xene3 (Nonsteroidal Gonadal
Factors)
1144 AHTUMIoNNepoB ropMmoH (AMI) (Anti-Mullerian Hormone, AMH,
Mullerian Inhibiting Substance, MIS) mcen. 1600
1145 WHrmbuH B (Inhibin B)
ncen. 2240
1158 TpodobnacTtnyeckun 6eta-1-rnukonpotenH (TBIM) (Trophoblastic
beta-1-Globulin, TBG) ucen. 1240
5.7. MOHUTOPUHI GepeMeHHOCTU, BUOXMMUYECKNE MapKepbl COCTOSIHUA nroga
(Monitoring of Pregnancy, Biochemical Markers of Fetal Status)
66 XOpWOHUYECKUI TOHAAO0TPOMNWH YenoBeka (XY, 6eta-XIM'Y, B-Xr4)
(Human Chorionic Gonadotropin, HCG) ucen. 340
189 CBoboaHbI B-XIM'Y (cBobGoaHas B-cybbeanHmLa XOpMOHUYECKOTO
roHagoTponuHa venoseka) (Free Human Chorionic Gonadotropin, MCCH. 1140
Free HCG)
207 MnaueHTapHbIN NakToreH (XopMoHMYECKA COMaTOMaMMOTPOMNNH)
(Placental Lactogen, PL, Human Placental Lactogen, hPL, ncen. 1640
Chorionic Somatomammotropin, CS, Human Chorionic
161 AccounmpoBaHHbIi ¢ 6epeMEeHHOCTBH0 NPOTENH-A Nnasmel
(Pregnancy-Associated Plasma Protein-A, PAPP-A) mcen. 1000
134 CBobogHbiv actpuon (Estriol Free, E3)
ncen. 1190
92 Anbda-detonpotenH (API) (a-Fetoprotein, AFP)
ncen. 410
PRS1 MpeHaTanbHbI CKPUHUHT Tpucomuin: | Tpumectp (PRISCA-1)
(Maternal Screen, First Trimester; Prenatal Screening |; PRISCA | ucern. 2160
(Prenatal Risk Calculation))
PACYETPRI [PRISCA1 pacuet
SCA1 mcen. 220
PRS2 MpeHaTanbHbI CKpUHUHE Tpucomuia: |l Tpumectp (PRISCA-2)
(Maternal Screen, Second Trimester; Prenatal Screening ll; ucern. 1950
PRISCA 1l (Prenatal Risk Calculation))
PACYETPRI [PRISCA2 pacuet
SCA2 ncen. 130
PRS1-KZ |lMNpeHaTanbHbIi CKpUHUHE Tpucomuin: | Tpumectp (PRISCA-1)
(Maternal Screen, First Trimester; Prenatal Screening |; PRISCA | ucern. 2160
(Prenatal Risk Calculation))
1634 MnaueHTapHbIN dhakTop pocta (PLGF)
ncen. 7250




1648 PactBopumas fms-nogo6Has TupoauHkuHasa-1 (sFlt-1)
ncen. 7250
1649 Mapkepbl pucka npeaknamncuu: sFlt-1, PIGF, cootHoweHwne sFt-
1/PIGF ncen. 14400
5.8. OueHKa 3HAOKPUHHOW PYHKLMK noaxenyao4Hon xenesbl (Assessment of
Pancreatic Endocrine Function)
172 WHcynuH (Insulin)
ncen. 560
173 MpounHcynuH (Proinsulin)
ncern. 3340
148 C-nentug (C-Peptide)
ncen. 840
11HOMA |OueHKa MHCYNMHOPE3NCTEHTHOCTM: TMNIOKO3a (HaToLLaK), MHCYIUH
(naTowak), pacyet nuHgekca HOMA-IR (Insulin Resistance: Fasting | wucen. 600
Glucose/Insulin, Homeostasis Model Assessment of Insulin
PACYETHO |HOMA-G pacueT nHaekca (npv BbINONHEHWM [TOKO3bl U3 CEPOI
MA-G npo6upku) mcen. 100
PACYETHO |HOMA-IR pac4eT nHgekca
MA-IR ncen. 100
5.9. BuoreHHble amuHbl (Biogenic Amines, BA)
KATEMNN |KatexonamuHbl (agpeHanvH, HopagpeHanvH, JodamuH) B nnasve
kpoBu — KATEIJT (Catecholamines: Epinephrine/Adrenaline, mcen. 2980
Norepinephrine/Noradrenaline, Dopamine, Plasma)
151 KatexonamuHbl (agpeHanuH, HopagpeHanvH, 4odamMuH) B Moye
(Catecholamines: Epinephrine/Adrenaline, mcen. 3290
Norepinephrine/Noradrenaline, Dopamine, Urine)
950 MeTtabonuTbl KaTexonaMmHOB U CEPOTOHMHA, CyTOYHAs Moya:
BaHUNunMuHganesas kucnota (BMK), romoBaHunMHosas kucnota ucen. 3290
(FBK), 5-ruppokcumnHponykcycHas kucnora (5-
1166 MeTaHedprHbl (PpakLUMOHMPOBaHHbIE (CBOBOAHbIE U
KOHBIOIMpOBaHHbIE), 24-4yacoBasa Mmoya (Metanephrines mcen. 2950
fractionated, free and conjugated , 24-h urine)
152 KatexonamuHbl (agpeHanuH, HopagpeHanvH, 4odamMuH) B Moye
(Catecholamines: Epinephrine/Adrenaline, mcen. 3290
Norepinephrine/Noradrenaline, Dopamine, Urine)
1270 cTtamuH B nnasme kpoeu (Histamine, Plasma)
ncen. 3090
993 CepoToHVH B cbiBOPOTKe kpoBu (Serotonin, Serum)
ncen. 2430
1674 MeTaHedprHbl (PpakLMOHUPOBaHHLIE, pa3oBasi Mova (cBOGoaHbIE
+ KoHblormpoBaHHble) (Metanephrines fractionated, free + mcen. 3810

conjugated, random urine)




5.10. Kanbumi-perynupytowmne ropmoHbl (Calcium-regulating hormones)

171 KanbuwnTtonuH (Calcitonin)
mcen. 720
102 MapaTupeonaHbi ropmoH (MapatropmoH, napatupuH, MTI)
(Parathyroid Hormone, PTH) mcen. 570
5.11. FopMoHbI xxupoBow TkaHu (Adipose Tissue Hormones)
175 JlentuH (Leptin)
mcen. 1200
5.12. Perynsauus aputponoasa (Regulation of Erythropoiesis)
222 OpuTtponoatuH (Erythropoetin)
ncern. 3590
5.13. OueHka pucka pa3BUTUA 3a6oneBaHUi cepAeYHO-COCYAUCTON CUCTEMbI
(Cardiovascular Di Risk A nent)
1677 OumeTunapruHnH acCMMMETPUYHBIN B KPOBM
mcen. 4320
6. MUKPOJ3NEMEHTbI (Microelements)
*CToMMOCTb YKa3aHa Ans npoBeAeHUs uccrnepoBaHusa ogHoro M9 ¢
ﬂp060ﬂOHFOTOBKOﬁ/CTOMMOCTb npoeeaeHus nccrnegoBaHUA Kaxaoro AOoNONTHUTENNIbHOro M3 O
13 TOro e o6pasua Guomatepuana. flo6aButb no6or MO MOXHO TONbLKO B AeHb cAaYu
ﬁMﬂMﬂTﬂhMﬂﬂﬂ' & MnoronuTte Uccnenaranua Hﬂl‘rﬂﬁ HA Mq NAKAMAHNAVATCA TONLKA R COVUAES
6.1. MukpoanemeHTbl B KpOBM (CbIBOPOTKa KPOBU, LienbHas kpoBb) (Microelements,
Serum, Venous Blood) 0
M31 OcHoBHble acceHuManbHble ((KU3HEHHO HeobxoanMble)
MMKPO3reMeHTbl B CbiBOpOTKe kKpoBu (Essential Vital Elements, mcen. 1970
Essential Trace Elements, Serum)
M32 TOKCUYHbIE MUKPO3EMEHTBI (TSXerble MeTanbl) B BEHO3HOM
kpoBu (Toxic Trace Elements, Toxic Heavy Metals, Venous Blood) mcen. 1970
M33 MUKpOoanemeHTbl B CbIBOPOTKE KPOBM 1 BEHO3HOW KPOBU: CKPUHWHT
(Trace Elements, Serum, Venous Blood: Screening) ucen. 4660
874 Kagmuia (Cd) B cbiBopoTke kposu (Cadmium (Cd), Serum )
mcen. 1240
863 KobanbT (Co) B cbiBOpOTKE KpoBm (Cobalt (Co), Serum)
mcen. 1240
888 Megab (Cu) B ceiBopoTKE kpoBm (Copper (Cu), Serum )
mcen. 1240




892 MapraHeu (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum)

ncen. 1240
869 CeneH (Se) B cbiBopoTke KpoBu (Selenium (Se), Serum)

ncern. 1240
868 LiMHk (Zn) B cbiBOpOTKE KpOBUM (Zinc (Zn), Serum)

ncern. 1240
893 Hukenb (Ni) B ceiBopoTke kposm (Nickel (Ni), Serum)

ncen. 1240
1111 3onoto (Au) B cbiBOpoTKe kpoBm (Gold (Au), Serum)

ncen. 1240
873 Monn6aeH (Mo) B ceiBopoTke kpoBu (Molybdenum (Mo), Serum)

ncen. 1240
1118 Tannui (Tl) B ceiBopoTKe kposm (Thallium (TI), Serum)

ncen. 1240
883 Mbiwbsk (As) B cbiBOopoTke kpoBu (Arsenic (As), Serum)

ncern. 1240
1491 Wop B ceiBopoTke (lodine, serum)

ncen. 1240
814 Jlutuia (Li) B cbiBopoTKe Kposu (Lithium (Li), serum)

ncen. 1280
1112 Kagmwuia (Cd) B BeHo3Hom kposu (Cadmium (Cd), Blood)

ncern. 1240
1113 KobanbT (Co) B BeHo3HOM kpoBw (Cobalt (Co), Blood)

ncern. 1240
1114 Megab (Cu) B BeHo3HoM kposu (Copper (Cu), Blood)

ncern. 1240
1115 MapraHreu (Mn) B BeHo3HoW kpoBu (Manganese (Mn), Blood)

ncern. 1240
1116 Hukenb (Ni) B BeHo3Hol kposw (Nickel (Ni), Blood)

ncern. 1240
1117 CeneH (Se) B BeHo3HOM kposw (Selenium (Se), Blood)

ncern. 1240
1119 LinHk (Zn) B BeHO3HOW KpoBw (Zinc (Zn), Blood)

ncern. 1240
878 CauHey (Pb) B BeHo3Ho kpoBwu (Lead (Pb), Blood)

ncern. 1240




1141 Ptytb (Hg) B BeHo3HOM kposu (Mercury (Hg), Blood)

ncen. 1240
6.2. MukpoanemeHTbl B Moye (Microelements, Urine)
M34 OcceHumanbHble (KU3HEHHO HEODXOAMMbIE) Y TOKCUYHbIE

MukpoanemeHTbl B Move (Essential Vital Elements, Toxic Trace ncen. 3770
Elements, Urine)

1040 Kagmwuia (Cd) B moye (Cadmium (Cd), Urine)

ncen. 1240
1034 KobanbT (Co) B Mmo4e (Cobalt (Co), Urine)

ncern. 1240
1035 Megab, moya, pasosas nopuus (Copper, random urine; Cu)

ncern. 1240
889 Megp (Cu) B cyTouHom mode (Copper (Cu), 24-Hours Urine)

ncern. 1240
1032 MapraHren (Mn) B mo4e (Manganese (Mn), Urine)

ncern. 1240
1038 CeneH ( Se) B moye (Selenium ( Se), Urine)

ncen. 1240
1036 LinHk (Zn) B Mo4e (Zinc (Zn), Urine)

ncern. 1240
894 Hukenb (Ni) B Moye (Nickel (Ni), Urine)

ncern. 1240
895 CsuHey, (Pb) B moye (Lead (Pb), Urine)

ncen. 1240
1042 Pyt (Hg) B Moye (Mercury (Hg), Urine)

ncen. 1240
1074 Tannun (Tl) B Mmoye (Thallium (TI), Urine)

ncen. 1240
1037 Mbiwbsik (As) B mode (Arsenic (As), Urine)

ncen. 1240
881 AntomuHuia (Al) B Mode (Aluminum (Al), Urine)

ncen. 1240
1033 YKeneso (Fe) B moue (Iron (Fe), Urine)

ncen. 1240
1479 Woga (1) B moue (lodine (1), Urine)

ncen. 1240




6.3. MukpoanemeHTbl B Bonocax (Microelements, Hair)

M38 TokcunyHble MykpoaneMeHTbl B Bonocax (Toxic Trace Elements,
Hair) mcen. 2620
M39 ToKcKYHbIE 1 3cCeHUManbHble MUKPO3neMeHTbl B Boriocax (Toxic
Trace Elements, Essential Vital Elements, Hair) ucen. 3590
M310 BornbLon CKpUHUHT aneMeHTHOro coctasa Bonoc (Elemental
Composition of Hair: Screening ) ucen. 6170
1004 AntomuHui (Al) B Bonocax (Aluminum (Al), Hair)
ncen. 1240
1126 Bapun (Ba) B Bonocax (Barium (Ba), Hair)
ncen. 1240
1127 Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair)
ncen. 1240
1001 Bop (B) B Bonocax (Boron (B), Hair)
ncern. 1240
1138 Banagui (V) B Bonocax (Vanadium (V), Hair)
ncen. 1240
1128 BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair)
ncern. 1240
1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair)
ncern. 1240
1129 annui (Ga) B Bonocax (Gallium (Ga), Hair)
ncern. 1240
1130 epmanun (Ge) B Bonocax (Germanium (Ge), Hair)
ncern. 1240
1011 >Keneso (Fe) B Bonocax (Iron (Fe), Hair)
ncern. 1240
1125 3onoto (Au) B Bonocax (Gold (Au), Hair)
ncern. 1240
1131 Wog (1) B Bonocax (lodine (1), Hair)
ncern. 1240
1019 Kagmwuia (Cd) B Bonocax (Cadmium (Cd), Hair)
ncern. 1240
1006 Kanui (K) B Bonocax (Potassium (K), Hair)
ncern. 1240




1007 Kanbuun (Ca) B Bonocax (Calcium (Ca), Hair)

ncen. 1240
1012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair)

ncern. 1240
1005 KpemHui (Si) B Bonocax (Silica (Si) , Hair)

ncern. 1240
1132 JlanTaH (La) B Bonocax (Lantanum 9La), Hair)

ncen. 1240
1000 Jlutuia (Li) B BOnmocax (Lithium (Li), Hair)

ncen. 1240
1003 Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair)

ncen. 1240
1010 MapraHen (Mn) B Bonocax (Manganese (Mn), Hair)

ncen. 1240
1014 Megb (Cu) B Bonocax (Copper (Cu), Hair)

ncern. 1240
1018 MonubaeH (Mo) B Bonocax (Molybdenum (Mo), Hair)

ncen. 1240
1016 Mbiwbsik (As) B Bonocax (Arsenic (As), Hair)

ncern. 1240
1002 Hatpun (Na) B Bonocax (Sodium (Na), Hair)

ncern. 1240
1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)

ncern. 1240
1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair)

ncern. 1240
1134 MnaTnHa (Pt) B BOonocax (Platinum (Pt), Hair)

ncern. 1240
1021 Ptytb (Hg) B BOnocax (Mercury (Hg), Hair)

ncern. 1240
1135 Py6buaui (Rb) B Bonocax (Rubidium 9Rb), Hair)

ncern. 1240
1022 CauHey (Pb) B Bonocax (Lead (Pb), Hair)

ncern. 1240
1017 CeneH (Se) B Bonocax (Selenium (Se), Hair)

ncern. 1240




1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair)
ncen. 1240
1137 CtpoHumn (Sr) B Bonocax (Strontium (Sr), Hair)
ncern. 1240
1020 CypbMa (Sb) B Bonocax (Antimony (Sb), Hair)
ncern. 1240
1008 Tannun (Tl) B Bonocax (Thallium (TI), Hair)
ncen. 1240
1133 docdop (P) B Bonocax (Phosphorus (P), Hair)
ncen. 1240
1009 Xpowm (Cr) B Bonocax (Chromium (Cr), Hair)
ncen. 1240
1015 LimHk (Zn) B Bonocax (Zinc (Zn), Hair)
ncen. 1240
1140 Linpkonun (Zr) B Bonocax (Zirconium (Zr), Hair)
ncern. 1240
6.4. MukpoanemeHTbl B HorTsix (Microelements, Nails)
M311 TokcunyHble MyukpoaneMeHTbl B HorTsx (Toxic Trace Elements,
Nails) mcen. 2620
M312 ToKcuYHbIE 1 3cCeHUManbHble MUKPO3reMeHTbl B HOrTsix (Toxic
Trace Elements, Essential Vital Elements, Nails) ucen. 3590
M313 BonbLIon CKpUHUHI aneMeHTHOro cocTasa HorTel (Elemental
Composition of Nails: Screening ) mcen. 6170
1076 AntomuHui (Al) B Hortax (Aluminum (Al), Nails)
ncern. 1240
1080 Bapun (Ba) B HorTsix (Barium (Ba), Nails)
ncern. 1240
1081 Bepunnuin (Be) B HorTsix (Beryllium (Be), Nails)
ncern. 1240
1079 Bop (B) B HorTax (Boron (B), Nails)
ncern. 1240
1120 Banaguii (V) B HorTsix (Vanadium (V), Nails)
ncen. 1240
1082 BucmyT (Bi) B HorTax (Bismuth (Bi), Nails)
ncen. 1240




1121 Bonbdpam (W) B Hortax (Tungsten, Wolframium (W), Nails)

ncen. 1240
1089 Fannui (Ga) B HorTsax (Gallium (Ga), Nails)

ncern. 1240
1090 epmanun (Ge) B HorTsix (Germanium (Ge), Nails)

ncern. 1240
1088 >Keneso (Fe) B HorTsix (Iron (Fe), Nails)

ncen. 1240
1078 3onoto (Au) B HorTsax (Gold (Au), Nails)

ncen. 1240
1092 Wog (1) B Hortax (lodine (1), Nails)

ncen. 1240
1084 Kagmwuia (Cd) B HorTsix (Cadmium (Cd), Nails)

ncen. 1240
1093 Kanui (K) B HorTax (Potassium (K), Nails)

ncern. 1240
1083 Kanbumn (Ca) B Hortax (Calcium (Ca), Nails)

ncen. 1240
1085 KobanbT (Co) B HorTsax (Cobalt (Co), Nails)

ncern. 1240
1107 KpemHuii (Si) B HorTsix (Silica (Si), Nails)

ncern. 1240
1094 JlanTaH (La) B Hortsax (Lantanum (La), Nails)

ncern. 1240
1095 Jlutun (Li) B HorTax (Lithium (Li), Nails)

ncern. 1240
1096 Marnui (Mg) B Hortaix (Magnesium (Mg), Nails)

ncern. 1240
1097 MapraHeu (Mn) B HorTsaix (Manganese (Mn), Nails)

ncern. 1240
1087 Megp (Cu) B HorTsix (Copper (Cu), Nails)

ncern. 1240
1098 Monu6aeH (Mo) B HorTsix (Molybdenum (Mo), Nails)

ncern. 1240
1077 Mbiwbsik (As) B HorTax (Arsenic (As), Nails)

ncern. 1240




1099 Hatpuin (Na) B HorTax (Sodium (Na), Nails)

ncen. 1240
1100 Hukenb (Ni) B HorTsax (Nickel (Ni), Nails)
ncern. 1240
1108 OrnoBo (Sn) B HorTax (Tin (Sn), Nails)
ncern. 1240
1103 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails)
ncen. 1240
1091 Ptytb (Hg) B HOrTaAx (Mercury (Hg), Nails)
ncen. 1240
1104 Py6buaui (Rb) B HorTax (Rubidium (Rb), Nails)
ncen. 1240
1102 CsuHey, (Pb) B HorTsax (Lead (Pb), Nails)
ncen. 1240
1106 CeneH (Se) B HorTax (Selenium (Se), Nails)
ncern. 1240
1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails)
ncen. 1240
1109 CtpoHumn (Sr) B HorTax (Strontium (Sr), Nails)
ncern. 1240
1105 Cypbma (Sb) B Hortsix (Antimony (Sb), Nails)
ncern. 1240
1110 Tannui (Tl) B HorTsax (Thallium (TI), Nails)
ncern. 1240
1101 ®ocdop (P) B HorTax (Phosphorus (P), Nails)
ncern. 1240
1086 Xpom (Cr) B HorTax (Chromium (Cr), Nails)
ncern. 1240
1122 LInHk (Zn) B HorTsx (Zinc (Zn), Nails)
ncern. 1240
1123 LinpkoHun (Zr) B HorTsix (Zirconium (Zr), Nails)
ncern. 1240
7. NEKAPCTBEHHbIA MOHUTOPUHT (Drug Monitoring)
*BHUMAHMUE! OaHHble nabopaTopHble UccrefoBaHUA He sIBNAKTCA aKkcnepTuson. Tun
uccnegoBaHus — npeaBapuTenibHoe CKPUHUHIroBoe na60paTopHoe nccrnengoBsaHue. O

Pe3y]1bTaTbI, nony4yaemble nalueHToOM, MOryT ObITb nepenaHbl UM B cy.qeGHble opraHbl u
MOFVT GRITE NACCMOTNAHKI KAK NOKAATAOLCTRO B CUYNAAHKIY ANOIACCAY TONRKA HA




7.1. llekapcTBeHHbIN MOHUTOPUHT (Drug Monitoring)

0
88 ®eHobapbuTtan (JllomuHan) (Phenobarbitalum)
ncen. 1010
89 ®eHnTouH (OndenuH, OunantuH) (Phenytoin)
ncen. 4940
90 BanbnpoeBas kucnota (OenakvH, KoHBynekc) (Acidum
Valproicum, Depakin, Convulexs) mcen. 870
91 Kapb6amasenuH (®uHnencuH, Terpeton) (Carbamazepine, Tegretol)
ncen. 790
274 LimknocnopwuH (Cyclosporine, Cyclosporine A, Sandimmune)
ncen. 1430
814 Jlntuia (Li) B cbiBopoTKe Kposu (Lithium (Li), serum)
ncen. 1280
917 JlamoTpumpxkmH (Lamotrigine)
ncen. 4940
1271 JleBeTnpauetam (Levetiracetam, Keppra®)
ncen. 4940
1353 Takponumyc (Agsarpad, Mporpad, MNMpoTonuk, Takpocen) (FK506,
Advagraf, Prograf, Protopic, Tacrosel) mcen. 1000
1376 MwuToTaH, nna3ma kposu (Mitotane, o, p'-DDD, plasma)
ncen. 4940
1377TER |TepudpnyHomug, nedonyHomug (metabonur) (Teriflunomide,
Leflunomide metabolite) ucen. 4940
1633 Oseponumyc (Everolimus)
ncen. 4940
1415 AnukcabaH, koHueHTpaums (Apixaban Level)
ncen. 2480
1416 PuBapokcabaH, koHueHTpaums (Rivaroxaban Level)
ncen. 2550
1399 BaHkomuumH (Vancomycin)
ncen. 8400
1757 KnoHasenam
ncen. 7630

8. UCCINNEOOBAHUA MOYMU (Examinations of Urine)




8.1. KnuHuyeckue Tectbi (Clinical Tests)

0
116 AHanus moun 06w (AHann3 Mo4m oBLLMI C MUKPOCKOMUEN
ocagka) (Complete Urinalysis, Microscopic Examination) mcen. 280
272 WccnenoBaHne moumn no metogy Heunnopenko (Nechiporenko’s
Urine Test) mcen. 310
401 Kanbumin moun, kadecTBeHHbIN TecT (Npoba CynkoBuya)
(Sulkowitch Urine Calcium Test) mcen. 240
8.2. Buoxumusa moum (cytouHas akckpeuus) (Urine Biochemistry (Daily Excretion))
* TecTbl Ne 95110, Ne 110113, Ne 97110, Ne 1318110, Ne 115110 n Ne 112110 BbINONHAKTCA B
komnnekce ¢ Tectom Ne CREA-U. Tect Ne CREA-U Henb3s 3aKka3aTb OTAENbHO OT
nepeyvyuncrieHHbIX TeCTOB.
CREA-U |[KoHueHTpauus B moye (Urine Creatinine)
ncen. 150
95 AnbbymuH, cyTodHas moya (Albumin, 24-Hour urine)
ncen. 310
95110 AnbbymuH, pa3oBas nopuusi Mouu (C KpeaTUHMHOM M pacyeToMm
anbbymuH/kpeaTuHUH oTHoLweHus) (Albumin, random urine, with ncen. 320
creatinine and albumin/creatinine ratio calculation, UACR)
109 'mioko3a, cytoyHas moya (Glucose, 24-Hour urine)
ncen. 150
110 KpeatnHuH, cytouHasa moya (Creatinine, 24-Hour urine)
ncen. 150
96 Mpoba Pebepra (KnnpeHc sHAOreHHOro KpeaTnHUHa, CKOPOCTb
knyboykoBon punbTtpaunm) (Glomerular Filtration Rate, GFR)* mcen. 150
108 AmMmnnasa B MoYe CyTOYHON U NOPLIMOHHON 38 U3MEPEHHOE
Bpemsi (Anbda-amunasa, gnacrasa mouum) (Amylase, 24-Hour or ncen. 200
Timed Urine)
111 MoueBwuHa, cyTouHas moda (Urea, 24-Hour urine)
ncen. 150
112 MoueBas kucnota, cytouHas moua (Uric Acid, 24-Hour urine)
ncen. 150
97 O6wwmin 6enok, cytoyHast moda (Protein Total, 24-Hour urine)
ncen. 160
113 Kanbuwmn (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine)
ncen. 150
114 Kanun (K), Hatpuin (Na), cytouHasa moya (Potasium (K), Sodium
(Na), 24-Hour urine) mcen. 180




115 ®ocdop (P), cytouHasa moda (Phosphorus (P), 24-Hour urine)
ncen. 150
225 Beta-2-mukpornobynuH (B-2-mukpornobynuH) B moye (Beta-2-
Microglobulin, Urine) mcen. 2770
918 MeTaHedprHbl (PpakUMOHMPOBaHHbIE CBOGOAHKIE, CYyTOYHAs MoYa
ncen. 3400
1458 Okcanatbl, cyTouHas moda (Oxalates, 24-Hour urine)
ncen. 1390
110113  [Kanbuwii, pa3oBas nopums MO4M (C KpeaTMHUHOM U pacyeToM
Kanbuun/kpeaTuHWH oTHoLweHus) (Calcium, random urine, with mcen. 160
creatinine and calcium/creatinine ratio calculation)
97110 Benok, pa3oBas nopuus Mo4m (C KpeaTMHUHOM U pacyeToM
HOpPManu3oBaHHOIo Mo KpeaTUHUHY nokasatens) (Protein, random mcen. 170
urine, with creatinine and protein/creatinine ratio calculation)
1318 MarHuii, cyTouHasa moda (cyTouHas akckpeuums), (Magnesium, 24 h
urine excretion) mcen. 160
1318110 [MarHuia, pasoBas nopums Moy (C KpeaTUHMHOM U Pac4eToMm
MarHui/kpeaTuHH oTHowweHust) (Magnesium, random urine, with ucen. 170
creatinine and magnesium/creatinine ratio calculation)
115110 [Pocdop, pa3oBas nopuMs MOYM (C KpeaTUHUHOM U pacyeToM
HOpPManu3oBaHHOIo Mo KpeaTuHUHY nokasatens) (Phosphorus, mcen. 150
random urine, with creatinine and phosphorus/creatinine ratio
112110 [MoyeBas kucnota, pasosas NopLUS MOYM, C KPEAaTUHNHOM U
pacyeToM HOPMann30BaHHOrO MO KpeaTUHWHY MOK-1s ncen. 160
1458110 |Okcanatbl, pasoBas Nopuus Moyu (C KpeaTUHMHOM U Pac4eToMm
HOPManu3oBaHHOIo Mo KpeaTUHWHY noka3atens) (Oxalates, mcen. 1420
random urine, with creatinine and oxalate/creatinine ratio
OBC110 |OueHka pycka kamHeobpa3oBaHWs - IMTOreHHble cybcTaHLum
MOYM, CyTOYHast Moya (kanbuuii, MarHui, ocdop, okcanarsl, ucern. 1790
MoYeBas KUCMoTa, KpeaTUHUH CYTOYHOW MOYM C pacyeToMm
OBC111 |OueHka pucka kamHeobpa3oBaHWs - NIUTOreHHble cybcTaHuum
MO4M, pa3oBas Nopumst Moum (kanbLuii, MarHmin, gpocaop, mcen. 1830
okcanaTbl, MOYeBas KUCroTa, KpeaTUHWUH Pa3oBoW NOpLMK MOYH, C
1691 AMMHOKMCNOTbLI B MoYe, 31 nokasaTerb
ncen. 11840
8.3. NcuxoakTnBHLIe BewecTBa B Moye (Psychoactive Substances, Urine)
JIMC HapKoTuku 1 NCUXOTPOMHbIE BELLLECTBA — CKPUHUHT (KOMMIEKCHBbIV
aHanmM3 Mo4Yu Ha onuatbl, amdeTaMrH, MeTaMeTaMm1H, KOKauH, mcen. 1100
KaHHabuHounab! u nx metabonutsl) (Drugs and Psychotropic
902 KaHnHabuHonabl (MapuxyaHa) B mode (Cannabinoids (Marijuana),
Urine)* ucen. 910
925 OnwnaTbl (MopdmH/reponH) B mode (Opiates (Morphine/Heroin),
Urine)* ncen. 840




898 Bapbutypatbl B Moye (Barbiturates, Urine)*
ncen. 820
982 OtaHon (ankoronk) B Move (Ethanol (Alcohol) Urine)*
ncern. 1710
9950 «BpepaHble npuBbIYkMY (AHaNM3 MOYU Ha HUKOTWH, NMCUXOTPOMHbIE
N HapKOTUYeCKne BELLEeCTBa, NCUXOaKTVBHbIE NleKapCTBEHHbIE mcen. 4540
npenapaTbl (HUKOTWH; MCUXOTPOMHbIE N HAPKOTUYECKME BELLEeCTBa,
8.4. UccnepoBaHue noyeyHoro kamHsA (Study of Kidney Stone)
1265 AHanM3 XMMmM4YecKoro coctaBa MoYeBbIX (MOYEYHbIX) KaMHEN
METOO0M PEHTreHOCTPYKTypHoro aHanusa (Compositional Analysis | uccn. 8270
of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction
1565MOK  [AHanun3 XMMn4eckoro coctaBa MOYEBbIX (MOYEYHbIX) KaMHeW
MEeTOA0M MHApakpacHow crniektpomeTpum (Compositional Analysis mcen. 1150
of Urine (Kidney) Stones, infrared spectrometry)
9. UCCINEOOBAHUA KATJIA (Examinations of Feces, Stool Examinations)
9.1. UccnepoBaHus kana (Examinations of Feces, Stool Examinations)
0
*[ins TecToB, NOMEYEHHbIX *, Heo6xoauma npobonoaroroska (KAIMP).
0
158 Konporpamma (Koprogramma, Stool)
ncen. 780
1594  |AHanus kana Ha sinua renbmuHToB (arua rmuctos) (PRO Stool,
Helminth Eggs) ncen. 530
159MNPO  |Ananu3 kana Ha npocTenwme (PRO Stool)
ncen. 530
16010CT |MccnepoBaHue Ha aHTepobKMo3 (anua ocTpuy), WnaTtenb
(Enterobiasis, Spatula) ncen. 530
236 CopepxaHue yrneBodoB B Kane (pegyuupylolume BellecTsa B
kane) (Stool Sugars, Reducing Substances, Fecal) ncen. 300
240 VccnepgoBaHue kana Ha CKpbITYo KpoBb. KauecTBeHHbIN MeToq
ncen. 1230
2401 CkpbiTasi KpOBb B Kane (KoropekTaribHble KpOBOTEYEHNST),
KONMYECTBEHHLIV MMMYyHOXUMUYeckuin metog FOB Gold ucern. 1420
(Quantitative Immunochemical Fecal Occult Blood, Test FOB
162 Onacrtasa 1 (31), naHkpeaTnyeckasa anacTta3a 1 (Elastase 1, E1)
ncen. 3090
1533A1AT |Anbda-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces)
ncen. 2940




15920CC

OcTaTo4Has ocmonsipHocTb cTyna (Stool osmotic gap)

mcen. 2480
1593 >KenyHble KUCroThl B CTyre
mcen. 4990
1594 O03MHOMWIbHBIA HEMPOTOKCKH B CTYyre
mcen. 5710
1596 30HYNWH dekanbHbIN
mccen. 8580
1597 XUMOTPUNCUH B CTYNE, aKTUBHOCTb
mcen. 2840
1599 CreaTokput cTyna
mcen. 2120
1338 KanenpoTtektuH doekansHbii (Fecal Calprotectin)
mcen. 1650
3357 OueHka CoCTOSAHUSE MUKPOBUOTBI TONCTOrO KULIEYHUKA METOAOM
MNupP, tect-cuctema KOJIOHO®IIOP-8 ncen. 6100
3348 OueHka CoCTOSAHUSE MUKPOBUOTBI TONCTOrO KULIEYHUKA METOAOM
MupP, tect-cuctema KOJTIOHO®JTIOP-16 (6uoLieHo3) ucern. 5880
3347 OueHKka CoCTOSAHUSE MUKPOBUOTBI TONCTOrO KULIEYHUKA METOAOM
MupP, tect-cuctema KONOHO®PJTIOP-16 (MmeTabonuam) ncen. 5880
1999 KopoTkouenoyeyHble XXUpHble KUCOTbI B Kane
mcen. 3450
398 WccnenoBaHust coctaBa MUKPOBUOTBI KULLEYHMKA Y AETEN
meTtogom MNLP, SHTepodnop Oetu ucen. 14260
10. AMATHOCTUKA UHOEKLMOHHbLIX 3AEOJNTIEBAHUM (Serology Diagnosis of Infectious
Disease)
UmetoTtcs orpaHu4eHus nNo B3ATUHO HEKOTOPbLIX BUOOB 6uomaTepMana B pervoHax.
*YTouHANTe y agMUHUCTPaTOpa MeAULMHCKoro oduca.” YkasaHHble cpoku MMLIP- 0
VICCHEAOBaHVIﬁ He BKNMH4YalT npoBeaeHue noaTrsepXxaarowmx TeCtoB (I1PVI HEOGXOHVIMOCTVI)
(Restriction an certain hinmaterial samnlina nracedures in the reaione Far mare infarmation
10.1. AneHoBupycHas uHdekumusa (Adenovirus Infection)
0
242 AHTUTENa knacca IgA k ageHosupycy (Anti-Adenovirus IgA)
mcen. 1240
241 AHnTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus 1gG)
mcen. 840

10.2. Ackapupao3 (Ascariasis)




KN - koacbdomumeHT Nno3uTMBHOCTU

0
237 AHTUTEna knacca IgG k aHTureHam ackapug (Anti-Ascaris
lumbricoides 1gG) mcen. 420
10.3. Acneprunnes (Aspergillosis)
ncen.
6616 Mnecenb Aspergillus fumigatus (M3), annepreH-cneuundunyeckne
IgG (Aspergillus fumigatus, 1gG, M3) mcen. 2120
278 JlabopaTtopHoe nccnegoBaHue aHTureHa Aspergillus
(ranaktomaHHaH) B cbiBopoTke kpoBu (Aspergillus antigen ucen. 12330
(galactomannan) in serum)
279 JlabopatopHoe nccnegoBaHue aHTureHa Aspergillus
(ranaktomaHHaH) B 6poHxo-anbBeonsipHom naesaxe (Aspergillus mcen. 12330
antigen (galactomannan) in bronchoalveolar lavage)
10.4. BaktepounpHas cnopa (Bacterial flora (Bacteroides spp.))
396YPO |Baktepouabl, onpeneneHune OHK B cockobe anutenuanbHbIX
KINETOK yporeHutansHoro Tpakta (Bacteroides spp., DNA, Scrape ucen. 930
of Urogenital Epithelial Cells)*
10.5. Boppenuos (6onesHb Jlaiima) (Borreliosis, Lyme Borreliosis, Lyme Disease, LD)
243 AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgG) ncern. 590
244 AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgM) mcen. 610
1190 AHnTuTena knacca IgG k Borrelia burgdorferi, BbisiBnsemblie
MeToaoM MMMyHo6roTTuHra (Anti-Borrelia burgdorferi 1gG, mcen. 6500
Immunoblot )
1191 AHTUTEna knacca IgM k Borrelia burgdorferi, BbisiBnsiemble
meTonom BectepH-6roTa (Anti-Borrelia burgdorferi IgM, Western ucen. 6440
Blot (WB))
270 JlabopaTtopHoe vccnenoBaHue kneta ans BobisineHnst AHK
B03byautens Jlanuv-boppenno3sa (Borrelia burgdorferi, DNA) mcen. 810
470 JlabopatopHoe vccnenoBaHue kneta ans BobisineHnst AHK
BO3OyauTENen KneweBbIX PUKKETCMO30B mcen. 1130
3112CNH |Boppenuu, onpegenexve OHK B cuHoBransHom xunakoctu (Borrelia
burgdorferi, DNA, Synovial Fluid)* mcen. 1080
3112CMX |Boppenuu, onpeaenexne JHK B cnMHHOMO3roBOM XUAKOCTA
(Borrelia burgdorferi, DNA, Cerebrospinal Fluid)* ucen. 1080

10.6. Bapuuenna-3octep Bupyc (Varicella-Zoster virus)




3215CJIH

Bupyc Varicella-Zoster, onpegeneHue AHK B croHe

(VaricellaZosterVirus, DNA, saliva) ucen. 550
3215POT |Bupyc Varicella-Zoster, onpegenernne JHK B cockobe
anuTenuarnbHbIX KNETOK cnnsucton potornoTku (Varicella Zoster mcen. 550
Virus, DNA, scrape of faucial epithelial cells)
3215KOX |Bupyc Varicella-Zoster, onpegenenve JHK B cockobe
anuTenuaneHbIx knetok koxu (Varicella Zoster Virus, DNA, scrape ucern. 550
of skin epithelial cells)
3215CB |Bupyc Varicella-Zoster, onpegenenvne JHK B cbiBOpoTKe KpoBU
(Varicella ZosterVirus, DNA, serum) ncen. 550
10.7. BeTpsiHasa ocna: BUpYC repneca 4yenoseka 3 Tuna (onosicbiBatoLuii nuLIan)
(Varicella-Zoster Virus, VZV, Chickenpox, Chicken Pox)
256 AHTuTena knacca IgG k BUpYyCy BETPSIHON OCMbl U ONOSICHIBAIOLLIErO
nuwas (Anti-Varicella-Zoster Virus IgG, Anti-VZV IgG) mcen. 790
257 AHTUTEna knacca IgM K BUpYycy BETPSHOM OCMbl U OMOSACbIBAKOLLErO
nuwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) mcen. 880
10.8. BUY-uHdbekumsa (Bupyc ummyHopeduumuta yenoeka) (Human Immunodeficiency
Virus, HIV)
**Tlpu nonoXuUTenbLHOM pe3yrnbTaTe NpoBeAeHMe NOATBEPXAAtloLWero TecTa (B ueHTp CMA)
yBenuinBaeT CpoK
68 AnTutena k BUY 1 n 2 n anturen BUY 1 1 2 (HIV Ag/Ab Combo)
ncen. 260
3631 BWY-1, onpepgenenve PHK B nnasme kposu (HIV RNA, Plasma)*
ncen. 10130
3102 Bupyc nmmyHopeduumTta vyenoseka tuna 1, kKa4ecTBeHHoe
onpenenenne PHK (Human immunodeficiency virus, quality, RNA) | wncen. 1450
B CbIBOPOTKE KPOBWU
339 Bupyc nmmyHoneduumta vyenoseka, tun 1 (BUY-1), onpenenexuve
PHK (kon.) B cbiBopoTKe kpoBu (Human immunodeficiency virus, mcen. 3810
HIV-1, RNA, quality, Serum)
10.9. BMY-uHdcbekuua, nanunnoMmaBupycHas UHdeKkLuusa (BUpYC nanuniombi YernoBeka)
(Human papillomavirus, HPV, HPV Infection)
311C-MNPK |Bupyc nanunnombl Yenoseka BbICOKOr0 OHKOFEHHOro pucka,
ckpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, mcen. 1360
66, 68 + KBM, onpenenexune [JHK B cockobe anutenuanbHbIX
311C-POT |Bupyc nanunnombl YenoBeKa BbICOKOrO OHKOreHHOro pucka,
ckpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, ucern. 1360
66, 68 + KBM, onpenenexune [JHK B cockobe anutenuanbHbIX
311C-YPO |Bupyc nanunnombl YenoBeKa BbICOKOrO OHKOreHHOro pucka,
ckpuHuHT 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, ucern. 1360
66, 68 + KBM, onpenenexune [JHK B cockobe anutenuanbHbIX
312C-YPO |Bupyc nanunnombl YenoBeKa BbICOKOrO OHKOreHHOro pucka,
onpenenenne OHK 16 n 18 Tunos + KBM B cockobe ncen. 620

anuTenuarnbHbIX KNETOK yporeHntanbHoro Tpakta (HPV DNA,




313C-YPO

Bupyc nannnnomMbl YenoBeka BbICOKOrO OHKOTEHHOIo pyckKa,
reHoTunuposarve OHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68 + KBM B cockobe anutenuanbHbIX KNeToK

nccen.

2140

399C-YPO

Bvpyc nanvnnomel YyenoBeka HU3KOro OHKOTEHHOro p1cKa,
onpenenenne OHK 3 Tunos: 6, 11, 44 + KBM B cockobe
anuTenuarnbHbIX KNETOK yporeHntanbHoro Tpakta (HPV DNA,

nuccn.

790

399C-MNPK

Bvpyc nanvunnomel YyenoBeka HM3KOro OHKOTEHHOro p1CcKa,
onpenenenne OHK 3 Tunos: 6, 11, 44 + KBM B cockobe
anuTenuarnbHbIX KIETOK cnnancton npsamont kuwkn (HPV DNA,

nuccn.

790

399C-POT

Bupyc nannnnomMbl YenoBeka HU3KOrO OHKOrEHHOro puUcka,
onpenenenne OHK 3 Tnnos: 6, 11, 44 B cockobe anutenunanbHbIX
knetok potornoTku (HPV DNA, Scrape of Faucial Epithelial Cells, 3

nccn.

790

374C-YPO

Bupyc nanunnomsl Yenoseka, onpegenexHve OHK 4 tunos: 6, 11,
16, 18 + KBM B cockobe anutenuanbHbIX KIETOK YpOreHnTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types

nuccn.

570

377C-YPO

OunddepeHumpoBaHHoe onpeaenerune OHK BMNY (Bupyc
nanunnomel Yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68 + KBM B cockobe anutenmanbHbIX KNEToK

nuccn.

1830

391C-YPO

Bupyc nanunnomsbl Yenoseka, onpegenexdve OHK 21 tuna: 6, 11,
16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68,
73, 82 + KBM B cockobe anuTenuanbHbIX KNeToK yporeHUTanbHoro

nuccn.

2720

10.10. FapaHepennes (rapaHepenna) (Gardnerella vaginalis)

305MOM

apaHepenna, onpegenenve JHK B moye (Gardnerella vaginalis,
DNA, Urine)*

nccn.

460

305CTr1

MapaHepenna, onpepenenve [IHK B cekpeTe npocTaTbl, 3gKynsTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

nccn.

460

305YPO

apaHepenna, onpegenenve JHK B cockobe anuTenunanbHbIX
KNeTokK yporeHuTanbHoro Tpakta (Gardnerella vaginalis, DNA,
Scrape of Urogenital Epithelial Cells)*

nuccn.

460

10.11. FenbmuHTO3 (Helminthiasis)

KN - koacbdomumeHT Nno3uTMBHOCTH

1186

Komnnekc MapaauTbl (ONUCT, 3X1HO, TOKCOK, TPUXMH)

nccn.

1110

297

AHTUTENA K aHTUreHam HemaTtog poga Anisakis 1gG

nccn.

450

299

AHTUTENa K aHTUreHam Kutarnckon asyyctku Clonorchis sinensis
IgG

nuccn.

410

1563

Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam
Kowayben asyycrtku, Opisthorchis felineus)

nuccn.

420

1564

AHTUTEna knacca IgM k aHTureHam TpuxmHenn (anti-Trichinella
IgM)

nccn.

450




3355 CkpuHuHrosoe lNUP-uccnegosaHne Bo3byautenein renbMMHTO30B
(aHTepobuosa, ackapugosa, AndunnoboTpuosa, onMcTopxosa, MCCH. 2290
TeHno3a), TecT-cucteMa I'enbmo-ckpuH (Screening PCR of
10.13. l'enatut A BUpycHas nHdekuua (Bupyc renatura A, Hepatitis A Virus, HAV)
71 AHnTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG)
ncern. 600
72 AHTuTEna knacca IgM k Bupycy renatuta A (Anti-HAV IgM)
ncen. 490
328CB Bupyc renatuta A, onpeneneHune PHK B cbiBopoTke kpoBu (HAV
RNA, Serum)* ucern. 1310
10.14. F'enatut B BUpycHas nHdekuus (Bupyc renaturta B, Hepatitis B Virus, HBV)
73 HBs-aHTUreH Bupyca renatuta B (HBs-aHTuUreH, noBepxHOCTHbI
aHTUreH BMpyca renatuta B, «aBcTpanuinckum» aHTureH), ucen. 240
KayecTBeHHbI TecT (HBsAg, Hepatitis B Surface Antigen,
74 HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg)
ncern. 690
75 AnTuTena knaccos IgM v IgG k HB-core aHTUreHy Bupyca renatuta
B, cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core mcen. 360
Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
76 AHTUTEna knacca IgM k HB-core aHTureHy Bupyca renatmnta B (Anti
HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core mcen. 420
Antibodies IgM)
77 AHTUTENa k HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb)
ncen. 590
78 AHTUTENa k HBs-aHTUreHy Bupyca renatuta B (Anti-HBs, HBsAb)
ncen. 360
87 HBs-aHTUreH Bupyca renatuta B (HBs-aHTuUreH, noBepxHOCTHbI
aHTUreH BMpyca renatuta B, «aBcTpanunckumn» aHTureH), ucen. 920
konuyecTteeHHbI TecT (HBsAg, Hepatitis B Surface Antigen,
319CB Bupyc renatuta B, onpegeneHve [HK B cbiBopoTKe KpoBY,
kadvectBeHHoe (HBV DNA, Serum, Qualitative)* mcen. 1170
320CB Bupyc renatuta B, onpeaenenune JHK B cbIBOPOTKE KPOBMU,
konunyectseHHoe (HBV DNA, Serum, Quantitative)* mcen. 2510
10.15. F'enatut C BUpycHasa uHdekums (Bupyc renatuta C, Hepatitis C Virus, HCV)
**anI NoNoXUTesibHOM pe3yribTaTe NpoBeAeHWe noaTBepXaalllero Tecta ygenmimsaer
CPOK Ha HECKOJTbKO ,quFI. YTouHsTe Y aAMUHUCTpaTopa MmeaULUUHCKOro O(*cha.
79 AHTuTena knaccos IgM u 1gG k Bupycy renatuta C, cyMMapHoO
(Anti-HCV Total (IgG + IgM))* ucen. 480




1143 AHTUTEna knacca IgG k aHTureHam Bupyca renatuTa C,
BbIsIBNIieMble METOAOM MMMYHOOMoTTMHra (Anti-HCV 1gG, mcen. 910
Immunoblot)
2447 WHTepneiiknH-28B (MUI1-28B), reHoTMnupoBaHue (nccneqoBaHune
reHeTUYecKMxX MapkepoB, onpeaensomx apdPeKTMBHOCTb mcen. 1780
neveHunst xpoHunyeckoro renatuta C uHtepdepoHom u
321CB Bupyc renatuta C, onpegenerve PHK B cbiBOpoTKe KpoBH,
kavectBeHHoe (HCV RNA, Serum, Qualitative)* mcen. 1170
323N Bupyc renatuta C, onpegenerve PHK B nnasme kposw,
konunyecteeHHoe (HCV RNA, Plasma, Quantitative)* mcen. 22780
32411 Bupyc renatuta C, onpegenernne PHK B nnaswve,
reHoTunupoBaHue ¢ cybtunamm (tunel 1 (cy6tunel 1a n 1b), 2, 3) mcen. 1940
(Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes
324 Bupyc renatuta C, konuyectBeHHoe onpegeneHne PHK Bupyca n
reHoTunuposaHue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA, ucen. 4120
Quantitative PCR, Genotyping (Types 1, 2, 3))
323C-M1  |Bupyc renatuta C (CITO), onpegenernne PHK B nna3me kposw,
konunyecteeHHoe (HCV RNA, Plasma, Quantitative)* mcen. 22810
350CB Bupyc renatuta C, onpegenerve PHK B cbiBOpoTKe KpoBu
metogom MNLP, konnyecteeHHoe (HCV RNA, Serum, Quantitative, | uccn. 2650
PCR)*
3500CB |Bupyc renatuta C (BI'C), ynbTpadyBCTBUTENBHOE ONpeaeneHue
PHK BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) MCCH. 1170
1688 Bupyc renatuta C PHK, reHoTunupoBaHue 6 reHOTMMNoB
(1a,1b,2,3a,4,53,6) ucern. 5510
7644G1  [MyTtauun nekapcteeHHon peancteHTHocTM NS3, NS5A n NS5B
perMoHoB reHomMa Bupyca renatuta C (ans reHotunos 1a, 1b) mcen. 21250
7644G3  [MyTtauun nekapcteeHHon peancteHTHoCcTM NS3, NS5A n NS5B
pervoHoB reHomMa Bupyca renatuta C (ans reHotuna 3) mcen. 20240
3550 Bupyc renatuta C (HCV), ynbTpayyBcTBUTENBHOE ONpedeneHne
(kon.) PHK, TtecT-cuctema GeneXpert ucern. 7930
1146 AHTuTena k Bupycy renatuta C, IgG, nmmyHo6noT
ncern. 3060
10.16. l'enatut D BupycHasa uHdekums (Bupyc renatuta D, Hepatitis D Virus, HDV)
KN - koacbdpmumeHT Nno3uTMBHOCTH
0
1268 AHTUTENa knacca IgM k Bupycy renatuta D (Anti-HDV IgM)
ncen. 1270
1269 AHTuTena knaccos IgM u 1gG k Bupycy renatuta D, cymmapHo
(Anti-HDV Total (IgG + IgM)) mcen. 1110




325CB

Bupyc renatuta D, onpegeneHne PHK B ceiBopoTke kposu (HDV

RNA, Serum)* mcen. 1220
10.17. F'enatut E BupycHas nHdekuus (Bupyc renatura E, Hepatitis E Virus, HEV)
KN - koacbdomumeHT Nno3uTMBHOCTHU
0
227 AHTUTEna knacca IgM k Bupycy renatuta E (Anti-HEV IgM)
ncen. 650
228 AHnTuTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG)
ncen. 660
10.18. l'enatut G BUpycHas uHdekuus (Bupyc renaturta G, Hepatitis G Virus, HGV)
326CB Bupyc renatuta G, onpegenexHne PHK B cbiBopoTke kposu (HGV
RNA, Serum)* ucern. 1510
10.19. l'epnec (repnec-Bupychbl Yenoseka 1 u 2 Tuno., Herpes simplex virus, HSV-1, HSV-
2)
122 AHTUTEna knacca IgG k Bupycy npoctoro repneca 1 u 2 Tunos
(Anti-HSV-1, 2 IgG) ncen. 510
1222 AHTUTEna knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-
HSV-1 1gG) mcen. 620
1223 AHTUTEna knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-
HSV-2 IgG) ncen. 550
123 AHTUTENna knacca IgM k Bupycy npoctoro repneca 1 n 2 Tunos
(Anti-HSV-1, 2 IgM) mcen. 760
4AVHSV [AugHocTb Anti-HSV IgG
ncen. 970
309BMNT |lepnecsupyc 1 n 2 Tunos., onpegenernve AHK B Beinote (HSV-1, 2
DNA, Exudate)* ucern. 460
309rN3 |Fepnecsupyc 1 un 2 Tvnos, onpegenenve [HK B cockobe
anuTenuanbHbIX KNEToK KOHbIHKTUBLI (HSV-1, 2 DNA, Scrape of ucern. 460
Conjunctiva Epithelial Cells )*
309KOX [Fepnecupyc 1 u 2 Tunos., onpeaenexdune JHK B cockobe
anuTenuaneHbIX knetok koxun (HSV-1, 2 DNA, Scrape of Skin ucern. 460
Epithelial Cells)*
309KP "epnecsupyc 1 n 2 Tunos, onpegenexHve [HK B BeHO3HOW KpoBU
(HSV-1, 2 DNA, Blood)* ucern. 440
309MOM  [epnecsupyc 1 1 2 Tunos, onpeaenexHne AHK B moue (HSV-1, 2
DNA, Urine)* ucen. 460




309HOC

epnecsupyc 1 u 2 Tunos., onpeaenexue JHK B cockobe
anuTenuanbHbIX KNeTok cnuaucton Hoca (HSV-1, 2 DNA, Scrape of
Nasal Epithelial Cells)*

nccen.

460

309POT

epnecsupyc 1 n 2 Tunos., onpeaenexune HK B cockobe
anuTenuanbHbIX KneTok potornotkm (HSV-1, 2 DNA, Scrape of
Faucial Epithelial Cells)*

nuccn.

460

309CB

epneceupyc 1 n 2 Tunos, onpegeneHue JHK B cbiBOpOTKe KPOBU
(HSV-1, 2 DNA, Serum)*

nuccn.

740

309CJH

epnecsupyc 1 n 2 Tunos, onpegenexHne AHK B crntoHe (HSV-1, 2
DNA, Saliva)*

nccn.

460

309CMXK

"epnecsupyc 1 n 2 Tunos, onpegenexHve OHK B cnnHHOMO3roBon
xwugkoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)*

nuccn.

460

309Cr1

"epneceupyc 1 n 2 Tunos, onpegeneHve OHK B cekpeTe npocTtaThl,
asikynate (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

nuccn.

460

309YPO

epnecsupyc 1 u 2 Tunos., onpeaenexue HK B cockobe
anuTenuarnbHbIX KNETOK yporeHntanbHoro Tpakta (HSV-1, 2 DNA,
Scrape of Urogenital Epithelial Cells)*

nuccn.

460

3090BIMT

epneceupyc 1 n 2 Tunos, onpegenexHve OHK B BbInoTe,
TunupoBaHune (HSV-1, 2 DNA, Exudate, Typing)*

nccn.

600

3090rnN3

epnecsupyc 1 u 2 Tunos., onpeaenexune HK B cockobe
anuTenuanbHbIX KNETOK KOHBbIOHKTUBbLI, TUNMpoBaHue (HSV-1, 2
DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*

nuccn.

600

3090KOX

epnecsupyc 1 n 2 Tunos., onpeaenexue JHK B cockobe
anuTenuanbHbIX KNETOK KoXu, TunupoBaHune (HSV-1, 2 DNA,
Scrape of Skin Epithelial Cells, Typing)*

nuccn.

600

3090KP

"epnecsupyc 1 n 2 Tunos, onpegeneHve JHK B BeHO3HOW KpoBY,
TunupoBaHne (HSV-1, 2 DNA, Blood, Typing)*

nuccn.

580

3090MO4

"epneceupyc 1 n 2 Tunos, onpegenexue HK B moue,
TunuposaHue (HSV-1, 2 DNA, Urine, Typing)*

nuccn.

600

3090HOC

epnecsupyc 1 u 2 Tunos., onpeaenexune HK B cockobe
anuTenuanbHbIX KNETOK CNM3UCTOM Hoca, TunMpoBaHue (HSV-1, 2
DNA, Scrape of Nasal Epithelial Cells, Typing)*

nccen.

600

3090POT

epnecsupyc 1 u 2 Tunos., onpeaenexue HK B cockobe
anuTenuarnbHbIX KIETOK POTOMMOTKM, TUnupoBaHne (HSV-1, 2
DNA, Scrape of Faucial Epithelial Cells, Typing)*

nuccn.

600

3090CB

"epnecsupyc 1 n 2 Tunos, onpegenexHve OHK B cbiBOpoTKe KpoBY,
TunupoBaHune (HSV-1, 2 DNA, Serum, Typing)*

nuccn.

880

3090CJH

"epnecsupyc 1 n 2 Tunos, onpegeneHue AHK B cntoHe,
TunupoBaHune (HSV-1, 2 DNA, Saliva, Typing)*

nuccn.

600

3090CMX

"epnecsupyc 1 n 2 Tunos, onpegenexHve HK B cninHHOMO3roBon
XunagkocTtn, TunuposaHue (HSV-1, 2 DNA, Cerebrospinal Fluid,

Typing)*

nuccn.

600

3090CT1

"epneceupyc 1 n 2 Tunos, onpegeneHne OHK B cekpeTe npocTtaThl,
asikynaTe, TunuposaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen,

Typing)*

nuccn.

600




3090YPO

epnecsupyc 1 n 2 Tunos., onpegenexue JHK B cockobe

anuTenuarnbHbIX KIETOK YpPOreHnTanbHoro Tpakra, TMnMpoBaHne MCCH. 600
(HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
10.20. l'epnec-Bupyc Yyenoseka 6 Tuna (Human herpesvirus 6, HHV-6)
KN - koacbdomumeHT Nno3uTMBHOCTU
0
276 AHTUTEna knacca IgG k repnecupycy 4enoseka 6 Tuna (Anti-HHV-
6 1gG) mcen. 620
352BIMT |FepnecBupyc 6 Tuna, onpenenerHvne OHK B Bbinote (HHV-6 DNA,
Exudate)* ucern. 600
352KP "epnecBupyc 6 Tvna, onpegenexHve [HK B BeHo3HoW kpoBu (HHV-
6 DNA, Blood)* ucern. 570
352MO4  [T'epnecupyc 6 Tnna, onpegenexHve AHK B move (HHV-6 DNA,
Urine)* ncern. 600
352HOC |lepneceupyc 6 Tuna, onpeaenexue JHK B cockobe
anuTenuanbHbIX KreTok cnuaucton Hoca (HHV-6 DNA, Scrape of MCCH. 600
Nasal Epithelial Cells)*
352POT (lepnecBupyc 6 Tvna, onpegenexHue HK B cockobe
anutenuanbHbix knetok potornotku (HHV-6 DNA, Scrape of MCCH. 600
Faucial Epithelial Cells)*
352CB "epnecsupyc 6 Tuna, onpegenexne OHK B cuiBopoTke kposu (HHV-
6 DNA, Serum)* ucern. 880
352CJIH |l'epnecBupyc 6 Tnna, onpegenexHve OHK B cntoHe (HHV-6 DNA,
Saliva)* ncern. 600
352CMX |epnecsupyc 6 Tvna, onpegenerHve JHK B cnMHHOMO3roBown
xugkoctn (HHV-6 DNA, Cerebrospinal Fluid)* ucen. 600
352Cr "epnecsupyc 6 Tvna, onpegenexrne [JHK B cekpeTe npocTarthl,
aakynste (HHV-6 DNA, Prostatic Fluid, Semen)* ncen. 600
352YPO |[lepnecBupyc 6 Tvna, onpeagenexue JHK B cockobe
anuTenuanbHbIX KNETOK yporeHnTanbHoro Tpakta (HHV-6 DNA, uccern. 600
Scrape of Urogenital Epithelial Cells)*
10.21. l'epnec-Bupyc 4yenoBeka 8 Tuna (Human herpesvirus 8, HHV-8)
KN - koacbdpmumeHT Nno3uTMBHOCTHU
0
277 AHTUTEna knacca IgG k repnecupycy 4enoseka 8 Tuna (Anti-HHV-
8 1gG) ncen. 650

10.22. lN'oHopes (roHokokk) (Neisseria gonorrhoeae)




3063 |FoHokokk, onpeageneHve HK B cockobe anuTenuanbHbIX KNEToK
KoHbloHKTMBBI (Neisseria gonorrhoeae, DNA, Scrape of mcen. 520
Conjunctiva Epithelial Cells )*
306MOY  ["oHokokk, onpenenenne [HK B moye (Neisseria gonorrhoeae,
DNA, Urine)* ucern. 520
306IMPK  |FoHokokk, onpeaenexue JHK B cockobe anutenmnanbHbIX KNeTok
cnnaucton npsimon kuwikn (Neisseria gonorrhoeae, DNA, Scrape of |  uncen. 520
Rectal Epithelial Cells)*
306POT |loHokokk, onpenenenne [HK B cockobe anuTenmanbHbIX KIeTok
potornoTku (Neisseria gonorrhoeae, DNA, Scrape of Faucial mcen. 520
Epithelial Cells)*
306CWH [FoHokokk, onpeneneHune HK B cMHOBManbHOM XMOKOCTU
(Neisseria gonorrhoeae, DNA, Synovial Fluid)* mcen. 520
306CH "oHokokk, onpegeneHue AHK B cekpeTe npocTtaThl, 39KynaTe
(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)* ncen. 520
306YPO [loHokokk, onpenenenne OHK B cockobe anuTenmanbHbIX KINeTok
yporeHuTanesHoro TpakTta (Neisseria gonorrhoeae, DNA, Scrape of nccern. 520
Urogenital Epithelial Cells)*
449 MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopesi),
onpeneneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam ucen. 1080
(GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
10.23. I'punn (Influenza)
304 Bupyc rpunna A/H1N1, kauectBeHHoe onpegeneHne PHK
(Influenza virus A/H1N1,quality,RNA). ucen. 3040
3317 Bupyc rpunna A/B, kauecteeHHoe onpegeneHne PHK (Influenza
virus A/B, quality, RNA) mcen. 1640
10.24. flemopeko3 (knew aemogekc, Demodex folliculorum, Demodex brevis)
241 VccnegoBaHme Ha Hanuyue knewa aemogekc (Demodex
folliculorum, Demodex brevis) ucen. 540
10.25. [luseHTepusa amebHas, ame6uas (Entamoeba histolytica)
KN - koacbdpmumeHT Nno3uTMBHOCTH
0
235 AHnTuTena knacca IgG k aHTureHam guseHTtepuinHon amebsbl (Anti-
Entamoeba histolytica 1gG) ucen. 1020
10.26. [inseHTepun GakTepuanbHas, wurennes, wurennsi (Shigella flexneri, Shigella
sonnei)
280 PIIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)
mcen. 450




281 PIIA c Shigella flexneri 6 (Shigella flexneri 6, IHA)
ncen. 410
282 PITA c Shigella sonnei (Shigella sonnei, IHA)
ncen. 460
437YTM  [[NoceB Ha NaToOreHHy 1 YCroBHO-NaTOreHHY MUKPOMopy
knwevHuka (Stool Culture, Pathogenic Intestinal and Conditionally | uccn. 1180
Pathogenic Microflora, Bacteria Identification)
437YTIM-A |lNoceB Ha NaTOreHHyto 1M YCNOBHO-MNATOrEHHY MUKPOIopy
KULLEYHMKA C onpeaeneHnemM 4yBCTBUTENbHOCTU K aHTUMUKPOOHBIM|  ncch. 1290
npenapatam (Stool Culture, Pathogenic Intestinal and
437YTIM-® [lNoceB Ha NnaToreHHy 1 yCroBHO-NATOrEeHHY MUKPOMopy
KULLEYHMKA C onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM|  ncch. 1360
npenapatam u 6aktepuodaram (Stool Culture with Bacteria
457-M MoceB Ha naToreHHyto kuwweyHyto cropy (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification) mcen. 870
457-A MoceB Ha naToreHHylo KuweyHyto dnopy, onpeaeneHne
YyBCTBUTEMNBLHOCTU K @aHTUMUKPOOHBIM nNpenapaTtam (Stool Culture mcen. 1100
(Salmonella spp., Shigella spp.). Bacteria Identification and
457-0 MoceB Ha naToreHHylo KuweyHyto dnopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHLIM Npenapatam U ucen. 1100
6akTeprodaram (Stool Culture, Salmonella spp., Shigella spp.
10.27. Oudptepusn (audrepuinHas nanoyka) (Corynebacterium diphtheriae)
855 AHTuTena knacca IgG k gudtepuntHomy aHatokcuHy (Anti-
Diphtheria Toxoid 1gG) ucen. 1180
469 MoceB Ha andTeputo (Corynebacterium diphtheriae Culture)
ncen. 1130
10.28. UepcuHum (nepcunmnos, nceaoty6epkynes) (Yersinia enterocolitica)
KN - koacbdpmumeHT Nno3uTMBHOCTHU
0
460 Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHunos,
onpeneneHne YyBCTBUMTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam mcen. 2530
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and
286 PIMTA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis
IHA) mcen. 470
284 PIIA c Yersinia enterocolitica cepotuna O:3 (Yersinia
enterocolitica O:3, IHA) ucen. 440
285 PIIA c Yersinia enterocolitica cepotuna O:9 (Yersinia
enterocolitica O:9, IHA) ucen. 440
2381 AHTuTena knacca IgA k aHtureHam Yersinia Enterocolitica n
Yersinia Pseudotuberculosis (anti-Yersinia Enterocolitica, anti- ucern. 830

Yersinia Pseudotuberculosis, IgA)




2391 AHTUTena knacca IgG k aHTureHam Yersinia Enterocolitica n
Yersinia Pseudotuberculosis (anti-Yersinia Enterocolitica, anti- ucern. 670
Yersinia Pseudotuberculosis, IgG)
238 AHTUTENa knacca IgA k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgA) ucen. 640
239 AHTUTEna knacca IgG k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica 1IgG) mcen. 630
10.29. Kamnunob6aktepuo3s, kamnunobaktep (Campylobacter spp.)
461 MoceB kana Ha kamnunobaktep (Campylobacter spp.)
(Campylobacter spp., Stool Culture. Bacterial Identification) mcen. 2530
10.30. Kananpos, kaHaupa (Candidiasis, Candida)
KN - koacbdpmumeHT Nno3uTMBHOCTHU
0
254 AnTuTena knacca IgG k Candida albicans (Anti-Candida albicans
1gG) ncen. 580
6617 MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG )
mcen. 2150
344BMNT |Kangunaa, onpenenenve OHK B BbinoTe (Candida albicans, DNA,
Exudate)* mcen. 470
344KOX |(Kanaupa, onpegenexuve [HK B cockobe anutenuarnbHbIX KNeTok
koxu (Candida albicans, DNA, Scrape of Skin Epithelial Cells)* ncen. 470
344MOM  (Kanaupa, onpegenexune HK B Mmoye (Candida albicans, DNA,
Urine)* mcen. 470
344MNPK  |Kangunpa, onpenenerve HK B cockobe anuTenuansHbIX KNETok
cnuaucTon npsmon kuwkm (Candida albicans, DNA, Scrape of mcen. 470
Rectal Epithelial Cells)*
344POT |KaHnaupa, onpenenexune [HK B cockobe anutenunarnbHbIX KNeTok
potornoTtku (Candida albicans, DNA, Scrape of Faucial Epithelial mcen. 470
Cells)*
344CJIH |Kanagupa, onpegenexune [HK B cntoHe (Candida albicans, DNA,
Saliva)* mcen. 470
344Cn Kangvpa, onpegenenve IHK B cekpeTe npocTarthl, 3sKynaTe
(Candida albicans, DNA, Prostatic Fluid, Semen)* ncen. 470
344YPO |KaHnaupa, onpenenenuve HK B cockobe anutenuarnbHbIX KNeTok
yporeHuTansHoro Tpakta (Candida albicans, DNA, Scrape of mcen. 470
Urogenital Epithelial Cells)*
3021 Kanampos, ckpuHuHr n TunmpoBaHue (Candidiasis, Screening and
Typing) neen. 1630




3023 Kangnpos, ckpunuHr (Candidiasis, Screening )
ncen. 810
3024 Kangnpos, Tunuposaxue (Candidiasis, Typing)
ncen. 1150
442 MoceB Ha apoxckenonobHeie rpubel (pogos Candida,
Cryptococcus) ¢ onpeneneHnemM 4yBCTBUTENbHOCTM K mcen. 1040
aHTUMuKoTu4eckuM npenapatam (Yeast Culture. Identification and
10.31. KneweBow aHuedanuTt, Bupyc kneuesoro aHuedanura (Flavivirus, Tick-borne
encephalitis virus)
* HEOGXO,EWIM 3aKa3 AonosfiHUTeNbHbIX TECTOB
267 AHnTuTena knacca IgG k Bupycy knetesoro sHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgG) mcen. 380
268 AHTuTena knacca IgM k Bupycy kneweBoro aHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgM) mcen. 380
1227M JlabopaTtopHoe nccnegoBaHue knetla ans BbisineHns PHK/OHK
BO30OyauTenen MHeKUMN, NnepedatoLwmnxcs NKCOA0BbIMM Knewamu: | ucen. 3960
KNELEBOW SHLIE®ANNT, BOPPENMO3 (BOJE3HL NANMA),
351 JlTabopaTtopHoe nccnegoBaHue knewa ans seissneHus PHK supyca
knewesoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, ncen. 720
RNA)
370 VccnepgoBaHume Knewa: CKpUHUHE (nabopaTtopHoe nccnegosaHne
knewa ans seiseneHms PHK/OHK Bo3byanTenen nHgekumn, ucern. 2360
nepegatoLwmxca nkcogosbimu knewamu: PHK Tick-borne
10.32. Knoctpuaunos, nceBaoMmem6paHo3Hbii konut (Clostridium difficile)
462 MoceB Ha knocTtpuaum (Clostridium difficile, nceBaomem6paHo3HbIi
koruT) (Clostridium difficile Culture. Bacteria Identification and mcen. 2530
Antibiotic Susceptibility Testing)
486/479 |PaspensHoe onpegenexne TokcnHa A n TokcnHa B Clostridium
difficile B kane, aHTureHHbI Tect (Toxin A and B Clostridium ueern. 3400
difficile. One step rapid immunochromotographic assay)
10.33. Kokntow (Bordetella pertussis, Whooping Cough)
KN - koacbdpmumeHT Nno3uTMBHOCTH
0
247 AHTUTEna knacca IgA k Bordetella pertussis (Anti-Bordetella
pertussis IgA ) mcen. 1260
245 AnTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella
pertussis IgG) mcen. 1130
246 AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella
pertussis IgM) mcen. 1350




470

MoceB oTaensemoro potornotku Ha 6opaetennbl (Bordetella
pertussis/parapertussis, Kokntow/napakokntoww) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria

nccen.

3040

3319

OudpdpepeHumpoBaHHoe BbisiBneHve [HK Bordetella species:
Bordetella pertussis (Bo36yauTens kokntowia) n Bordetella
bronchiseptica (Bo30yanTenb 6poHxocenTnkosa) B cockobe

nuccn.

1230

10.34. KopoHaBupycHas uHdekuusa (Coronavirus disease 2019, COVID-19)

1637

AHTuTena k kopoHasupycy SARS-CoV-2 (HykneokancmgHomy
6enky), 1I9G, 3660T1T (Anti-SARS-CoV-2 (nucleocapsid protein),
IgG, Abbott)

nccen.

1520

1641

AHTuTena k kopoHasupycy SARS-CoV-2, IgM (anti-SARS-CoV-2,
IgM)

nuccn.

750

1652

AHTuTena k cnankosomy (S) 6enky SARS-CoV-2, IgG,
Ka4yecTBeHHoe onpeaeneHune. OueHka nvmyHuteta 0O u MOCTIE
BakumHauum (anti-SARS-CoV-2 S (spike) protein antibody, IgG,

nuccn.

780

1658

AnTuTena k SARS CoV-2 (S-6enky, Bkntovast RBD), IgG,
KONUYECTBEHHbIN

nuccn.

900

1659

AHTUTena, KonmyecTBeHHbIe, Kk cnankoBomy (S) 6enky (RBD) SARSH

CoV-2, IgG (Anti-SARS-CoV-2, spike (S) protein (RBD), 1gG,
quantitative).

nuccn.

2000

1663

AHTUTena, KonmyecTBeHHbIe, Kk cnankoBomy (S) 6enky (RBD) SARS

CoV-2, I1gG (c Bbigayer cneumansHoro bnaHka pesynbTarta ans
Bbleaxatowmx B M3pamne) Anti-SARS-CoV-2, spike (S) protein,

nccen.

2000

1641/37

AHTuTena k kopoHasupycy SARS-CoV-2, IgM n IgG (Abbott)

nccn.

2940

1641/58

AHTUTena k kopoHasupycy SARS-CoV-2, IgM (kayecTBeHHOe
onpegeneHve) n IgG (konnyectBeHHoe onpegeneHue) (Anti-SARS-
CoV-2, IgM/IgG)

nccen.

2360

1641/59

AHTuTena k kopoHasupycy SARS-CoV-2, IgM (kayecTBeHHOe
onpegeneHve) n IgG (konnyectBeHHoe onpegeneHue) (Anti-SARS-
CoV-2, IgM/IgG)

nccn.

3450

2645

Okcnpecc-TecT. AHTUreH SARS-CoV-2 B Ma3ske U3 poTo- unm
HocornoTku, «MMBWAH», kadyecTBeHHbI (SARS-CoV-2 antigen
express test, nasopharyngeal or oropharyngeal smear, qualitative)

nccn.

3180

3320

Koponasupyc SARS-CoV-2, onpeagenerve PHK B ma3ske co
CnM3ncTon HocornoTku u potornoTku (Coronavirus SARS-CoV-2
RNA detection in nasopharyngeal and oropharyngeal smear)

nccn.

1020

3326

Koponasupyc SARS-CoV-2, onpeagenerve PHK B ma3ske co
CMAM3nCcTOon HocornoTku u potornoTku (Coronavirus SARS-CoV-2
RNA detection in nasopharyngeal and oropharyngeal smear)

nccn.

4790

10.35. Kopb (Morbillivirus, Measles virus)

2500

AHnTuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG)

nccn.

600

10.36. KpacHyxa (Rubella virus)




84

AHnTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG)

ncen. 480
85 AHnTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)
ncen. 590
1142 AHTUTENa knacca IgG k aHTUreHam BMpyca KpacHyxu,
BbIsIBNieMble MeTOAOM MMMyHOOnoTTMHra (Anti-Rubella 1gG, mcen. 6430
Immunoblot )
3AVRUB |ABugHocTtb Anti-Rubella IgG
ncen. 790
338CB Onpegnenenune PHK (Rubella virus, RNA) B cbiBOpoTKe KpoBW
ncen. 1320
10.37. Kpuntocnopuaunos, BoasiHucTas avapes (KpMnTocnopuaum napBym)
(Cryptosporidium parvum)
482 Kpuntocnopuaun napsym (Cryptosporidium parvum), gnapenHbii
cnHapomMm, aHTureHHbin TecT (Cryptosporidium parvum. One Step mcen. 2600
Rapid Immunochromotographic Assay)
10.38. JlakTo6akTepum, nakrobauunnsl (Lactobacillus spp.)
345YPO |Ilaktobaktepun, onpegeneHne [HK B cockobe anutenuanbHbIX
KneTok yporeHutansHoro Tpakta (Lactobacillus spp., DNA, Scrape ucen. 710
of Urogenital Epithelial Cells)*
10.39. Jluctepunos, nucrepum (Listeria monocytogenes, Listeriosis)
3114MOM  |Jluctepuun, onpenenerune JHK B moue (Listeria monocytogenes,
DNA, Urine)* ucern. 630
3114HOC |Nuctepun, onpepenerHne OHK B cockobe anutenuanbHbIX KNeTok
cnuaucton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal mcen. 630
Epithelial Cells)*
3114MN11  [Nuctepwuu, onpegenexve OHK B nnasme kposu (Listeria
monocytogenes, DNA, Plasma)* ucen. 630
3114POT |Nuctepun, onpepgenernve OHK B cockobe anutenvanbHbIX KNEToK
potornoTku (Listeria monocytogenes, DNA, Scrape of Faucial MCCH. 630
Epithelial Cells)*
3114CUNH [Nuctepuu, onpegenexve OHK B cuHoBraneHowm xuagkoctu (Listeria
monocytogenes, DNA, Synovial Fluid)* mcen. 630
3114CMX  |nctepuu, onpenenexne JHK B cNMHHOMO3roBOM XUAKOCTH
(Listeria monocytogenes, DNA, Cerebrospinal Fluid)* mcen. 630
453 Moces Ha nucTepuu (Listeria monocytogenes) ¢ onpegeneHvem
YYBCTBUTENBHOCTU K aHTUMUKPOOHLIM nNpenapatam (Listeria mcen. 1270

monocytogenes Culture. Bacteria Identification and Antibiotic

10.40. Nlam6nuo3s,nambnum (Giardia lamblia intestinalis)




KN - koacbdomumeHT Nno3uTMBHOCTU

0
234 AHTuTEna knaccos IgM, IgG, IgA k aHTureHam namoénuin,
cymmapHo (Anti-Giardia lamblia IgM, IgG, IgA, Total) mcen. 370
483 JIam6nuu (Giardia liamblia), anapenHbin CUHAPOM, aHTUTEHHbI
TecT (Giardia liamblia. One Step Rapid Immunochromotographic mcen. 1790
Assay)
10.41. MeHuHruT, MeHuHrokokk (Neisseria meningitides)
471 MoceB Ha MEHWHIOKOKKM, onpeaerneHne YyBCTBUTENbHOCTU K
aHTUMUKpPOGHbIM NpenapaTam (Neisseria meningitidis Culture. mcen. 1150
Bacteria Identification and Antibiotic Susceptibility Testing)
10.42. Muko3bl (napa3uTapHbie rpubbl — aepmatocuTel) (Skin and Nail Mycoses)
995 Mwukpockonuyeckoe nuccrnegoBaHne Ha naToreHHble rpubbl
(Microscopic examination for pathogenic fungi) mcen. 1250
1277 Mwukpockonuyeckoe nuccrnegoBaHne 1 NoceB Ha NaToreHHble rpubel
(Microscopic examination and Culture for pathogenic fungi) ucen. 2490
1277KXKHI™ (MoceB Ha naToreHHble rpubbl
ncen. 5090
10.43. MukonnasmeHHasa uHdekums, mukonnasmos (Mycoplasma genitalium,
Mycoplasma pneumoniae, Mycoplasma hominis) (Mycoplasmosis, Mycoplasma Infection)
KN - koacbdpmumeHT Nno3uTMBHOCTU
0
302MO4Y  (Mukonnaama (Mycoplasma hominis), onpegenexve HK B mo4ye
(Mycoplasma hominis, DNA, Urine)* mcen. 480
302Cn Mwukonnaama (Mycoplasma hominis), onpegenexve OHK B cekpete
npocraThbl, askynsaTte (Mycoplasma hominis, DNA, Prostatic Fluid, ncen. 480
Semen)*
302YPO |Mwukonnasma (Mycoplasma hominis), onpegenexme HK B cockobe
anuTenuarnbHbIX KNETOK yporeHnTanbHoro Tpakta (Mycoplasma mcen. 480
hominis, DNA, Scrape of Urogenital Epithelial Cells)*
308MO4Y  [Mukonnaama (Mycoplasma genitalium), onpenenexne JHK B moue
(Mycoplasma genitalium, DNA, Urine)* mcen. 530
308Cn Mwukonnasma (Mycoplasma genitalium), onpenenenvne OHK B
cekpeTe npocTtaThl, askynsate (Mycoplasma genitalium, DNA, mcen. 530
Prostatic Fluid, Semen)*
308YPO [Mwukonnasma (Mycoplasma genitalium), onpenenerve OHK B
cockobe anuTenuarnbHbIX KIETOK YpOreHnTanbHoro Tpakra mcen. 530
(Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial
347MK Mwukonnasma (Mycoplasma pneumoniae), onpegenerve OHK B
mokpoTe (Mycoplasma pneumoniae, DNA, Sputum)* mcen. 650




34710

Mwukonnasma (Mycoplasma pneumoniae), onpegenerve OHK B
nnasme kpoeu (Mycoplasma pneumoniae, DNA, Plasma)*

nccen.

650

347POT

Mwukonnasma (Mycoplasma pneumoniae), onpegenerve OHK B
cockobe anutenuarnbHbIX KneTok potornotku (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

nuccn.

650

347CJIH

Mwukonnasma (Mycoplasma pneumoniae), onpegenerve OHK B
cntoHe (Mycoplasma pneumoniae, DNA, Saliva)*

nuccn.

650

179/80

AxTuTena knaccos IgM u IgG k Mycoplasma hominis (Anti-
Mycoplasma hominis IgM, IgG)

nccn.

1230

179

AHTuTEna knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM)

nuccn.

730

180

AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis IgG)

nuccn.

600

260

AHTUTEna knacca IgA k Mycoplasma hominis (Anti-Mycoplasma
hominis IgA)

nuccn.

670

181/82

AHTuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM, 1gG)

nccn.

1080

181

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM)

nuccn.

580

182

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae I1gG)

nuccn.

580

1367

AHTUTEna knacca IgA k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgA)

nuccn.

800

10.44. MukpobuoLeHo3 yporeHuTanbHoro TpakTta (Urogenital Tract Microbiocenosis)

345YPO

JlaktobakTepun, onpegeneHne AHK B cockobe anutenuanbHbIX
KNeToK yporeHuTanbHoro TpakTa (Lactobacillus spp., DNA, Scrape
of Urogenital Epithelial Cells)*

nuccn.

710

396YPO

BakTteponabl, onpeneneHune JHK B cockobe anutenuanbHbIX
KINeToK yporeHuTanbHoro TpakTta (Bacteroides spp., DNA, Scrape
of Urogenital Epithelial Cells)*

nuccn.

930

397YPO

Mo6wunyHkyc, onpegenerve JHK B cockobe anutenmanbHbiX
KrneTok yporeHuTanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape
of Urogenital Epithelial Cells)

nuccn.

590

380

CKPUHWHT MUKpodbnopsbl yporeHutaneHoro Tpakta. ®emodnop
CkpuH. (UROGENITAL TRACT MICROBIOCENOSIS, Screening (
PCR Panel Femoflor Screen))

nuccn.

2310

383

BeisiBnenve Bo3byautenen UMMM (7 + KBM), cockob
anuTenuarnbHbIX KIETOK yporeHntanbHoro Tpakta (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Scrape of

nccn.

1080

386

WccneposaHue broLeHosa yporeHuTansHoro Tpakta. demodriop
8. (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel
Femoflor 8))

nccn.

2430




372

WccneposaHue broLeHo3a yporeHuTansHoro Tpakta. demodriop
16. (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel
Femoflor 16))

nccen.

3780

3020

MHBNO®JIOP — koMnnekcHoe uccrnegoBaHme MUKpogiopbl
yporenutansHoro Tpakta (INBIOFLOR — Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

nuccn.

3430

3025

BoisiBnenve Bo3boyautenen UMMM (4 + KBM): onpegenexve OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, JHK yenoseka (ldentification

nuccn.

800

3022

BakTepuanbHbin BarmHo3 (Bacterial Vaginosis, BV)

nccn.

1590

3026

MHBNO®JIOP — ycrnoBHO-NaToreHHble MUKOMNa3mbl YenoBeka
(yporeHuTanbHbIvi ckpuHuHr) (INBIOFLOR — Mycoplasma,
Urogenital Screening)

nuccn.

620

3021

Kangnpos, ckpuHuHr 1 Tunuposanue (Candidiasis, Screening and
Typing)

nuccn.

1630

3023

Kangnpos, ckpunuHr (Candidiasis, Screening )

nuccn.

810

3024

Kangnpos, Tunuposaxue (Candidiasis, Typing)

nccn.

1150

3027

YCnoBHO-NaToreHHble MMKOMNa3mbl, MOHUTOPUHI 3pdeKTUBHOCTU
neveHuns (Ureaplasma urealyticum) (Ureaplasma urealyticum,
Effectiveness Monitoring of Treatments)

nuccn.

540

3028

YCnoBHO-NaToreHHble MMKOMa3mbl, MOHUTOPUHI 3hEeKTUBHOCTU
nevenus (Ureaplasma parvum) (Ureaplasma parvum,
Effectiveness Monitoring of Treatments)

nuccn.

600

3029

YCnoBHO-NaToreHHble MMKOMNa3mbl, MOHUTOPUHI 3pdEeKTUBHOCTU
nedvenusi (Mycoplasma hominis) (Mycoplasma hominis,
Effectiveness Monitoring of Treatments)

nuccn.

460

3150YPO

AHZpodnop, uccrnenoBaHne MUKPOIIopbl YPOreHUTanbHoro
TpakTa MyX4uH B cockobe anutenmarnbHbIX KIeToK
yporeHutansHoro Tpakta (Androflor®REAL-TIME PCR Detection

nuccn.

4430

3250YPO

Angpodnop CkpuvH, nccnegosaHvue MMKpodnopb!
YPOreHMTanbHOro TpakTa My>X4mH B cockobe anuTennanbHbIX
KneTok yporeHuTanbHoro Tpakta (Androflor® Screen REAL-TIME

nccen.

2710

3152

AHapodnop, nccnenoBaHue MUKPOopkbl YpOreHUTansHoro
TpaKkTa My>X4uH B 95IKynsiTe

nuccn.

5640

3153

AHapodonop, nccnefoBaHue MUKPOOphbl YpOreHUTansHoro
TpakTa My>X4MH B CEKpeTe npeacTaTenbHON Xernesbl

nuccn.

5640

3252

Angpodnop CkpuvH, nccnegoBaHue MMKpodnopb!
YPOreHUTanbHOro Tpakta My>X4YuH B 35KynaTe

nuccn.

3180

3253

Angpodnop CkpuvH, nccnegosaHvue MMKpodnopb!
YPOreHMTanbHOro TpakTa MyX4mH B cekpeTe npegcraTensHou
Xenesbl

nuccn.

3180

3032

MHBUNO®JIOP-3KCIMEPT. PacwmpeHHoe nccnegosaHue
MUKPOMIOPLI YpOreHUTansHoro Tpakra.

nuccn.

3740




3033 MHBuodnop CkpuH. CKpMHMHIOBOE MccrnegoBaHne MUKpodropsl
YpOreHuTanbHoro Tpakra mcen. 1720
3034 MHbuodnop Makcu
ncern. 3590
3036 Buocdnop
ncen. 2100
10.45. Mo6unyHkyc (Mobiluncus curtisii, M. mulieris)
397YPO |MobunyHkyc, onpegeneHne [HK B cockobe anutennanbHbIX
KINETOK yporeHutansHoro Tpakta (Mobiluncus curtisii, DNA, Scrape | wuccn. 590
of Urogenital Epithelial Cells)
10.46. OnucTopxo3 (Kowaybs AByycTka, Opisthorchis felineus)
KN - koacbdomumeHT Nno3uTMBHOCTU
0
230 AHTUTEna knacca IgG k aHTureHam onuctopxuca (Anti-
Opisthorchis felineus IgG) mcen. 380
10.47. Octpble kKuweyHble nHdpekuum (Acute Intestinal Infections)
33111KAJT |OHTepoBupycel, onpegeneHme PHK B kane (Enterovirus, RNA,
Fecal) mcen. 1740
33121KAJT |OcTtpble kuwweyHsle nHpekumu, MLP-ckpuHUHN BocbMK
GakTepuanbHbIX Y BUPYCHbIX BO30YAWUTENEN OCTPbIX KULLEYHbIX mcen. 2740
nHekumn B kane (Acute Intestinal Infections, PCR, Fecal)
33122KAJT |OcTtpble kuiueyHble nHgekumm, MLP-CKpUHUHE TPEX BUPYCHbBIX
Bo3byauTtenen, kan (Acute Intestinal Infections, PCR, Fecal) ucen. 1760
496NOR |HOPOBWPYC (Norwalk virus) - onaperHbii CUHAPOM, BbISIBIIEHNE
HopoBupyca reHorpynn | un |l B kane, nmMyHoxpomaTorpadus mcen. 3170
(Norwalk virus Gl , Gll, One step rapid immunochromotographic
10.48. Napakokntow (Bordetella parapertussis)
470 MoceB oTaensemoro potornotku Ha 6opaetennbl (Bordetella
pertussis/parapertussis, Kokntow/napakokntoww) (Bordetella mcen. 3040
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
10.49. NapBoBupyc B19 (Parvovirus B19)
3324CB |MapsoBupyc B19, onpenenexne OHK
ncen. 530
3324POT |MapeoBupyc B19, onpenenenne OHK
ncen. 530




3324CJH

MapsoBupyc B19, onpenenenne QHK

ncen. 530
10.50. NMapoTtut anuaemuyeckui (Epidemic Parotitis, Mumps)
KN - koacbdpmumeHT Nno3uTMBHOCTHU
0
252 AHnTuTena knacca IgG k Bupycy anugemmnyeckoro napotuta (Anti-
Mumps IgG) mcen. 620
253 AHTuTena knacca IgM k Bupycy anugemuyeckoro napotuta (Anti-
Mumps IgM) ucern. 800
10.53. MNMpoTto3oiHble nHdekummn (Protozoal infections)
3349 CKpUHMHIOBOE UCCreoBaHUE Ha BbisiBNeHNe BO3byauTenen
KMLLEYHbIX Napa3nTo30B (NsiMbnvo3a, ameburasa, 6rnacToumncTHom ucern. 2470
MHBa3uu1, KpunTocnopuamosa, nsocnoposa) merogom lMLP, Tect-
10.54. PecnupaTopHO-CMHLMTUaNbHas UHgeKuMs (pecnupaTtopHO-CUHLUTUANBHBLIN
Bupyc) (Respiratory Syncytial Virus, RSV)
248 AHTUTENna knacca IgG Kk pecnMpaTopHO-CUHLMTUANbHOMY BUPYCY
(Anti-Respiratory Syncytial Virus (RSV) IgG) ncen. 840
249 AHTUTENna knacca IgM k pecnupaTtopHO-CUHUMUTUANBHOMY BUPYCY
(Anti-Respiratory Syncytial Virus (RSV) IgM) mcen. 670
3318 OnpeneneHne Bo3byauTenern ocTpbiX pecnmpaTopHbIX BUPYCHbIX
nHpekuun yenoseka (OPBWU): PHK pecnupaTopHo- ucen. 2310
cuHuuTransHoro Bupyca (human Respiratory Syncytial virus,
10.55. Pukketcuno3s, Tud cbinHom (pukketcun) (Typhus, Rickettsia prowazekii)
283 PIIA ¢ cbiNHOTUO3HBIM ANArHOCTUKYMOM puUKKeTcui [poBaveka
(Rickettsia prowazekii, IHA) mcen. 1220
10.56. PotaBupycHas uHdekumsa (poraBupyc) (Rotavirus)
463 Potasupyc (Rotavirus), onapevHbii CMHOPOM, aHTUreHHbIA TeCT
(Rotavirus Direct Detection by Latex Agglutination) mcen. 1190
10.57. CanbMmoHennbI (Tuc GprowHom, napatud, canbMoHennes, Salmonella spp.)
273 AHTuTena k Salmonella typhi, PINIA (Salmonella typhi Antibodies,
IHA) ncern. 380
288 PIIrA c Salmonella gr.A (Salmonella gr.A, IHA)
ncen. 490




289 PMIA c Salmonella gr.B (Salmonella gr.B, IHA)
ncen. 510
290 PIIrA c Salmonella gr.C (Salmonella gr.C, IHA)
ncern. 670
292 PMrA c Salmonella gr.D (Salmonella gr.D, IHA)
ncen. 520
293 AnTuTena k Salmonella gr.E, PTT'A (Salmonella gr.E Antibodies,
IHA) mcen. 510
287 PIIrA c Salmonella O-komnnekc (Salmonella O-antigens, IHA)
ncen. 610
457-A MoceB Ha naToreHHylo KuweyHyto dnopy, onpeaeneHne
YyBCTBUTEMNBLHOCTU K aHTUMUKPOOHBIM nNpenapaTtam (Stool Culture mcen. 1100
(Salmonella spp., Shigella spp.). Bacteria Identification and
457-0 MoceB Ha naToreHHylo KuweyHyto dnopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHLIM Npenapatam U mcen. 1100
6akTeprodaram (Stool Culture, Salmonella spp., Shigella spp.
10.58. Cudmnuc (Treponema pallidum, Syphilis)
69 Cudpunnc RPR — anTukapgmnonunuHosbin TecT (Syphilis RPR
(Rapid Plasma Reagins), Anticardiolipin Test) ncen. 130
70 AnTuTena knaccos IgM v IgG k Treponema pallidum, cymmapHo
(Anti-Treponema pallidum IgM, 1gG, Total) mcen. 310
221 AHTUTEna knacca IgM k Treponema pallidum (Anti-Treponema
pallidum IgM ) ncern. 580
1206 AHTuTena knacca IgM k Treponema pallidum, BbisBnsiemble
MEeToA0M MMMYHO6oTTUHra (Anti-Treponema pallidum IgM, mcen. 4950
Immunoblot )
1205 AHnTuTena knacca IgG k Treponema pallidum, BbisiBnsiemble
MeToA0M MMMYHO6oTTUHra (Anti-Treponema pallidum 1gG, ucen. 3680
Immunoblot )
3463 |bnegHas TpenoHema, onpeaenerve AHK B cockobe
anuTenuanbHbIX KNETOK KOHbIOHKTUBLI (Treponema pallidum, DNA, |  wncen. 710
Scrape of Conjunctiva Epithelial Cells )*
346KOXK |BbnegHas TpenoHema, onpeaenexune HK B cockobe
anuTenuarnbHbIX KNeTok Koxu (Treponema pallidum, DNA, Scrape uccern. 710
of Skin Epithelial Cells)*
346MOY |(BbnegHas TpenoHema, onpeaeneHne JHK B moye (Treponema
pallidum, DNA, Urine)* mcen. 710
3460T |bnegHas TpenoHema, onpeneneHune JHK B otaensemom
(Treponema pallidum, DNA, Secretion)* mcen. 710
346POT |BbnepnHasi TpenoHema, onpenenenune [HK B cockobe
anuTenuanbHbIX KreTok potornoTtky (Treponema pallidum, DNA, mcen. 710

Scrape of Faucial Epithelial Cells)*




346CB

BbnegHas TpenoHema, onpegenexHve [HK B cbiBopoTKe KpoBU

(Treponema pallidum, DNA, Serum)* mcen. 990
346CMXX |BnegHas TpenoHema, onpenenenne HK B cnnHHOMO3roBoi
xungkocTtn (Treponema pallidum, DNA, Cerebrospinal Fluid)* mcen. 710
346CIH BbnegHas TpenoHema, onpegenexHve [HK B cekpeTe npocTathl,
askynsTe (Treponema pallidum, DNA, Prostatic Fluid, Semen)* mcen. 710
346YPO |BbnepHasi TpenoHema, onpenenenune [HK B cockobe
anuTenuarnbHbIX KNETOK yporeHnTanbHoro Tpakta (Treponema mcen. 710
pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
10.59. CrachmnokokkoBas uHekLuaA (cTacdhmnokokk 3onotTucteinn, Staphylococcus
aureus)
468-I1 MoceB Ha 30M0TUCTBLIN CTaUNOKOKK (METULMITTINH-PE3NCTEHTHBIN
3onoTucTeIn ctadmnokokk, MP3C) (Staphylococcus aureus) mcen. 1170
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus
468-A MoceB Ha 30M0TUCTBLIN CTaUNOKOKK (METULUITIINH-PE3NCTEHTHBIN
3onotucTeinn ctagmnokokk, MP3C) (Staphylococcus aureus), mcen. 1250
onpegeneHve YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM npenapaTam
468-¢ MoceB Ha 30M0TUCTBLIN CTaUNOKOKK (METULMITINH-PE3NCTEHTHBIN
3onoTucTeIn ctacdunokokk, MP3C) (Staphylococcus aureus), MCCH. 1250
onpegeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM npenaparam u
459-T Moces Ha 3omnoTUCTBIN cTacdunokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification) mcen. 700
459-A Moces Ha 30Mm0TUCTBIN cTadunnokokk (Staphylococcus aureus),
onpeneneHne YyBCTBUMTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam ucen. 840
(Staphylococcus aureus Culture. Bacteria Identification and
459-0 Moces Ha 3omnoTHCTBIN cTacdunokokk (Staphylococcus aureus,
onpeneneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam u|  ucen. 840
6aktepuodparam (Staphylococcus aureus Culture. Bacteria
10.60. CTon6Hsk (Tetanus)
876 AHTUTEna knacca IgG k ctonbHss4HOMyY aHaTokcuHy (Anti-Tetanus
toxoid 1gG) mcen. 1470
10.61. CTpenTokokkoBas UHeKLuA (cTpenTokokku rpynn A u B) (Streptococcus group A,
B, S. pyogenes, S. agalactiae) (Streptococcal Infection) ueern.
348MK  |CtpenTokokk, onpegenenune HK B mokpoTe (Streptococcus spp.,
DNA, Sputum)* mcen. 610
3481 Crpentokokk, onpegenenve JHK B nnasme kposu (Streptococcus
spp., DNA, Plasma)* ncen. 650
348POT |CtpenTtokokk, onpegeneHne [HK B cockobe anutenuanbHbIX
Knetok potornoTku (Streptococcus spp., DNA, Scrape of Faucial mcen. 620
Epithelial Cells)*
348CJIH |CtpenTokokk, onpegenerHne AHK B crtoHe (Streptococcus spp.,
DNA, Saliva)* ucern. 620




466

MoceB Ha 6eTa-reMonNUTUYECKMUIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

nccen.

1140

466-A

MoceB Ha 6eTa-reMonNUTUYECKUIA CTPENTOKOKK rpymnnbl A
(Streptococcus group A, Streptococcus pyogenes), onpegeneHve
YyBCTBUTEMNBLHOCTU K aHTUMUKPOOHBIM nNpenapaTtam (Streptococcus

nuccn.

1290

487

CTpenToKOKK rpynnbl A, aHTUreHHbIV TecT (oTAensiemoe
potornoTku) (Streptococcus Group A. One Step Rapid
Immunochromotographic Assay)

nuccn.

1730

4541

MoceB Ha 6eTa-reMonNUTUYECKNIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria Identification)

nccn.

1140

454-A

MoceB Ha 6eTa-reMonNUTUYECKNIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpegenerve
YyBCTBUTEMNBLHOCTU K aHTUMUKPOOHBIM nNpenapaTtam (Streptococcus

nuccn.

1240

488

CrpenTokokk rpynnbl B, aHTureHHbI TecT (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

nuccn.

1820

33103

MHeBmokokk, onpegenexune OHK B nna3me kposwu (Streptococcus
pneumoniae, DNA)

nuccn.

830

33103CJH

MHeBmokokk, onpegenexne OHK B cnitoHe (Streptococcus
pneumoniae, DNA)

nccn.

830

33103POT

MHeBmokokk, onpeneneHne OHK B cockobe anuTennanbHbIX
KINeTok poTornoTku (Streptococcus pneumoniae)

nuccn.

830

33103MK

MHeBmokokk, onpegenexune OHK B mokpoTe (Streptococcus
pneumoniae, DNA)

nuccn.

830

354KOX

Crpentokokk rpynnel B, onpegenexune OHK (Streptococcus
agalactiae DNA) B cockobe anuTenuanbHbIX KIEeToK KOXKu

nuccn.

750

354MOM

CrpenTokokk rpynnel B, onpegenenune OHK (Streptococcus
agalactiae DNA) B mo4e

nuccn.

760

354POT

Crpentokokk rpynnel B, onpegenexune OHK (Streptococcus
agalactiae DNA) B cockobe anuTenunanbHbIX KNeToK pOTOrfoTKM

nccen.

750

354YPO

CrpenTokokk rpynnel B, onpegenexune OHK (Streptococcus
agalactiae DNA) B cockobe anuTenuanbHbIX KNeTok
ypOreHMTanbHoro Tpakta

nuccn.

750

354IMPK

Crpentokokk rpynnel B, onpegenexune OHK (Streptococcus
agalactiae DNA) B cockobe anutenmanbHbIX KNETOK CIU3NCTon
NPSIMON KULLIKN

nuccn.

750

10.62. CtpoHrunouaos (Strongyloides stercoralis)

1372

AHTUTEna knacca IgG k aHTureHam ctpoHrunovaosa (Anti-
Strongyloides stercoralis IgG)

nuccn.

1060

10.63. T-numdoTponHbiv Bupyc (Deltaretrovirus, Human T-Lymphotropic Virus, HTLV)




1208 AHTUTEna knacca IgG k T-numdoTponHOMY BMPYCY YernoBeka Tuna
11 2 tTvnoB (Anti-HTLV-1, 2 1gG ) ucen. 1310
10.64. Tokcokapo3s (Tokcokapa, Toxocara canis)
KN - koacbdomumeHT Nno3uTMBHOCTH
0
232 AHnTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG)
ncen. 380
10.65. Tokconna3mo3 (Tokconna3sma) (Toxoplasmosis,Toxoplasma gondii)
80 AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma
gondii IgG) ucern. 500
81 AHTUTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma
gondii IgM) mcen. 490
1AVTOXO |AsugHocTb Anti-Toxopl gondii IgG
ncen. 1410
335BINT | Tokconnasma, onpeaenexne JHK B BeinoTte (Toxoplasma gondii,
DNA, Exudate)* ucern. 660
335CB Tokconnasma, onpegeneHue AHK B cbiBOpOTKe KpOBU
(Toxoplasma gondii, DNA, Serum)* mcen. 940
335CMXX |Tokconnasma, onpegenenve JHK B CMTMHHOMO3roBOW XMOKOCTU
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)* mcen. 660
10.66. TpuxuHennes (TpuxuHenna, Trichinella spiralis)
KN - koacbdomumeHT Nno3uTMBHOCTHU
0
233 AHTUTena knacca IgG k aHtureHam TpuxuHenn (Anti-Trichinella
IgG) mcen. 410
10.67. TpuxomoHuas (TpuxomoHaga) (Trichomonas vaginalis, Trichomoniasis)
KN - koacbdomumeHT Nno3uTMBHOCTHU
0
261 AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas
vaginalis 1gG) mcen. 610
307MO4  [TpuxomoHapaa, onpenenenHune HK B moye (Trichomonas vaginalis,
DNA, Urine)* ucern. 510




307Cr

TpuxomoHaga, onpegenenne IHK B cekpeTe npocTarthl, 3sKynaTe

(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* ucern. 510
307YPO |TpuxomoHaga, onpeneneHne IHK B cockobe anuTenmanbHbIX
KINETOK yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, mcen. 510
Scrape of Urogenital Epithelial Cells)*
10.68. Ty6epkyne3 (MukobakTepum Ty6epkynesa) (Mycobacterium Tuberculosis)
KN - koacbdpmumeHT Nno3uTMBHOCTH
0
1266 AHTuTena knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis,
cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) mcen. 420
341BMNT |Mwukobaktepun TyGepkynesa, onpegeneHve JHK B Bbinote
(Mycobacterium tuberculosis, DNA, Exudate)* ncen. 500
341MK MwukobakTepum Tybepkynesa, onpegeneHne JHK B MokpoTe
(Mycobacterium tuberculosis, DNA, Sputum)* ucen. 780
341MHC |Mwukobaktepuu Ty6epkynesa, onpegenenune [JHK B MmeHcTpyaneHow
kpoBwu (Mycobacterium tuberculosis, DNA, Menstrual Blood)* mcen. 500
341MOY  [Mukobaktepum Tybepkynesa, onpegeneHune JHK B moue
(Mycobacterium tuberculosis, DNA, Urine)* ncen. 500
341CB MwukobakTepum Tybepkynesa, onpeneneHne JHK B cbiBopoTKE
kpoBu (Mycobacterium tuberculosis, DNA, Serum)* mcen. 780
341CNH [Mukobaktepun TyGepkynesa, onpegeneHve [HK B cuHoBraneHom
xuakoctn (Mycobacterium tuberculosis, DNA, Synovial Fluid)* mcen. 500
341CMX |Mwukobaktepum Tybepkynesa, onpegeneHune JHK B
CcnMHHOMO3roBow xuakoctn (Mycobacterium tuberculosis, DNA, ucern. 500
Cerebrospinal Fluid)*
341Cn MwukobakTepumn Tybepkynesa, onpefenenune [HK B cekpete
npoctaThbl, askynsaTe (Mycobacterium tuberculosis, DNA, Prostatic ncen. 500
Fluid, Semen)*
1547 Bpyuenna-IgM (Brucella, IgM)
ncen. 270
1548 Bpyuenna-IgG (Brucella, 1gG)
ncen. 310
1546 Bpyuenna-IgA (Brucella, IgA)
ncen. 1760

10.69. Ypeanna3smo3 (ypeanna3smsbl) (Ureaplasmosis, Ureaplasma spp., Ureaplasma
urealyticum, Ureaplasma parvum)

KN - koacbdpmumeHT Nno3uTMBHOCTHU




264

AHnTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgG)

nccen.

600

265

AnTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

nuccn.

620

303MOM

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960),
onpegenenve JHK B moye (Ureaplasma urealyticum (T-960), DNA,
Urine)*

nuccn.

580

303Cr1

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960),
onpegenerHve AHK B cekpeTe npoctaThl, askynsate (Ureaplasma
urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

nccn.

580

303YPO

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960),
onpegenerHve JHK B cockobe anutenmanbHbIX KIeTok
yporeHuTanesHoro Tpakta (Ureaplasma urealyticum (T-960), DNA,

nuccn.

580

342MOM

Ypeannasma (Ureaplasma parvum), onpegenexve OHK B moue
(Ureaplasma parvum, DNA, Urine)*

nuccn.

490

342CI

Ypeannasma (Ureaplasma parvum), onpegenenune HK B cekpete
npoctaThl, askynsaTe (Ureaplasma parvum, DNA, Prostatic Fluid,
Semen)*

nuccn.

490

342YPO

Ypeannasma (Ureaplasma parvum), onpegenenune IHK B cockobe
anuTenuarnbHbIX KIETOK yporeHntanbHoro Tpakta (Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

nccn.

490

343MOM

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenerHve JHK B moye (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Urine)*

nuccn.

490

343CIl

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenerHve JHK B cekpeTe npoctaThl, askynsate (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

nuccn.

490

343YPO

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenerHve HK B cockobe anutenmanbHbIX KIeTokK
yporeHnuTanesHoro Tpakta (Ureaplasma urealyticum + Ureaplasma

nuccn.

490

10.70. XenukobakTepHas uHdekuus (xenukobakTep) (Helicobacter pylori)

KN - koacbdomumeHT Nno3uTMBHOCTHU

133

AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter
pylori IgG)

nuccn.

890

176

AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter
pylori IgM)

nuccn.

1010

177

AHTUTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori
IgA)

nuccn.

910

258

AHTuTena knacca IgG k Helicobacter pylori, BbisiBnsiemble meTogom
nmmyHobnotTuHra (Anti-Helicobacter pylori IgG, Immunoblot)

nccn.

4920

259

AHTuTena knacca IgA k Helicobacter pylori, BoisiBnsieMble MmeTogom
mmmyHobnoTtTuHra (Anti-Helicobacter pylori IgA, Immunoblot)

nccn.

4690




1303HEL |1303HEL '*C-ypeasHbivi abixatenbHbivi TecT (*C-YAT, 13C-Urea
Breath test, UBT). BoisiBnenve nHdexummn Helicobacter pylori mcen. 470
3158XEJ1 [Xenukobaktep nunopwu, onpegenexne OHK B 6uontate cnmancTon
Xenygka w/vnun aBeHaguatunepcTHon kuwku (Helicobacter pylori, ncen. 1410
DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR)
10.71. XnamuaumHas nHdgekums, xnamuamos (xnamuaum) (Chlamydiosis, Chlamydia
Infection, Chlamydia trachomatis, Chlamydophila pneumoniae)
KN - koacbdpmumeHT Nno3uTMBHOCTH
0
105 AnTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgA) ncen. 530
106 AnTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgG) mcen. 510
105/6 AnTuTena knaccos IgA n IgG k Chlamydia trachomatis, pasgensHo
(Anti-Chlamydia trachomatis IgA, 1gG) ncern. 960
188 AnTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgM) mcen. 540
1495 AnTuTena knacca IgG k 6enky Tennosoro woka (BTL) Chlamydia
trachomatis (Anti-cHSP60 IgG) mccen. 600
301BMNT |Xnamugwma (Chlamydia trachomatis), onpegenexune OHK B BbinoTe
(Chlamydia trachomatis, DNA, Exudate)* ncen. 540
3013 | Xnamugus (Chlamydia trachomatis), onpegenerqne HK B cocko6Ge
anuTenuarnbHbIX KNETOK KOHbIOHKTMBLI (Chlamydia trachomatis, mcen. 540
DNA, Scrape of Conjunctiva Epithelial Cells )*
301MOM | Xnamuamnsa (Chlamydia trachomatis), onpegenenve JHK B moye
(Chlamydia trachomatis, DNA, Urine)* ncen. 540
301MPK  [Xnamugwmsa (Chlamydia trachomatis), onpegenexne OHK B cockobe
anuTenuarnbHbIX KNETOK cnuaucton npsamon kuwku (Chlamydia mcen. 540
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
301POT |Xnamugmusa (Chlamydia trachomatis), onpegenenve JHK B cockobe
anuTenuaneHbIX knetok potornotku (Chlamydia trachomatis, DNA, |  wncen. 540
Scrape of Faucial Epithelial Cells)*
301CWH  [Xnamugumsa (Chlamydia trachomatis), onpegenenne OHK B
cuHoBManeHou xugkoctn (Chlamydia trachomatis, DNA, Synovial mcen. 540
Fluid)*
301CMX | Xnamuaus (Chlamydia trachomatis), onpegenexqne AHK B
crnMHHOMO3roBow xuakoctu (Chlamydia trachomatis, DNA, ucern. 540
Cerebrospinal Fluid)*
301CIMN | Xnamuaus (Chlamydia trachomatis), onpegenerqne HK B cekpeTe
npoctaThbl, askynsaTe (Chlamydia trachomatis, DNA, Prostatic mcen. 540
Fluid, Semen)*
301YPO |Xnamwugmusa (Chlamydia trachomatis), onpegenenve JHK B cockobe
anuTenuarnbHbIX KIETOK yporeHntanbHoro Tpakta (Chlamydia mcen. 540

trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*




183 AnTuTena knacca IgA k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgA) mcen. 590
184 AHnTuTena knacca IgM k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgM) mcen. 600
185 AnTuTena knacca IgG k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgG ) mcen. 600
349MK | Xnamugumsa (Chlamydia pneumoniae), onpegenenve JHK B
mokpoTe (Chlamydophila pneumoniae, DNA, Sputum)* mcen. 630
349N Xnamugus (Chlamydia pneumoniae), onpegenenve JHK B nnasme
kposu (Chlamydophila pneumoniae, DNA, Plasma)* mcen. 630
349POT |Xnamwugus (Chlamydia pneumoniae), onpegenenne OHK B
cockobe anutenuanbHbIX krnetok potornoTtkm (Chlamydophila mcen. 630
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
349CINH | Xnamngus (Chlamydia pneumoniae), onpegenenve JHK B cnioHe
(Chlamydophila pneumoniae, DNA, Saliva)* mcen. 630
1379 AHTUTEna knacca IgG k rmaBHomy 6enky HapyXHo MembpaHsbl
MOMP n AnTuTena knacca IgG Pgp3 ucen. 730
(MembpaHoaccouunpoBaHHkIN NnasmuaHbIi 6enok) Chlamydia
10.72. LutomeranoBupycHas nHdeKuusa: BUpyc repneca 4enoseka 5 Tuna
(usTomeranoBupyc, LIMB) (Cytomegalovirus, CMV, Cytomegalovirus Infection)
82 AnTuTena knacca IgG k untomeranosupycy (Anti-CMV IgG)
ncen. 400
83 AHTUTEna knacca IgM k untomeranosupycy (Anti-CMV IgM)
ncen. 790
2AVCMV  |AsuaHocTb Anti-CMV IgG
ncen. 950
310BMNT |UwnTtomeranosupyc, onpegenexHve OHK B Beinote (CMV DNA,
Exudate)* ucern. 530
310rN3 |Uwutomeranosupyc, onpeaeneHne [HK B cockobe anntenmanbHbIX
knetok koHbloHKTUBBI (CMV DNA, Scrape of Conjunctiva Epithelial mcen. 530
Cells )*
310KOX |Uutomeranosupyc, onpegenervie JHK B cockobe anutenvanbHbix
knetok koxu (CMV DNA, Scrape of Skin Epithelial Cells)* ncen. 530
310KP Lintomeranosupyc, onpeaenexune JHK B BeHo3HOW kpoBu (CMV
DNA, Blood)* ucern. 510
310MOM  |Uutomeranosupyc, onpegenenve JHK B mode (CMV DNA, Urine)*
ncen. 530
310HOC |Uutomeranosupyc, onpegenenve JHK B cockobe anutenmanbHbix
knetok cnmancTton Hoca (CMV DNA, Scrape of Nasal Epithelial mcen. 530

Cells)*




310POT |Uutomeranosupyc, onpegenerHve JHK B cockobe anutenvanbHbiX
knetok potornotkn (CMV DNA, Scrape of Faucial Epithelial Cells)* | wuccn. 530
310CB LinTomeranosupyc,kadectseHHoe onpeaenernve IHK B ceiBopoTke
kposu (CMV DNA, Serum)* mcen. 810
310CNH  |Uutomeranosupyc, onpegenerve AHK B cntoHe (CMV DNA,
Saliva)* ncern. 530
310CMX |Uutomeranosupyc, onpegenenve JHK B cnmHHOMO3roBown
xunagkoctn (CMV DNA, Cerebrospinal Fluid)* ucen. 530
310Cn Lintomeranosupyc, onpegenexne [1HK B cekpeTe npocraTsl,
aakynste (CMV DNA, Prostatic Fluid, Semen)* ncen. 530
310YPO |Uutomeranosupyc, onpegenerHve JHK B cockobe anutenvanbHbiX
KneTok yporeHutanbHoro Tpakta (CMV DNA, Scrape of Urogenital mcen. 530
Epithelial Cells)*
3156 Lintomeranosupyc, konuyectseHHoe onpepenernve JHK
(Cytomegalovirus, DNA) B CbIBOPOTKE KPOBM ncen. 660
10.74. AnwrenHa-bapp BupycHasa nHdekLmA: BUpyC repneca Yyenoseka 4 Tuna (Bupyc
AnuwTenHa-bapp) (Epstein-Barr Virus, EBV, EBV Infection)
KN - koacbdomumeHT Nno3uTMBHOCTHU
0
351BMNT |Bupyc OnwrenHa-bapp, onpeaenenve JHK B Beinote (EBV DNA,
Exudate)* mcen. 570
351KP Bupyc SnwreliHa-bapp, onpegenerve OHK B BeHO3HOW KpoBM
(EBV DNA, Blood)* ncern. 550
351MOM  |Bupyc SnwrenHa-bapp, onpegenexune OHK B moye (EBV DNA,
Urine)* mcen. 570
351HOC |Bupyc OnwrenHa-bapp, onpegenenve JHK B cockobe
anuTenuanbHbIX KNeTok cnuancton Hoca (EBV DNA, Scrape of mcen. 570
Nasal Epithelial Cells)*
351POT |Bupyc SnwrenHa-bapp, onpegenexne OHK B cockobe
anuTenuanbHbIX knetok potornotkm (EBV DNA, Scrape of Faucial mcen. 570
Epithelial Cells)*
351CB Bupyc OnwreriHa-bapp, kayectBeHHoe onpegeneHne AHK B
cbiBopoTke kpoBu (EBV DNA, Serum)* mcen. 850
351CIMH  |Bupyc SnwrenHa-bapp, onpegenexne OHK B cnioHe (EBV DNA,
Saliva)* mcen. 570
351CMX |Bupyc SnwrenHa-bapp, onpegenexne OHK B cnMHHOMO3roBom
xwugkoctn (EBV DNA, Cerebrospinal Fluid)* mcen. 570
351Cr Bupyc OnwreriHa-bapp, onpegenerne OHK B cekpeTe npocrtaThl,
askynsaTe (EBV DNA, Prostatic Fluid, Semen)* mcen. 570




351YPO |Bupyc SnwreinHa-bapp, onpegenenne OHK B cockobe
anuTenuarnbHbIX KNETOK yporeHntanbHoro Tpakta (EBV DNA, mcen. 570
Scrape of Urogenital Epithelial Cells)*
186 AHTuTena knacca IgM k kKancugHoMmy aHTUreHy Bupyca JnTenHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM ) mcen. 570
187 AHnTuTena knacca IgG k saepHOMy aHTUreHy Bupyca JniTenHa-
Bapp (Anti-EBV Nuclear Antigen (EBNA) IgG ) ucen. 580
255 AHTuTena knacca IgG k paHHeMy aHTUreHy Bupyca JnTenHa-
Bapp (Anti-EBV Early Antigen (EA) IgG ) ucen. 940
275 AHTuTena knacca IgG k kancugHoMy aHTUreHy Bupyca JnluTenHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgG ) ncen. 580
3511 Bupyc OnwreriHa-bapp, konnuecteseHHoe onpegenenne OHK B
cbiBopoTke kpoBu (EBV DNA, Serum)* mcen. 800
1630 OnpepgeneHve nHaekca aBuaAHOCTM MMMYHOrnobynmHoB knacca G Kk
kancugHbeiM aHTureHam VCA Bupyca OnwTenHa-bapp B celBopoTke | ucen. 670
KpOBM.
10.75. OXMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)
KN - koacbdpmumeHT Nno3uTMBHOCTU
0
229 AHTuTena knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus
IgG) mcen. 400
10.76. Swepuxmno3 (kMLWeYHaa nanoyka, awepuxus, Escherichia coli)
485 WccnepoBaHue Ha knweyHyto nanoyky (Escherichia coli 0157:H7,
3LIepuxuno3), AnapenHbln CMHOPOM, aHTUreHHbI TecT (Escherichia mcen. 1460
coli 0157:H7. One Step Rapid Immunochromotographic Assay)
458-A Moces Ha kuwe4Hyto nanoyky (Escherichia coli 0157:H7,
3Llepuxuno3), onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM ucen. 1060
npenapatam (Escherichia coli O157:H7 Culture. Bacteria
458-0 Moces Ha kuwe4Hyto nanoyky (Escherichia coli 0157:H7,
3Llepuxuno3), onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM mcen. 1060
npenapatam u 6aktepuodaram (Escherichia coli O157:H7 Culture.
10.77. CKpuHUHroBble uccrnepoBaHua Mukpodnopsl (Screening of microflora)
3388 BakPesucTa. BoisiBneHue reHoB pe3ncTeHTHOCTH K
rMUKONEeNTUAHBLIM U 6eTa-nakTaMHbIM aHTUOMOTHKaM y B6akTepuii mcen. 3520
3389 BakCkpuHYTIM. BbisiBneHve ycnoBHO-NaTOreHHbIX
MukpoopraHmamoB Metogom MNLP B pexume peanbHOro BpeMeHu. ncen. 9150

10.78. CuHApoOM M36bITOYHOro GakTepuanbHoro pocrta (Bacterial overgrowth syndrome)




1304CUBP |BooopoaHO-MeTaHOBbIV AbIXaTeNbHbLIN TECT C NAKTY030M/,

OMarHocTmka cvHapoma m3bbiTouHOro 6akTepuanbHOro pocra mcen. 1970
(CUBP) (Hydrogen/Methane Breath Test with lactulose,
10.79. Spnuxuo3s (Ehrlichia)
3380 Opnuxus, onpegenenve OHK B uenbHomn kposwu (Ehrlichia
chaffeensis, DNA) ucen. 1510
11. MUKPOBUOJNOrMYECKUE UCCNEQOBAHUA: HECMELIMGUYECKUE
BOCMAIUTEJIbHBIE 3ABONEBAHUA PA3NIUYHbIX NTOKANIM3ALIUMA (Microbiological
investigations)
*B cny4asx obHapyXeHUs HOpMaribHOMW, CONYTCTBYHOLLEN, YCIIOBHO-NATOreHHOW B HU3KOM
TuTpe (S10*4 Koe/Tamn., M., FPaM.) UMK He UMeoLLEN AUarHOCTUYECKOro 3HaYeHus ¢nopsl,
onpegerneHne 4YyBCTBUTEJIbHOCTU K aHTMMMKpOGHbIM npenaparamMm u GaKTepMotbaraM He
nnoronurca V nanuventor no 16 NneT ruHeKOANOrMuaCKIAe AHAMIA2L ﬁﬂn\le‘q TONLKO R
11.1. Mukpo6uonoruyeckue nccneaoBaHus: Hecneuunduyeckne BocnanutesnbHbIe
3aboneBaHuA pa3nuyHbIx nokanusauun (Microbiological investigations)
*[lns TecToB, NOMEYEHHbIX *, Heo6xoamuma npobonoaroroska (MUK).
455 OncbakTepnos knwevHmnka (MoanMuLMpoBaHHbI MeToa)
mccen. 3310
455-0 OncbakTepnos knwevHuka (MmoamduumpoBaHHeii Metod) ¢ Ub®
mccen. 3900
447 WMccnenoBaHme Ha G1oLEeHO3 Bnaranuila, onpegerneHme
YyBCTBUTEMNbHOCTU K @HTUMUKPOOHBIM 1 @aHTUMUKOTUYECKUM ucen. 1950
npenapaTam (C MMKPOCKOMNWEN HaTUBHOMO NpenapaTa,
445 Mwukpockonuyeckoe (6akTepnockonuyeckoe) nccregoBaHne mMmaska,
okpaLueHHoro no Npamy (Gram Stain. Bacterioscopic Examination mcen. 470
of Smear)
470 Moces oTaensiemoro potornoTkun Ha 6opaetennel (Bordetella
pertussis/parapertussis, Kokntow/napakokntoww) (Bordetella mcen. 3040
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
442 MoceB Ha apoxckenonobHele rpubel (pogos Candida,
Cryptococcus) ¢ onpegeneHnem YyBCTBUTENbHOCTU K mcen. 1040
aHTUMuKoTu4eckuM npenapatam (Yeast Culture. Identification and
462 Moces Ha knoctpuaum (Clostridium difficile, nceBaomembpaHo3HbIN
koruT) (Clostridium difficile Culture. Bacteria Identification and mcen. 2530
Antibiotic Susceptibility Testing)
485 WccnepoBaHue Ha knweyHyto nanoyky (Escherichia coli 0157:H7,
3Llepuxu1o3), AnapenHbln CMHOPOM, aHTUreHHbI TecT (Escherichia mcen. 1460
coli 0157:H7. One Step Rapid Immunochromotographic Assay)
458-A Moces Ha kuwe4Hyto nanoyky (Escherichia coli 0157:H7,
3Llepuxuno3), onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM mcen. 1060
npenapatam (Escherichia coli O157:H7 Culture. Bacteria
458-0 MoceB Ha kuweyHyto nanoyky (Escherichia coli 0157:H7,
3Llepuxuno3), onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM mcen. 1060
npenapaTam u 6aktepuodaram (Escherichia coli O157:H7 Culture.
440 [MoceB Ha Mukonnasmbl, onpegeneHme YyBCTBUTENbHOCTU K
aHTUMUKPOOGHBIM NpenapaTtam (Mycoplasma hominis Culture. mcen. 1350

Bacteria Identification and Antibiotic Susceptibility Testing)*




471

lMoceB Ha MEHWMHIOKOKKW, onpedeneHne YyBCTBUTENbHOCTU K
aHTMMUKpPOGHbIM NpenapaTam (Neisseria meningitidis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

nccen.

1150

444

Moces Ha ypeanna3wmbl, onpegeneHne YyBCTBUTENbHOCTU K
aHTUMKKPOOHBbIM Npenapatam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

nuccn.

1350

440/444

MoceB Ha Mukonnasmy 1 ypeannasmbl, onpegerneHve
YYBCTBUTENBHOCTU K aHTUMUKPOGHLIM npenapaTtam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification

nuccn.

2630

452

MoceB Ha aHaapobHyt0 MUKPOMopy, onpeaeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOGHBLIM npenapaTtam (Anaerobic
Culture. Bacteria Identification and Antibiotic Susceptibility

nccn.

2780

449

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopesi),
onpegeneHve YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM nNpenapaTam
(GC, Neisseria gonorrhoeae Culture. Bacteria Identification and

nuccn.

1080

457-A

MoceB Ha NaToreHHyo KULLIEYHY (riopy, onpeaeneHne
YyBCTBUTEMNbHOCTU K aHTUMUKPOOHBIM nNpenapaTtam (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification and

nuccn.

1100

457-0

MoceB Ha NaToreHHyto KULLIEYHY (riopy, onpeaeneHne
YYBCTBUTENbHOCTU K aHTUMUKPOBHBLIM NpenapaTtam u
6akTeprodaram (Stool Culture, Salmonella spp., Shigella spp.

nuccn.

1100

469

Moces Ha andpteputo (Corynebacterium diphtheriae Culture)

nccn.

1130

468-11

MoceB Ha 30M0TUCTBLIN CTaUNOKOKK (METULMITTINH-PE3NCTEHTHBIN
3onoTucTeIn ctadmnokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus

nuccn.

1170

468-A

MoceB Ha 30M0TUCTBLIN CTaUNOKOKK (METULMITIINH-PE3NCTEHTHBIN
3onoTucTeIn ctacdunokokk, MP3C) (Staphylococcus aureus),
onpegeneHve YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM npenapaTam

nuccn.

1250

468-0

MoceB Ha 30M0TUCTBLIN CTaUNOKOKK (METULMITINH-PE3NCTEHTHBIN
3onoTucTein ctacdunokokk, MP3C) (Staphylococcus aureus),
onpegeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM npenaparam u

nuccn.

1250

459-A

MoceB Ha 30n0TUCTLIN cTadunokokk (Staphylococcus aureus),
onpegeneHve YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM npenapaTam
(Staphylococcus aureus Culture. Bacteria Identification and

nuccn.

840

459-0

MoceB Ha 30n0TUCTLIN cTadmnokokk (Staphylococcus aureus,
onpegeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM npenaparam u
6akTepnodparam (Staphylococcus aureus Culture. Bacteria

nccen.

840

460

MoceB kana Ha nepcuHun (Yersinia enterocolitica, nepcrnHunos,
onpegeneHve YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM nNpenapaTam
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and

nuccn.

2530

453

MoceB Ha nucTepuu (Listeria monocytogenes) ¢ onpeneneHnem
YyBCTBUTEMNbHOCTU K aHTUMUKPOOHbBIM NpenapaTtam (Listeria
monocytogenes Culture. Bacteria Identification and Antibiotic

nuccn.

1270

474-A

MoceB paHEBOro OTAENSIEMOro M TKaHe Ha MUKpodIopy,
onpenerneHve YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM NpenapaTam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and

nuccn.

1710

474-0

MoceB paHEBOro OTAENSIEMOrO M TKaHe Ha MUKPodIIopy,
onpegerneHve YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM MpenapaTam u
6akteprodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria

nuccn.

1710

464-1

MoceB rpyaHoro monoka Ha Mukpodpnopy (Breast Milk Culture.
Bacteria Identification)

nuccn.

970




464-A

Moces rpyaHOro Monoka Ha MUKpoddiopy, onpegeneHvne
YYBCTBUTENBHOCTU K aHTUMUKPOOHLIM nNpenapatam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility

nccen.

1100

464-0

MoceB rpyaHOro Moroka Ha MUKpodropy, onpeaeneHue
YYBCTBUTENbHOCTU K aHTUMUKPOOBHBLIM NpenapaTtam u
6aktepuodparam (Breast Milk Culture. Bacteria Identification,

nuccn.

1100

475-A

MoceB xenyn Ha MUKPOMopy, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMKKpOOHBIM Npenapatam (Bile Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

nuccn.

1300

467-A

MoceB oTaensieMoro BepxHUX AblxaTenbHbIX NyTen Ha
MUKpPOGIIopYy, onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHbLIM
npenapatam (ogHa nokanusauus) (Upper Respiratory Culture.

nccn.

1610

467-0

MoceB oTAensieMoro BepxHUX AblxaTenbHbIX NyTen Ha
MUKpPOIIopY, onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHbLIM
npenapatam u 6aktepuodaram (Upper Respiratory Culture.

nuccn.

1610

487

CTpenToKOKK rpynnbl A, aHTUreHHbIV TecT (oTAensiemoe
potornoTku) (Streptococcus Group A. One Step Rapid
Immunochromotographic Assay)

nuccn.

1730

441-A

MoceB Mo4uun Ha MUkpodbropy, onpeneneHme YyBCTBUTENBHOCTY K
aHTUMKKPOOHBIM npenapatam (Urine Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

nuccn.

1250

441-0

MoceB Mo4M Ha MUKPOGIOpY, onpeaeneHe YyBCTBUTENbLHOCTU K
aHTUMKKPOOHBIM NpenapaTtam u 6aktepuodaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage

nccn.

1260

465-A

MoceB oTaensiemoro rnas Ha MUkpodiopy, onpegeneHme
YYBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenapatam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

nuccn.

1500

465-0

MoceB oTaensiemoro rnas Ha MUkpodiopy, onpegeneHme
YYBCTBUTENbHOCTU K aHTUMUKPOOBHBLIM NpenapaTtam u
6akTeprodaram (Eye Culture. Bacteria Identification, Antibiotic

nuccn.

1500

446-A

MoceB Ha MUKpOopy OTAENSEMOro NonoBbIX OPraHoB,
onpenerneHve YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM NpenapaTam
(Genitourinary Tract Culture. Bacteria Identification and Antibiotic

nuccn.

1590

446-0

MoceB oTAENsieEMOro NonoBbIX OPraHoB Ha MUKPOIIOpPY,
onpegerneHve YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM MpenapaTam u
6aktepuodparam (Genitourinary Tract Culture. Bacteria

nuccn.

1600

488

CrpenTokokk rpynnbl B, aHTureHHsI TecT (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

nccen.

1820

473-A

MoceB oTaensiemoro ywen Ha Mukpodpnopy, onpegenexHve
YYBCTBUTENLHOCTU K aHTUMMKPOOHBLIM Npenapatam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

nuccn.

1450

473-P

MoceB oTaensiemoro ywen Ha Mukpodpnopy, onpegeneHve
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapatoB (Ear Culture. Bacteria Identification, Antibiotic

nuccn.

1580

473-0

MoceB oTaensiemoro ywen Ha Mukpodpnopy, onpegeneHve
YYBCTBUTENbHOCTU K aHTUMUKPOOBHBLIM NpenapaTtam u
6akTeprodaram (Ear Culture. Bacteria Identification, Antibiotic

nuccn.

1450

477-A

MoceB NyHKUMOHHOIO MaTepuana Ha MUKpPodopy, onpeaeneHve
YYBCTBUTENBLHOCTU K aHTUMUKPOOHLIM NpenapaTtam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility

nuccn.

1410

472-A

MoceB MOKPOTLI M TpaxeobpoHXManbHbIX CMbIBOB Ha MUKpodiopy,
onpegeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM npenaparam u
MuKpockonuen maska (Sputum and Tracheobronchial washings

nuccn.

1520




463 PotaBupyc (Rotavirus), AvapenHblii CMHOPOM, aHTUIeHHbIA TecT
(Rotavirus Direct Detection by Latex Agglutination)

nccen.

1190

481 ApeHoBupyc (Adenovirus), AMapenHbii CUHOPOM, aHTUrEeHHbIA TECT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

nuccn.

1360

483 Jlam6num (Giardia liamblia), AuapeiHbin CMHOPOM, @aHTUIrEHHbIV
TecT (Giardia liamblia. One Step Rapid Immunochromotographic
Assay)

nuccn.

1790

454-T1 MoceB Ha BeTa-reMoNUTUYECKNIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria Identification)

nccn.

1140

454-A MoceB Ha BeTa-reMoNUTUYECKNIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpegenerve
YyBCTBUTEMNBLHOCTU K aHTUMUKPOOHBIM nNpenapaTtam (Streptococcus

nuccn.

1240

466 MoceB Ha 6eTa-reMonUTUYECKNIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

nuccn.

1140

466-A MoceB Ha 6eTa-reMonUTUYECKNIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpegeneHve
YyBCTBUTEMNBLHOCTU K aHTUMUKPOOHBIM NpenapaTtam (Streptococcus

nuccn.

1290

482 Kpuntocnopuaun napsym (Cryptosporidium parvum), gnapenHbii
CUMHAPOM, aHTureHHbln TecT (Cryptosporidium parvum. One Step
Rapid Immunochromotographic Assay)

nccn.

2600

484 Xenukobaktep nunopwu (Helicobacter pylori), aHTUreHHbIA TecT
(Helicobacter pylori. One Step Rapid Immunochromotographic
Assay)

nuccn.

1620

461 MoceB kana Ha kamnunobaktep (Campylobacter spp.)
(Campylobacter spp., Stool Culture. Bacterial Identification)

nuccn.

2530

402 KamnunobakTep, AnapenHbli CUHAPOM, BblSiBlIeHWE aHTUreHa B
kane, ummyHoxpomatorpadusi (Campylobacter spp., One step
rapid immunochromotographic assay, antigen, stool)

nuccn.

2890

403 ["oHOpes, BbIIBNEHNE aHTUreHa, MMMyHOXpomaTorpadgus
(Neisseria gonorrhoeae test, One step rapid
immunochromotographic assay)

nuccn.

2420

404 AJeHoBUpyC pecnupaTopHbIN, BbISIBIIEHUE aHTUreHa B
pecnMpaTtopHOM TpakTe, UMMyHoxpomaTtorpadms (Adenovirus,
respiratory infection, One step rapid immunochromotographic

nccen.

1860

405 JlernoHenna, BbIABNEHWE aHTUIEeHa B MoYe,
nmmyHoxpomatorpadms (Legionella pneumophila, One step rapid
immunochromotographic assay, antigen, urinae)

nuccn.

2550

408 [THEBMOKOKK, BbISIBNIEHME aHTUreHa B MoYe,
nmmMmyHoxpomatorpadms (Streptococcus pneumoniae, One step
rapid immunochromotographic assay, antigen, urinae)

nuccn.

3560

409 OHTepoBMPYC, BbiSIBNEHWE aHTUreHa B Kane,
nmmyHoxpomatorpadms (Enterovirus, One step rapid
immunochromotographic assay, antigen, stool)

nuccn.

3140

411 PecnupatopHo-cnHuntuansHbiv Bupyc (PC-mHdekuums),
BbISIBIIEHME aHTUIeHa, MMMyHoxpomaTorpadus (Respiratory
Syncytial Virus, RSV, One step rapid immunochromotographic

nuccn.

2800

12. UMMYHOJITOr'MYECKMUE UCCNEOOBAHUSA (Immunological Examination)




* HeoGX0AMM 3aKa3 AOMNONMHUTENbHbLIX TECTOB

12.1. KomnnekcHble MMMyHonornyeckue uccneposaHus (Comprehensive Immunological
Examination)

** UccnegoBaHus Ne 4191, 4196, 4199 BLINOMHAIOTCA B KOMMNJIeKce ¢ uccregosaHmem Ne
1911. UccnepoBaHus Ne 4191, 4196, 4199 Henb3a 3aKa3aTb OTAENbLHO!

192 MmmyHornornyeckoe obcrnegoBaHue paclumpeHHoe (Immunological
Survey Extended) mcen. 15550
191 MmmyHornornyeckoe obcrnegoBaHme ckpuHuHroroe (Immunological
Survey, Screening) ucen. 7420
1310 darounTapHas akTMBHOCTb nenkoumToB (Phagocytic Activity of
Leucocytes) mcen. 2700
4192 deHoTUNMPOBaHUE NMMAOLMTOB (OCHOBHbIE Cybnonynauum) —
CD3, CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: ucen. 2850
CD3, CD4, CD8, CD19, CD16, CD56)
4193 CD4+ T-numdpounTtsl, % 1 abcontoTHoe konuyecTso (T-xennepbl,
CD4+ T-cells, Percent and Absolute) ucern. 2040
4194 B-numdounTbl, % 1 abcontoTHoe konuyecTtso (CD19+
numdouuntsl, B-cells, Percent and Absolute) ucern. 1330
1311 AkTuBMpoBaHHble numdountsl (CD3+HLA-DR+, CD3-HLA DR+)
(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* ncen. 2180
1312 Cnoco6HocTb numcountoB Kk aktueauum (Lymphocyte Activation
Ability) ucern. 6130
1235 Limpkynupytowwime nmmyHHble komnnekcol (LIWK) obwume (Circulating
Immune Complexes (CIC) Total) mcen. 1320
12.2. UmmyHorno6ynuHbl obwme (Immunoglobulins, Total)
45 MmmyHornobynuHel knacca A (Immunoglobulin A, 1gA)
ncen. 230
46 MmmyHornobynuHbl knacca M (Immunoglobulin M, IgM)
ncen. 230
47 MmmyHornobynuHel knacca G (Immunoglobulin G, IgG)
ncen. 230
67 MmmyHornobynuHbl knacca E (o6wwn IgE, nmmyHornobynuH E
o6wwin) (Immunoglobulin E Total, IgE Total) mcen. 710
4048 MmmyHornobynuHel G (nogknaccel 1I9G1, 19G2, 19G3, 1gG4)
ncern. 18210




12.3. Cneuundmueckune 6enku (Specific Proteins)

948 Qo3uHOMnbHBIN KaTUOHHLIN 6enok (Eosinophil Cationic Protein,
ECP) mcen. 1220
6948 Q03UHOUIbHBIN KaTUOHHBIN 6enok, ImmunoCAP® (Eosinophil
Cationic Protein, InmunoCAP® ECP) ucen. 2680
12.4. KomnoHeHTbl koMnnemMeHTa (Complement Components)
193 KomnoHeHTbl cucteMbl komnnemeHta C3, C4 (Complement
components C3, C4) ncern. 390
1315C3 [C3 KomnoHeHT cuctembl komnnemeHTta (Complement Component
C3) mcen. 240
1316C4 |C4 KomnoHeHT cuctemMbl komnnemeHTta (Complement Component
C4) ueen. 240
1534 CucTtema koMnnemeHTa: oueHka PyHKLMOHaNbHOW aKTMBHOCTU
(CH50) (Functionality Test of Complement (CH50)) ucen. 2190
836 WHrubutop C1-actepasbl, aktnBHocTb (C1-Esterase Inhibitor, C1-
INH) mcen. 3210
850 WHrmbutop C1-actepasbl, KoHUeHTpaumsa (C1-Esterase Inhibitor,
concentration; C1-INH) ucen. 4830
12.5. LiutokuHbi (Cytokines)
210 WnTepnerknH-1B (UN-1B) (Interleukin 1 Beta, IL-1)
ncen. 1010
211 WHTtepnenkun-6 (UN-6) (Interleukin 6, IL-6)
ncern. 1270
212 WnTepnenknH-8 (UN-8) (Interleukin 8, IL-8)
ncen. 1310
213 WnTepnenknH-10 (M11-10) (Interleukin 10, IL-10)
ncen. 1570
214 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor
Alpha, TNF-a, Cachectin) mcen. 920

13. UHTEP®EPOHOBBIW CTATYC (Interferon Status)

13.1. UHTepcbepoHoBbIi cTaTtyc (Interferon Status)




1043 WccnepnoBaHue uHtepdepoHoBoro ctatyca (Study of Interferon
Status) mcen. 7950
13.2. UnTepchepoHOBBIN cTaTyc (4 noka3aTens) ¢ onpeaenieHneM YyBCTBUTENbHOCTU K
npenapartam uHTepdepoHa (Interferon Status (4 Parameters))
* TecTbl BbINOMNHATCA B KoMnnekce ¢ Tectom Ne 1043
1044 WHrapoH (Ingaron)
ncen. 3040
1047 PeadpepoH (Reaferonum)
ncern. 3040
13.3. UHTepchepoHOBBIN cTaTyc (4 noka3aTens) ¢ onpeaerieHNeM YyBCTBUTENIbHOCTU K
nHaykTopam uHtepdepoHa (Interferon Status (4 Parameters))
* TecTbl BbIMOMNHATCA B KoMmnnekce ¢ Tectom Ne 1043
1050 AMUKCKH (Amixin)
ncern. 3040
1051 Karouen (Kagocel)
ncen. 3040
1052 Heosup (Neovir)
ncern. 3040
1054 LimknodpepoH (Cycloferonum)
ncern. 3040
13.4. UHTepcbepoHOBBIN cTaTyc (4 noka3aTens) ¢ onpeaeneHneM YyBCTBUTENIbHOCTU K
nMmmyHomopynstopam (Interferon Status (4 Parameters))
* TecTbl BbIMOMNHATCA B KoMnnekce ¢ Tectom Ne 1043
1055 anaswut (Galavit)
ncen. 3040
1064 M3onpuHo3uH (Isoprinosine)
ncen. 3040
1057 WMmmyHan (Immunal)
ncern. 3040
1058 WmyHodaH (Imunofan)
ncern. 3040
1059 MmmyHomake (Immunomax)
ncern. 3040




1066 WmyHopuke (Imunorix)
ncen. 3040
1060 Jlukonug (Licopid)
ncern. 3040
1148 Manaeup (Panavir)
ncern. 3040
1061 Monwnokcmgonui (Polyoxidonium)
ncen. 3040
1062 TaktueuH (Tactivinum)
ncen. 3040
1063 TumoreH (Thymogen)
ncen. 3040
14. QAUATHOCTUKA AYTOMMMYHHbIX 3AEOJNIEBAHUM (Diagnosis of Autoimmune Diseases)
14.1. CucteMHble 3a6oneBaHuA coeauHUTenbHoM TkaHu (Connective-Tissue Diseases,
CTDs)
125 AHTUsIgepHble aHTUTeNna (AAA, aHTVHYKNeapHble aHTUTena),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, Screening) mcen. 2820
126 AHTUTena knacca IgG k asycnupansHon HatueHow [HK (aHTu-
acOHK 1gG, antn-AHK) (Double-Stranded (Native) DNA IgG ucen. 2820
Antibodies, Anti-dsDNA 1gG)
1267 AHTUHYKNeapHbin daktop (ANA IIFT, HEp-2)
ncen. 1610
1586ADN |AHTuTena k acHK B cbiBOpOTKE KpOBU, MOATBEPKAAOLLNA TECT C
ncnonb3oBaHnem cybcTpara Crithidia luciliae, 19G, metogom mcen. 2400
Henpsimon nmmyHodntoopecueHuun (Crithidia luciliae indirect
1588 AHTUTena k numdouutam, knacca IgG
ncen. 3230
825 AHTuTena knacca IgG k akcTparmpyemMomy HykrneapHOMY aHTUreHy
(BHA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein mcen. 3030
Antibodies, Anti-RNP)
826 [MaHenb aHTUHYKNeapHbIX aHTUTEN Npu cknepoaepMum
(pa3penbHoe onuvcanne aHTuTen k aHtureHam Scl-70, CENP-A, ueern. 5700
CENP-B, RP11, RP155, dpmbpunnsipud, NOR90, Th/To, PM-
827 AHTUHYKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60
kda), SS-A (52 k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, ncen. 3560
dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny),
956 AHTuTena knacca IgG k Hykneocomam (aHTUsiAepHble aHTUTena),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, IgG, Screening) mcen. 2820
4059 CkpuHUHT BonesHel coeguHuTenbHomn Tkanm (AT k QHA,
aHTUHYyKNeapHbIn daktop (AH®D)) mcen. 4800




4060 CuctemHas kpacHasi BonyaHka, obcnegosaHue (AT Kk
Hykneocomam, AT k kapguonununy, IgG; AT k kapanonunuHy, IgM; |  uccn. 6420
aHTUHyKNeapHbIn daktop (AH®D))
4061 OnddepeHumanbHasa gnarHoctuka CKB v gpyrMx peBMaTuyeckux
3aboneBaHuii (AT K HyKIeocoMaM, aHTUHYKMeapHbI hakTop mcen. 4570
(AHD))
4069 Mpocunb «CucrtemHas kpacHasi BonyaHka (CKB), MOHUTOpPUHT
aktmBHocTU (aHTK-ac-OHK IgG, C3, C4 KOMNOHEHTbI ucern. 3300
komnnemeHTa)» (Systemic lupus erythematosus (SLE) profile,
1215 AHTUTena Kk uutonnasmartunyeckum aHtureHam SS-A (Ro) ((SS-A
(52¢0a)/ SS-A (60 k[da), IgG (Anti —SS-A, IgG (Anti-SS-A-52 and ncen. 2820
anti-SS-A-60 autoantibodies))
1216 AHTUTena K K uutonnasmaTmyeckum aHtureHam SS-A (52k[a),
IgG (Anti-SS-A-52 autoantibodies, 1gG) mcen. 2820
1217 AHTUUEHTpoMepHble aHTuTena CENT-B, IgG (Anti-Centromere B
autoantibodies, 1gG) mcen. 2820
1218 AHTUTENa K aKCTparnpyemomy saepHomy aHtureHy Sm, IgG (Anti-
Sm autoantibodies, 1gG) ucen. 3240
1219 AHTUTENa K aKcTparnpyembim sgepHbiM aHTureHa RNP/Sm, 1gG
(Anti-RNP/Sm autoantibodies, 1gG) ucen. 3240
1220 AHnTuTena k ructoHam (Histone), 1IgG (Anti-Histone autoantibodies,
IgG) ncen. 3030
1221 AHTuTena k mutoxoHapusam (AMA-M2), IgG (Anti-AMA-M2
autoantibodies, 1gG) mcen. 2820
1224 AHTUTena Kk uMtonnasmatuyecknum aHtureHam SS-A (60kOa), 1IgG
(Anti-SS-A-60 autoantibodies, IgG) ucen. 2820
1225 AHTUTena k uutonnasmartunyeckomy aHtureHy Jo-1, IgG (Anti-Jo-1
autoantibodies, 1gG) mcen. 2820
1226 AHTUTena k untonnasmatunyecknum aHtureHam SS-B (La), IgG (Anti-
SS-B autoantibodies, 1gG) mcen. 2820
1228 AHnTuTena k antureny Scl-70, IgG (Anti-Scl-70 autoantibodies, 1gG)
ncern. 3030
1229 AHTuTena k pubocomansHomy 6enky P (Rib-P), IgG (Anti-Rib-P
autoantibodies, 1gG) mcen. 3240
1232 AHTUHYKneapHble aHTuTena RNP-70 (Anti-RNP-70 autoantibodies)
ncern. 3240
14.2. AHTdochonunuaHbin cuHgpom (Antiphospholipid Syndrome, APS)
137/138 |AnTuTena knaccos IgM u IgG k docconunugam (Anti-Phospholipid
Antibodies, APA, IgM, IgG) ucen. 2660




190 BonuyaHouHbIn aHTukoarynaHT (BA) (Lupus Anticoagulant, LA )
ncen. 2290
966/74  |AHtuTena knaccos IgG u IgM k docdpaTuagnncepuHy (Anti-
Phosphatidylserine, 1gG, IgM) ucen. 5300
967 AHTUTEna knaccos IgA, IgM, 1gG Kk kapanonunuHy, CKPUHUHT
(Cardiolipin Antibodies IgA, IgM, 1gG, aCL, Screening) ucen. 3420
968 AHTUTEna knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL
IgA) mcen. 3730
969 AHnTuTena knacca IgG k kapguonununy (Anticardiolipin 1I9G, aCL
IgG) mcen. 2720
997 AHTUTEna knacca IgM k kapguonunuHy (Anticardiolipin IgM, aCL
IgM) mcen. 3410
1284 AHTUTEna knaccos IgG, IgA, IgM k 6eTa-2-rnukonpoTtenHy 1,
cymmapHo (Anti-B2-Glycoprotein 1 Antibodies, anti-2-GP1, IgG, MCCH. 3650
IgA, IgM, Total)
1340 AHnTuTena knaccos IgG n IgM k docdhaTngnncepuH-
NPOTPOMOMHOBOMY KOMMIIEKCY, CyMmMapHO (Anti- ucen. 2480
Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, IgG, IgM,
1341 AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV,
IgG) mcen. 2010
1342 AHTUTEna knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV,
IgM) mcen. 2050
1378 MaHenb aHTUochonmnuaHbix avTuten, IgG, IgM metogom oT-
MMMYHO@Hanu3, Ka4eCTBEHHBIN TECT B CbIBOPOTKE KpoBu (Anti- ucen. 15400
Phospholipid Antibodies Panel)
4062 AT k kapguonununy, 1gG, IgM
ncen. 1950
4063 OvnarHocTnka BTOpuYHOro aHtudocdonmnmaHoro cuHgpoma (AHD,
AT Kk kapavonunuHy, 1gG, IgM) ucen. 3560
4064 AHTUDOCHONMUNUAHLIA CUHOPOM, Pa3BEPHYTOE CEPONOrMyYecKoe
nccnegosarve (AH®; AT k kapguonunuHy, IgG, IgM; AT k 6eta-2- ncen. 4670
rmvMKonpoTenHy 1)
1669 AT K NpOTPOMOUHY, CKPUHWHT
ncen. 2820
1670 AHnTuTena k 6eta2rnukonpotenHy IgG
ncern. 3240
1671AB2M |AHTuTena k 6eTa2rnukonpoTtenHy IgM
ncern. 3240
1672 AHTUTENAa K 6eTa2rnmkonpoTtenHy IgA
ncern. 3240




14.3. UmmyHHBIe dakTopbl 6ecnnoaus (Immunological Infertility factors)

223 AHTUTena aHTUcnepMarnbHble B CbiIBOPOTKE KpoBu (Anti-

Spermatozoa Antibodies, ASA, Serum) mcen. 1770
224 AHTUTENa aHTUcnepMarnbHble B cnepme (Anti-Spermatozoa

Antibodies, ASA, Semen) ucen. 3040
14.4. PeBMmaTOMAHBLIN apTpuUT, nopaxeHus cyctaBoB (Antiphospholipid Syndrome, APS)
1204 AHTUTENA K LUKNTUYECKOMY LIUTPYNIIMHUPOBAHHOMY NenTuay

(ALLIM) (Anti-Cyclic Citrullinated Peptide, anti-CCP) ncen. 950
965 AHnTuTena knacca IgG k kepaTuHy (AHTUKEpPATUHOBbIE aHTUTENa,

AKA, AHTndmnarrpmvHoBble aHTutena, APA) (Anti-Keratin mcen. 2810

Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)
1332 AHTUTENa knacca IgG k moamuudmpoBaHHomy

UUTPYNITMHUPOBAHHOMY BUMEHTUHY (aHTn-MLB) (Anti-Mutated mcen. 2030

Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified
1333 PesmatongHein daktop, IgA (P® IgA; Rheumatoid Factor, RF,

IgA) mcen. 1150
808 KpucTannbel B Ma3ke CMHOBMANbHON XUAKOCTU (MOHOypaT HaTpus,

nupocpocdat kanbuus) (Synovial Fluid Smear, Crystals) mcen. 2060
1334 MonekynspHo-reHeTnyeckoe nccriegosavme HLA-B27 (Molecular

Genetic Testing HLA-B27) mcen. 1030
1536 OnuromepHbIi MaTpuKCHbIN 6enok xpsawa (Human Cartilage

Oligomeric Protein, COMP) mcen. 4630
14.5. Backynutbl 1 nopaxeHus no4ek (Vasculitis and Renal Lesions)
807 AHnTuTena knacca IgG k 6asanbHon membpaHe Kry6o4YKoB noyek

(aHTn-BMK) (Glomerular Basement Membrane Antibodies, Anti- mcen. 3370

GBM, IgG)
970 AHnTuTena knacca IgG k untonnasme Hentpodunos (AHUA) (Anti-

Neutrophil Cytoplasmic Antibodies, ANCA, I1gG) ncen. 2010
812 AHTUTEna knaccos IgG, IgA, IgM k kneTkam cocyancToro

aHpoTtenusa (HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, MCCH. 2530

AECA, IgG, IgA, IgM, Total)
822 AHTUTENa K pevuenTtopy docdonunasbl A2 (Anti-Phospholipase A2

Receptor Antibody, PLA2R Antibodies), IgG mcen. 7020
823 AHnTuTena knacca IgG k mnenonepokcugase (aHtn-MPO)

(Myeloperoxidase Antibody, MPO) mcen. 1320
837 AnTuTena knacca IgG k C1q daktopy komnnemeHTa (Anti-

Complement 1q Antibodies, Anti-C1q, 1gG) ucen. 2820




955 AHnTuTena knacca IgG k npotenHase-3 (aHTM-PR-3) (Anti-
Proteinase-3 Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) ucen. 1270
821 MaHenb aHTUTEN K aHTUreHaM aHTUHENTPOMUIbHbBIX aHTUTEnN
(naHenb aHtureHos AHLIA), 1IgG (Anti-Neutrophil Cytoplasmic mcen. 6970
Antibodies, ANCA, IgG, Panel)
4065 [vnarHocTuka rpaHynemMaTo3sHbIX BACKyNUTOB (aHTUHYKNeapHbIN
daktop (AH®), AT k uutonnasme Hentpocpumnos (AHLIA/pANCA, ucen. 3730
cANCA), I1gG)
4066 OwnarHoctuka GeicTponporpeccupytoLlero rnomepynoHedpputa (AT
K 6azanbHon membpaHe knyboukoB noyek, AT K uMTonnasve mcen. 5560
HenTpodunos (AHLIA/pANCA, cANCA), I1gG)
4067 [narHocTvka ayToMMMYHHOIO NopaxXeHns MoYveK (aHTUHYKneapHbIN
daktop (AH®), AT k 6asanbHon membpaHe knyboukos noyek, AT k| ucen. 7170
uutonnasme Hentpodmnos (AHLUA/pANCA, cANCA), IgG)
14.6. AyTOMMMYHHbI€ 3HAOKPUHONATUK: caxapHbIi AnabeT 1-ro Tuna (Autoimmune
Endocrinopathies: Diabetes mellitus type 1)
201 AHTuTena knacca IgG k 6eTa-kneTkam nogKenyao4Hon xenesbl
(Anti-Islet Cell Antibodies, Islet Cell Autoantibodies, ICA) ucern. 2910
202 AHnTuTena knacca IgG k rmytamartgekapbokcunase (aHTn-GAD)
(Anti-GAD Antibodies, Glutamate Decarboxylase Antibodies, AT- ucern. 2470
GAD, IgG)
202CMX |AnTnTtena k GAD (rnytamatgekapbokcunase), 1I9G, nmksop (Anti-
GAD (glutamic acid decarboxylase), IgG, CSF) ucen. 3700
200 AnTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, 1AA,
IgG) mcen. 1480
1285 AHTuTena k TuposuHdocdartase (IA-2) (Islet Antigen 2 Antibodies,
Anti-lIA2 Antibodies, 1A-2 Ab, Tyrosine Phosphatase Antibodies) mcen. 2610
1286 AHTUTENA K aHTUreHam KNeToK NomxkenynovHou xenessl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid mcen. 3410
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
14.7. AyTOMMMYHHbIE 3HAOKPUHONATUMN: ayTOMMMYHHbIE 3a60oneBaHUsi LUTOBUAHON
xene3bl (Autoimmune Thyroid diseases)
198 AHTUTENA K MUKpOCoMarbHoN dpakummn TupeountoB (AT K
MUKpOCOMarnbHOMY aHTureHy TupeoumToB, AT-MAIT, AMAT, mcen. 1170
TUpeougHble aHTUMUKpPOCcOoManbHble aHTuTena) (Anti-Thyroid
199 AHTUTEna Kk peuentopam TTI (AT k peuenTopamMm TMPEOTPOMHOrO
ropmoHa B cbiBopoTke kpoBu, AT-pTTI) (Thyroid-Stimulating mcen. 2030
Hormone Receptor Antibodies, TSH Receptor Antibodies,
14.8. AyTOVIMMyHHbIe JHAOKpMHONaTuu: nopaxeHne Hagno4e4HMKOB, ayTOUMMYyHHas
natonorus roHag (Autoimmune adrenal and gonadal insufficiency)
1209 AHnTuTena knaccos IgA, IgM, 1gG k TkaHu M4HKKa
(aHTHOBapuaneHble aHTUTENa), cymmapHo (Anti-Ovarian mcen. 2530
Antibodies, AOA, IgA, IgM, IgG, Total)
1287 AHTUTEna knaccos IgA, IgM, 1gG k cTepomanpoayLmMpyOLLIMM
knetkam HagnoyeyHuka (ACTIK), cymmapHo (Anti-Steroidal Cell mcen. 3000

Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM,




1290 AHnTuTena knaccos IgA, IgM, 1gG k cTeponanpoayLmMpyoLmMm
Knetkam sinyka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, | wuccn. 2530
Testicular Anti-Steroidal Cell Antibodies, Testicular StCADb,
1291 AHTUTENa K cTeponanpoayLMpYOLWNM KNneTkam penpoayKTUBHbIX
TkaHewn (Reproductive tissue steroid-producing cells Antibodies) mcen. 3930
14.9. AyTouMMyHHbIe 3a6oneBaHus koxu (Autoimmune Skin Diseases)
809 AHTuTena k 6asanbHon membpaHe koxu, IgG (Basement
membrane zone antibodies, 1gG) mccen. 3460
813 AHnTuTena knacca IgG k gecmocomam anugepmuca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3 ucen. 3460
Antibodies, IgG)
1298 AnTuTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1
Antibodies, 1gG) mcen. 3460
1299 AHnTuTena knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3
Antibodies, 1gG) mcen. 3460
1330 AnTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies,
Bullous Pemphigoid (180 kDa) Antibodies, Antibodies to BP MCCH. 3460
Antigen 2, IgG)
1331 AnTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies,
Bullous Pemphigoid (230 kDa) Antibodies, Antibodies to BP MCCH. 3460
Antigen 1, IgG)
4054 Mpocunb «narHoctuka 6ynnesHbix gepmaTto3oB (AT K
Aecmocomam anugepmuca, AT k 6asanbHON membpaHe KoXu)» ucen. 7170
(Bullous Dermatosis Diagnostics profile (antibodies to epidermis
14.10. AyTOUMMYHHBIE NOpaXXeHUs Xenyao4yHo-KuLeYHoro TpakTa. Llennakus
(Autoimmune Disorders of Gastrointestinal Tract (Gl Tract, GIT). Coeliac Disease)
972 AHTuTena k aHgomusuio, 1IgG (Anti-Endomisial Antibodies, 19G,
EMA) mcen. 2630
810 AHTuTena knacca IgA K a3HOOMU3NIO (aHTUIHAOMU3UIHbIE
aHTuTena, AGMA) (Anti-Endomysial Antibodies, Anti-EMA, 1gA) MCCH. 2350
805 AHTUTena K napveTanbHbIM KneTkam xenyaka, 1gG (Parietal Cell
Antibodies, PCA, Ig G) ucen. 2490
971 AHTuTena knaccos IgA un IgG k petukynuHy (Anti-Reticulin
Antibodies, ARA, IgA, IgG) ucen. 2490
270 AHTUTENa knacca IgG k feamnaMpoBaHHbIM NenTuaam rnmaguHa
(Anti-Deaminated Gliadin Peptide, Anti-DGP, 1gG) ucen. 1470
271 AHTUTENna knacca IgA kK geamMmamMpoBaHHbIM nenTugam rinvaguHa
(Anti-Deaminated Gliadin Peptide, Anti-DGP, I1gA) ucen. 1130
1282 AHTUTENa knacca IgA k TkaHeBoW TpaHcrnoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA) ucen. 1130




1283 AHnTuTena knacca IgG k TkaHeBow TpaHcrnioTamuHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgG) ucen. 1140
817 AHTUTEna knacca IgG k BHyTpeHHemy chakTtopy Kactna (Anti-
Intrinsic Factor, IFADb, Intrinsic Factor Antibodies, 1gG) ueern. 2820
1335 AHTuTena knacca IgG k caxapomuueram (guarHoctuka 6onesHu
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gG ) MCCH. 1130
1336 AHTUTENa Kknacca IgA k caxapomuueTam (aMarHocTuka 6onesHu
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA ) MCCH. 1210
1337 AHTUTENa knacca IgA k uutonnasme Hentpodpunos (AHLIA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, IgA) mcen. 2040
944 [vnarHocTika ayToMMMYHHOro naHkpeaTtuTa u gpyrux lgG4-
accoumupoBaHHbIx 3aboneBanui (Diagnosis of Autoimmune mcen. 4630
Pancreatitis and other IlgG4-Related Diseases)
4055 CepogumarHocTvka ayTOMMMYHHOIO racTputa 1 NepHULMO3HOM
aHemum (AT k napueTanbHbIM KneTkam xenyaka; AT K mcen. 5480
BHYTpeHHeMy chakTopy KacTtna)
4056 CepogwmarHocTmka 6onesHn KpoHa n Hecnewudmnyeckoro
si3BeHHoro konuta (HAK) (AHLUA/pANCA, cANCA, 1gG; ucen. 6480
AHUA/ANCA, IgA; ASCA, IgG, IgA)
4057 Llenvakuns, ceponornueckuii CKpuHuHr (AT k sHgomusmio, IgA; AT Kk
JeamuavpoBaHHbIM NenTugam rmuaauvHa, IgG; IgA obuy.) ucen. 4000
4058 Llenvakus, ceponornyeckas gnarHoctuka (AT k sHgomusuio, IgA;
AT Kk TKaHeBoOW TpaHcrnyTamuHase, IgA, 1gG; IgA obuw.) ncen. 4710
1338 KanenpoTtektuH doekansHbii (Fecal Calprotectin)
ncen. 1650
1530BKK |AHTuTena knaccos IgA 1 1gG k 6GokanoBmaHbIM KreTkam
KuweyHuka, cymmapHo (Anti-Intestinal Goblet Cells Antibodies, MCCH. 2290
GAB, IgA, IgG, Total)
1531AALK |AHTuTena knacco IgG m IgA k GP2 aHTureHy ueHTpoauuHapHbIX
KNETOK noakenyaovHon xenesbl (Anti-GP2) ucen. 3700
1532AIMK |AHTUTENa K aumMHapHbIM KreTkaMm nogpkenygoyHon xenesol, 1gG un
IgA cymmapHO (aHTUTena K 9K30KPUHHOW YacTu Nomxenyao4HON ncen. 2290
xenesbl, Autoantibodies against Exocrine Pancreas, Pancreatic
1617 AHTUTena K aHTepoumTam, knacca IgG
ncern. 4170
14.11. AyToMMMyHHble nopaxeHus nevyeHu (Autoimmune Liver Diseases)
804 AHTUTENa K MUTOXOHApPUSAM, IgG (Mitochondrial Antibodies, AMA,
IgG) mcen. 2490
806 AHTUTena k rmagkon myckynatype, IgG (Smooth Muscle
Antibodies, SMA, ASMA, 1gG) ucen. 2490




819

AHTUTEna K MrKpocomam neveHun un noyek, IgG (anti-liver kidney
microsomal antibody, anti-LKM, 1gG)

nccen.

2490

1288

MaHenb aHTUTEN Knacca IgG npu ayToMMMYHHbIX 3a60n1eBaHMsAX
nevenn (AT k aHTUreHam AMA-M2, M2-3E, Sp100, PML, gp210,
LKM-1, LC-1, SLA/LP, SSA/R0-52), uMmyHo6n0T (Autoimmune

nuccn.

3860

1289

AHTUTENa knacca IgG k acnanornMkonpoTeEMHOBOMY peLEenTopy
(aHTn-ASGPR) (Autoantibodies Against Asialoglycoprotein
Receptor, Anti-ASGPR, 1gG)

nuccn.

2530

14.12. AyToMMMyHHbIe HeBponoruyeckue 3aboneBaHus (Autoimmune Neurological

Disoders)

936

AnTuTena k aksanopuHy 4 (NMO), IgG

nuccn.

3570

937

AHnTuTena knacca IgG k ckenetHbIM Mbiwam (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, IgG)

nuccn.

2150

938

AnTuTena knaccos IgG v IgM k raHrnuosngam (naviH-6not: GM1;
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b,
cynbgatmapl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b

nuccn.

8380

939

MwuosuT-cneumnduyHble aHTuTena knacca IgG (nawnH-6not: Mi-2,
Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro052))
(Myositis-Specific Panel)

nuccn.

9490

803

AHTUTena Kk auetunxonuHosomy peuenTopy (AxP, gnarHoctuka
MuacteHum), cymmapHo (Acetylcholine Receptor Antibodies, Anti-
AChR, Total)

nccen.

6190

953

AHTUHeNpoHanbHble aHTUTeNa knacca IgG (nanH-6not: Hu
(ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amdndun3nH)
(Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1),

nccn.

2950

954

AnTuTena knacca IgG NMDA (N-metun-D-acnaprart)
rnyTamaTHoMy peuentopy B ceiBopoTke(N-Methyl-D-Aspartate
Receptor Antibodies 1gG)

nccen.

4870

954CMX

AnTutena k NMDA rnytamaTtHomy peuenTtopy, IgG, onpegeneHve B
nuksope (aHTU-NMDAR IgG, N-methyl-D-Aspartate Receptor
Antibodies, CSF)

nccn.

5340

4049

OnvroknoHanbHbin IgG B N1KBOpE (LepebpocnmHansHom
XnakocTtn) n ceiBopoTke Kposu (Oligoclonal IgG, Cerebrospinal
Fluid (CSF), Serum)

nccn.

6740

1541

CBoboaHble nerkue Lenu MMMyHornobynuHoB kanna u nambaa B
nukeope (Cerebrospinal Fluid Concentration of Immunoglobulin
Free Light Chains)

nccn.

4630

204

N-TepMuHanbHbIA NponenTua npokonnareHa 1 obwwmii (Procollagen
Type 1 N-terminal Propeptide, P1NP, Total)

nccn.

2020

1538

AHTUTENa K MUenuHy IgG, meToa HenpsiMon
nmmyHodpritoopecueHuumn (Anti-myelin antibody, 1gG, IF)

nccn.

5300

1581CB

AnTuTena k LGI1 n CASPR2 (kOMNOHEHTbI KOMMNeKca KanueBblxX
kaHanos), IgG, ceiBopoTka kposu (VGKC-associated proteins LGI1
and CASPR2 antibodies, serum)

nccn.

10720

1581CMXK

AnTuTena k LGI1 n CASPR2 (kOMNOHEHTbI KOMMNeKca KanuesblxX
kaHanos), IgG, nukeop (VGKC-associated proteins LGI1 and
CASPR?2 antibodies, CSF)

nccn.

10720




1582CB

AHTUTENA K peuentopaM HeripoHoB Tunos NMDA,CASPR, LGI,

AMPA1, AMPA2, GABAR1 knacca IgG, pasgensHo, onpeneneHune ucen. 25740
B CbIBOPOTKE
1582 AHTUTENa K peuentopaM HeripoHoB TunoB NMDA,CASPR, LGI,
AMPA1, AMPA2, GABAR1 knacca IgG, pa3gensHo, onpeneneHune ucen. 24520
B NTUKBOPE
1584AN |AHTUHeWpoHanbHble aHTUTENa, IgG, MeToa HenpsiMo
nmmyHodpryopecueHumn (Neuronal antibodies, IgG, Indirect mcen. 6080
immunofluorescence (l1F))
1585MUSK |AHTWTENa K MbiLLEYHO-CcreLmduryeckon TUpO3uHKNHase (aHTu-
MuSK) B cbiBopoTKe kpoBM, (Muscle-specific tyrosine kinase mcen. 8680
(MuSK) antibody)
1537 KomnnekcHoe uccnegosaHune Ans MICNONb3oBaHWUS B ANArHOCTUKE
paccestHHOro CKrneposa: onpegerneHme onuroknoHansHoro 1gG mcen. 10740
(nukBoOp, CbIBOPOTKA) 1 CBOBOAHLIX NErKMX Lenemn
14.13. AyToMMMyHHble 3aboneBaHuA nerkux u cepaua (Autoimmune Lung Diseases,
Autoimmune Heart Diseases)
815 AHnTuTena knacca IgG k cepgedHon MyckynaTtype (Muokapay),
aHTMMUOKapauanbHbele aHTuTena (Anti-Heart Antibodies, IgG) mcen. 2700
844 AKTUBHOCTb aHrMOTEH3UH-NpeBpaLlatoLlero depmeHTa (AMd)
cbiBOpOTKM KpoBu (Angiotensin Converting Enzyme, ACE, Serum) ucen. 1360
923 HeonTtepuH (HI) B ceiBOpOTKE KpoBm (Neopterin, Serum)
ncen. 3700
4068 BocnanutensHble Muokapauonatum (AT kK muToxoHapuam (AMA),
AT K cepaeydHon MyckynaType) ncen. 5360
14.14. UMmmyHHbIe TpombouuToneHum (Immune Thrombocytopenia, ITP)
973 AHnTuTena knacca k IgG Tpombouutam, Henpsimow TecT (Platelet
Antibodies 1gG, Indirect) mcen. 2370
15. ANMEPIONOrMYECKUE UCCNEOQOBAHUA (Allergy Examination)
15.1. Annepronorvyeckue nccnegoBaHus, TexHonorns ImmunoCAP (Allergy
examination, ImmunoCAP technology)
6830M6 |Alternaria alternata (m6) IgE, ImmunoCAP
ncen. 2310
6846M229 [Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP
ncern. 6710
6831M3  |lMneceHb Aspergillus fumigatus (m3) IgE, ImmunoCAP
ncen. 2440
6833M5 [Candida albicans (m5) IgE, ImmunoCAP
ncen. 3280




6834M2 |Cladosporium herbarum (m2) IgE, ImmunoCAP
ncen. 2310
6832M1  |Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
ncen. 2310
6801PI Phadiatop Infant ImmunoCAP, IgE
ncen. 4320
6806F76 [Anbda-naktans6ymuH (nBos d4) (f76) IgE, ImmunoCAP
ncen. 3170
6814W230 [AmbBpo3usa Bbicokasi, nonbiHonucTHasi, nAmb a1 (w230) IgE,
ImmunoCAP mcen. 4140
6903F210 |AHnaHac (f210) IgE, ImmunoCAP
ncen. 3280
6882F33 |AnenbcuH (f33) IgE, ImmunoCAP
ncen. 3280
6872F13 |Apaxuc (f13) IgE, ImmunoCAP
ncen. 2340
6877F92 |baHaH (f92) IgE, ImmunoCAP
ncen. 2930
6809T3 |bepesa (t3) IgE, ImmunoCAP
ncen. 2100
6810T215 |Bepesa 6opogasyaTtas, rBet v1/PR-10 6enok (t215) IgE,
ImmunoCAP ncen. 4460
68117221 |bepesa 6oponaByartas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
ncern. 4140
6808F77 |beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
ncern. 3170
66633 BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE,
ImmunoCAP) mcen. 3280
6878F27 |loBsaguHa (f27) IgE, ImmunoCAP
ncen. 2310
6886F11 |peunxa (f11), IgE, ImmunoCAP
ncen. 2430
66643 pubbI (WwamnuHboHbl) (f212), IgE, ImmunoCAP (Mushrooms,
Agaricus hortensis, IgE, ImnmunoCAP) mcen. 3280
66634 Ipywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE,
ImmunoCAP) mcen. 2980




6819H1  |OomawHsas neinb (Greer Labs.) (h1) IgE, ImmunoCAP
ncen. 2460
6825H2 |OomawHas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP
ncen. 2460
6879F45 |Opoxoku nekapckune (Saccharomyces cerevisiae) (f45) IgE,
ImmunoCAP ncen. 3280
6890F44 [3emnsanuka, KnybHuka (f44) IgE, ImmunoCAP
ncen. 2310
6807F78 |KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP
ncen. 3170
6870F93 |Kakao (f93) IgE, ImmunoCAP
ncen. 2930
6887F35 |Kaptodens (f35) IgE, ImmunoCAP
ncen. 2340
6898F84 |Kueu (f84) IgE, ImmunoCAP
ncen. 3280
6818D2 |Knew, gomawwHen nbinu / D. farina (d2) IgE, ImmunoCAP
ncen. 2460
6817D1  |Knew, gomawwHewn nbinu / D. pteronyssinus (d1) IgE, ImmunoCAP
ncen. 2460
6908171 |Komap (i71) IgE, ImmunoCAP
ncen. 2980
66627 Kodpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE,
ImmunoCAP) mcen. 3120
6841E94 |Kowka, rFel d1 (e94) IgE, ImmunoCAP
ncen. 4460
6894F24 |Kpesetka (f24) IgE, ImmunoCAP
ncen. 2340
6861E85 |Kypuua, nepo (e85) IgE, ImmunoCAP
ncen. 2930
6917K82 |Jlatekc (k82) IgE, ImmunoCAP
ncen. 3280
6889F208 |InmoH (f208) IgE, ImmunoCAP
ncern. 3650
66635 ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE,
ImmunoCAP) mcen. 3120




66636 MangapuH (f302) IgE, ImmunoCAP
ncen. 3120
66631 Mungans (f20) IgE, ImmunoCAP
ncen. 2340
66618 Mornoko ko3be (f300) IgE, ImmunoCAP
ncern. 3120
6805F2 [Monoko kopoBbe (f2) IgE, ImmunoCAP
ncen. 2460
6891F31 |Mopkosb (f31) IgE, ImmunoCAP
ncen. 3280
6873F83 |Msco kypuubi (f83) IgE, ImmunoCAP
ncen. 2340
6848F232 |OBanbbymuH, anbbymunH sandHbIM, nGal d2 (f232) IgE,
ImmunoCAP ncen. 3170
6884F7 |Osec (f7) IgE, ImmunoCAP
ncen. 2340
6849F233 [OBomykoug, nGal d1 (f233) IgE, ImmunoCAP
ncen. 3170
66603 OBcsiHmua nyroeas (g4) IgE, ImmunoCAP
ncen. 3280
66604 Orypeu (f244) IgE, ImmunoCAP
ncen. 3280
66646 OpyBaHunk 06bIkHOBEHHBIN (W8) IgE, ImmunoCAP
ncen. 2130
6911C1  |MenmuyunnuH G (c1) IgE, ImmunoCAP
ncen. 2920
6876F95 |lMepcuk (f95) IgE, ImmunoCAP
ncen. 3280
6874W6 |MonbiHb 06blkHOBEHHasA (W6) IgE, ImmunoCAP
ncen. 2100
6815W231 |[MonblHb obbikHOBeHHast, nArtv1 (w231) IgE, ImmunoCAP
ncern. 4140
6816W233 [MonbiHb 06bIkKHOBEHHas!, NnArtv3 (w233) IgE, ImmenoCAP
ncern. 4140
6881F25 |Momupop (f25) IgE, ImmunoCAP

nuccn.

2340




6824E213 |Monyran, nepo (€213) IgE, ImmunoCAP
ncen. 2110
6869F4  |Mwenuua (f4) IgE, ImmunoCAP
ncen. 2310
6892F9  |Puc (f9) IgE, ImmunoCAP
ncen. 3280
6893F26 |CauHuHa (f26) IgE, ImmunoCAP
ncen. 3280
6822MX2 |Cmecb annepreHoB nneceHn (mx2) IgE, ImmunoCAP
ncen. 3120
6821TX9 |Cmecb annepreHoB nbinbLbl AepeBbeB (1x9) IgE, ImmunoCAP
ncen. 2950
6914FX5 |Cwmech getckux nuwesbix annepreHos (fx5) IgE, ImmunoCAP
ncen. 2480
6883CF [Cmecb nuweBbix annepreHoB (fx15) IgE, ImmunoCAP
ncen. 4510
6868GX1 |Cmechb nbinbLbl paHHeLBETYLLMX NyroBbIx Tpas (gx1) IgE,
ImmunoCAP ncen. 2920
6843E101 |Cobaka, rCan f 1 (e101) IgE, ImmunoCAP
ncern. 4140
6871F14 |CoeBble 606bi (f14) IgE, ImmunoCAP
ncen. 2310
6812G213 [Tumodpeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
ncern. 4140
6813G214 [Tumodpbeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP
ncern. 4140
6880F3 |Tpecka atnaHTunyeckas (f3) IgE, ImmunoCAP
ncen. 2310
6829TP |TpunTasza, ImmunoCAP
ncern. 8600
6888F225 |TwikBa (f225) IgE, ImmunoCAP
ncen. 3280
6896F17 |®PyHayk (f17) IgE, ImmunoCAP
ncen. 3280
66628 Yawn nuctoson (f222) IgE, ImmunoCAP

nuccn.

3280




6875F49 [A6noko (f49) IgE, ImmunoCAP
ncen. 2340
6836F1  |AnyHbin 6enok (f1) IgE, ImmunoCAP
ncen. 2310
6837F75 [Anunbin xentok (f75) IgE, ImmunoCAP
ncen. 2310
6802PH |Phadiatop ImmunoCAP, IgE
ncen. 2190
6920W5 |MonbiHb ropbkas (w5) IgE, ImmunoCAP
ncen. 2100
6844E102 [Cobaka, rCan f 2 (e102) IgE, ImmunoCAP
ncen. 4140
6851K208 |(Insouum snua, nGal d4 (k208) IgE, ImmunoCAP
ncen. 3300
6855F353 |Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP
ncern. 6710
6847E204 |Bblunii CbIBOPOTOYHBIN anbbymuH, nBos d6 BSA (e204) IgE,
ImmunoCAP ncen. 3830
6005 CradmnokokkoBbIn aHTepoTokeuH A, IgE (Enterotoxin A
(Staphylococcus aureus), IgE, m80) ncen. 1800
6006 CradmnokoKkoBbIN 3HTepoTOKCUH B, IgE (Enterotoxin B
(Staphylococcus aureus), IgE, m81) ucen. 1360
6922 O6wwmn Ig E ImmunoCAP
ncen. 2130
6823MX1 |Cmecb annepreHoB nnecHeBbix rpndkoB (mx1) IgE, ImmunoCAP
ncen. 2920
15.2. UmmyHorno6ynuH E obwui (IgE, Total)
67 MmmyHornobynuHbl knacca E (o6wwn IgE, nmmyHornobynuH E
o6wwin) (Immunoglobulin E Total, IgE Total) mcen. 710
15.3. Onpenenenue cneundunyeckux IgE: komnnekcHble annepronaHenu (Determination
of Specific IgE: Comprehensive Allergy Panels)
*OTBeT no Kaxgomy annepreHy 1“3 naHenu
665 MaHenb pasHble anneprexsbl, IgE (Panel Different Allergens, IgE)
ncen. 21210




6706

MaHenb pasHble annepreHsbl 1

mcen. 11870
6707 MaHenb pasHble anneprexbl 2
mcen. 11340
670 MaHenb negunaTpuueckas, IgE (Pediatric Panel, IgE)
mcen. 21770
666 MaHenb pecnupaTopHble anneprexsl, IgE (Respiratory Panel, IgE)
mcen. 22320
1881 Anneprounn ALEX2 (Allergy Explorer 2), no 300 anneprotectoB
mcen. 46400
6010 PecnupatopHas naHenb PROTIA Allergy-Q
mcen. 15200
6011 Atonnyeckas naHenb PROTIA Allerqy-Q
mcen. 12690
15.4. Onpepenenune cneundmnyeckux IgE: nuweBble annepreHbl (Determination of
Specific IgE: Food Allergens)
*O6LWui pe3ynbTaT Mo CMecu anrepreHoB
669 MaHenb nuwesble annepretsl, IgE (Food Allergy Panel, IgE)
mcen. 24660
669011 MaHenb annepreHos "lMuwesble 1"
mcen. 11930
669012 MaHenb annepreHos "lMuweBble 2"
mcen. 14730
637 Cwmecb nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, s6noko,
nepcuk, IgE (FP15 (F33, F49, F92, F95), Food Panel: Orange, mcen. 2050
Banana, Apple, Peach, IgE)*
638 Cwmecb NuLEBbIX anfepreHoB 2: kKMBW, MaHro, 6aHaH, aHaHac, IgE
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, ucern. 2230
Banana, Pineapple, IgE)*
639 CwmMecb NuLEBLIX annepreHoB 3: CBMHUHA, KypUHOE MSICO,
roBsgunHa, 6apanuHa, Ige (FP73 (F26, F27, F83, F88), Food ncen. 1920
Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
677 AHaHac, IgE (Pineapple, IgE, F210)
mcen. 2160
998 AnenbcuH, IgE (Orange, IgE, F33)
mcen. 1310
611 Apaxuc, IgE (Peanut, IgE, F13)
mcen. 1440




676 BaHaH, IgE (Banana, IgE, F92)

ncen. 2030
673 BapanuHa, IgE (Lamb, IgE, F88)

ncen. 2430
649 Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77)

ncen. 1450
645 loBaguHa, IgE (Beef, IgE, F27)

ncen. 1980
636 penndpyT, IgE (Grapefruit, IgE, F209)

ncen. 1960
641 'pevHeBasi myka, IgE (Buckwheat, IgE, F11)

ncen. 2130
650 KaseuH, IgE (Casein, IgE, F78)

ncen. 1450
642 Kanycrta kouyaHHas, IgE (Cabbage, IgE, F216)

ncern. 2170
646 Kaptodens, IgE (Potato, IgE, F35)

ncen. 1980
654 Kuew, IgE (Kiwi Fruit, IgE, F84)

ncen. 2030
634 Kny6Huka, IgE (Strawberry, IgE, F44)

ncen. 2000
608 Koposbe monoko, IgE (Milk, IgE, F2)

ncen. 1310
614 Kpabwl, IgE (Crab, IgE, F23)

ncen. 2010
615 KpeeTku, IgE (Shrimp, IgE, F24)

ncen. 1450
651 KypuHoe msco, IgE (Chicken Meat, IgE, F83)

ncen. 2010
635 JlumonH, IgE (Lemon, IgE, F208)

ncen. 2030
675 Mawro, IgE (Mango, IgE, F91)

ncen. 1990
617 MopkoBb, IgE (Carrot, IgE, F31)

nuccn.

1450




648 OBcsiHas myka, IgE (Oat, IgE, F7)
mcen. 2130
632 Mekapckne gpoxoku, IgE (Baker's Yeast, IgE, F45)
mcen. 2000
674 Mepcuk, IgE (Peach, IgE, F95)
mcen. 2060
655 MueHble gpoxoku, IgE (Brewer's Yeast, IgE, F403)
mcen. 2250
647 Mpoco, IgE (Common Millet, IgE, F55)
mcen. 1140
652 Puc, IgE (Rice, IgE, F9)
mcen. 1400
644 CsuHuHa, IgE (Pork, IgE, F26)
mcen. 1990
619 Cenbpaepen, IgE (Celery, IgE, F85)
ucen. 2010
612 Coesble 606bl, IgE (Soybean, IgE, F14)
mcen. 1450
643 TeikBa, IgE (Pumpkin, IgE, F225)
mcen. 2300
613 ®yHayk, IgE (Hazelnut, IgE, F17)
mcen. 1450
633 LWokonag, IgE (Chocolate, IgE, F105)
mcen. 1870
653 A6noko, IgE (Apple, IgE, F49)
mcen. 1470
607 Anunbin 6enok, IgE (Egg White, IgE, F1)
mcen. 1290
618 Anunbin xenTok, IgE (Egg Yolk, IgE, F75)
mcen. 1300
6007 Kakao, IgE (Cacao, IgE, f93)
mcen. 1800
6008 Cwmecb nuweBbix annepreHoB 15: anenbcuH, 6aHaH, s16noKo,
nepcuk, IgE (FP15; Food Panel 15: Orange, Apple, Banana, ucen. 1760
Peach, IgE)
6013 Cwmecb NuLEBbIX annepreHoB 5: anyHbI 6enok, MOnoKo, Tpecka,
nweHn4YHasi Myka, apaxuc, coesble 606bl1, IgE (FP5; Food Panel 5: ucern. 1760

Egg White, Milk, Codfish, Wheat, Peanut, Soybean, IgE)




6015 Poxb/ pxxaHas myka, IgE (Rye, IgE, f5)
ncen. 1800
6018 Kodbe, IgE (Coffee, IgE, f221)
ncen. 1800
6019 lopox, IgE (Green Pea, IgE, f12)
ncen. 1800
6020 MuHgane, IgE (Almond, IgE, f20)
ncen. 1800
6021 Ipywa, IgE (Pear, IgE, f94)
ncen. 1800
6022 Jlyk, IgE (Onion, IgE, f48)
ncen. 770
6023 OpyBaHuuk, IgE (Dandelion, IgE, w8)
ncen. 1800
6121 Anbda-naktoans6ymuH, IgE (Alpha lactalbumin, IgE, f76)
ncern. 1270
15.5. Onpenenenue cneundunyeckux IgE: 6biToBbIE annepreHbl (Determination of
Specific IgE: Household Allergens)
*O6wun pesynbTaT no cmecu annepreHoB (Totall Result for Mixture of Allergens)
602 Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria ucen. 1870
tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
623 Mnecenb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
ncen. 1310
624 Mnecexb Cladosporium herbarum, IgE (Cladosporium herbarum,
IgE, M2) ucern. 1310
625 Mnecexb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE,
M3) ucern. #VALUE!
626 MNMneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
ncen. 1480
631 OomawHas neins/H1-Greer, IgE (House Dust — Greer, IgE, H1)
ncen. 1300
621 Knew, Dermatophagoides pteronyssinus (D1), IgE
(Dermatophagoides pteronyssinus, IgE, D1) mcen. 1310
622 Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides
farinae, IgE, D2) mcen. 1310




6004 Cwmecb annepreHoB gomatuHen noinm 1: Dermatophagoides
pteronyssinus, Dermatophagoides farinae, gomaluHas nbinb, ncen. 1760
TapakaH, IgE (Dust Panel 1, IgE)
15.6. Onpenenenue cneundunyeckux IgE: annepreHbl kMBoTHbIX (Determination of
Specific IgE: Allergens of Animal Origin)
*O6LWui pe3ynbTaT MO CMecu ansepreHoB
1070 Cmecb annepreHoB JOMaLLHWX MPbI3YHOB: AMUTENN MOPCKON
CBUHKW, 3NUTENUN KPOnuKa, anuTennin XoMsika, Kpbica, Mbllwb, IgE ucern. 1960
(EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig
605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1)
mcen. 1310
606 Cobaka, IgE (Dog Epithelium, IgE, E2)
mcen. 1320
620 TapakaH, IgE (Cockroach, IgE, 16)
mcen. 2100
660 Mopckas cBuHka, anutenun, IgE (Guinea Pig Epithelium, IgE, EB)
mcen. 2000
661 BonHucTei nonyraw, nepo, IgE (Budgerigar Feathers, IgE, E78)
mcen. 2020
662 Osua, anutenui, IgE (Sheep Epithelium, IgE, E81)
mcen. 2030
663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85)
mcen. 2050
6009 Apn nyensl megoHocHon, IgE (Honey Bee Venom, IgE, i1)
mccen. 1270
6017 MepxoTb nowaaw, IgE (Horse dander, IgE, €3)
mccen. 1270
15.7. Onpenenenue cneundmnyeckux IgE: annepreHbl nbinbubl pacteHui (Determination
of Specific IgE: Allergens of Plant Pollen)
*O6LWui pe3ynbTaT MO CMecu anrepreHoB
600 Cwmecb annepreHoB TpaBbl: exa cOopHasi, OBCAHHMLA NyroBas,
POXb MHOFOMNETHAS, TUMOdeeBka, MATNKK nyroeow, IgE (GP1 (G3, ucen. 1820
G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue,
601 Cwmecb annepreHoB TpaBbl: KOMOCOK AYLUUCTLIN, POXb
MHOrONETHSAS, TUMOdEEBKa, POXb KyNbTUBMPOBaHHasA, OyxapHuK MCCH. 1960
wepcTtuctein, Ige (GP3 (G1, G5, G6, G12, G13), Grass Panel:
603 Cwmecb annepreHoB OEPEBLEB: OfbXa, NeLmHa 0bbIKHOBEHHaS,
mBa, 6epesa, aoyo, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: ncen. 1820

Alder, Hazelnut, Willow, Birch, Oak, IgE)*




604 Cwmecb annepreHoB COpHOM TpaBbl: aMbpo3ns NOMbIHHOMUCTHaS,
nonbiHb 0BbIKHOBEHHAS, NOAOPOXHMK, Mapb benas, 4epTononox ucen. 1840
pycckui, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel:
657 Bepesa, neinbua, IgE (Birch, IgE, T3)
mcen. 1450
640 Tononb, IgE (Cottonwood, IgE, T14)
mcen. 1970
656 TumodbeeBka, nbinbua, IgE (Timothy Grass, IgE, G6)
mccen. 1440
658 MonbiHb 0bblkHOBEHHas, Nbinbua, IgE (Mugwort, IgE, W6)
mcen. 1450
659 MonbiHb ropekas, IgE (Wormwood, IgE, W5)
mcen. 1940
6016 OscsiHuua nyrosas, IgE (Meadow Fescue, IgE, g4)
mcen. 1800
6002W1  |Ambposusa (w1), IgE (Ambrosia (w1), IgE)
mcen. 570
15.8. Onpenenenune cneundmnyeckux IgE: npoceccnoHanbHbIe annepreHbl
(Determination of specific IgE: professional allergens)
628 IlaTekc, IgE (Latex, 1gG, K82)
mcen. 1470
15.9. Onpenenenune cneunduyeckux IgG: nuweBble annepreHbl (Determination of
Specific IgG: Food Allergens)
*O6wwun pesynbTaT no cmecu annepreHoB (Totall Result for Mixture of Allergens)
6612 Cwmecb nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, s6noko,
nepcuk, IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange, ncern. 2720
Banana, Apple, Peach, IgG)*
6611 CwmMecb NuLEBBLIX anfnepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, 1gG
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, ucern. 2910
Banana, Pineapple, 1gG)*
6613 Cmecb nuLeBbIX annepreHoB 3: CBUHUHA, KypUHOE MSCO,
roBsauHa, 6apanuHa, IgG (FP73 (F26, F27, F83, F88), Food ucen. 2600
Panel: Pork, Beef, Chicken Meat, Lamb, I1gG)*
231ALL |OnpepgeneHwue cneumdmnyecknx MMMyHornobynuHos knacca G
(IgG) k nuweBbIM annepreHam (Basic Food Profile, IgG) mcen. 25420
6672 AnaHac, IgG (Pineapple, 1gG, F210)
mcen. 2830
6667 AnenbcuH, IgG (Orange, 1gG, F33)
mcen. 2150




6645 Apaxuc, 1gG (Peanut, IgG, F13)
ncen. 2110
6671 BaHaH, IgG (Banana, IgG, F92)
ncen. 2700
6668 BapanuHa, IgG (Lamb, IgG, F88)
ncen. 3100
6601 Beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77)
ncen. 2120
6654 loBaguHa (F27), annepren-cneundwnyeckme IgG (Beef, IgG, F27)
ncen. 2660
6666 MpenindpyT (F209), annepren-cneundunyeckue IgG (Grapefruit,
IgG, F209) ucern. 2630
6644 peuHeBas myka (F11), annepreH-cneunduyeckue 1gG
(Buckwheat, 1gG, F11) mcen. 2790
6602 KaseunH (F78), anneprex-cneunduyeckme IgG (Casein, 19G, F78))
ncern. 2120
6649 Kanycta koyaHHas (F216), annepreH-cneunduyeckue 1gG
(Cabbage, 1gG, F216) mcen. 2840
6657 KapTodrens (F35), annepreH-cneunduyeckue 1gG (Potato, 1gG,
F35) ncern. 2650
6608 Kusn (F84), annepreH-cneundmyeckune 1gG (Kiwi Fruit, 1IgG, F84)
ncen. 2700
6659 Kny6Huka (F44), annepreH-cneuudunyeckne IgG (Strawberry, 19G,
F44) ncen. 2670
6648 KopoBbe mornoko (F2), annepreH-cneundudeckune 1gG (Milk, 1gG,
F2) mcen. 2110
6652 KpeseTku (F24), annepreH-cneuunduyeckne IgG (Shrimp, 1gG, F24)
ncern. 2120
6603 KypuHoe msco (F83), annepren-cneunduyeckme IgG (Chicken
Meat, IgG, F83) mcen. 2680
6609 Jlumon (F208), annepren-cneundmyeckme IgG (Lemon, 19G, F208)
ncen. 2700
6670 Mawnro (F91), annepren-cneuundunyeckme IgG (Mango, 1gG, F91)
ncen. 2660
6656 Mopkosb (F31), anneprex-cneundudeckme IgG (Carrot, 19G, F31)
ncen. 2130




6661 OBcsiHas myka (F7), annepren-cneumdudeckue IgG (Oat, I1gG, F7)
ncen. 2130
6664 Mekapckue gpoxokun (F45), annepren-cneundunyeckne IgG (Baker's
Yeast, IgG, F45) mcen. 2670
6669 Mepcuk (F95), annepreH-cneundunyeckue 1gG (Peach, 1gG, F95)
ncen. 2730
6610 MueHble gpoxoku (F403), annepreH-cneundudeckue IgG (Brewer’s
Yeast, IgG, F403) mcen. 2920
6660 Mpoco (F55), annepren-cneumnduyeckue IgG (Common Millet, 1gG,
F55) ucen. 1820
6658 MwenunyHasa myka (F4), annepreH-cneundunyeckue 1gG (Wheat,
IgG, F4) mcen. 2130
6605 Puc (F9), annepren-cneundmnyeckme IgG (Rice, 1gG, F9)
ncen. 2070
6653 CsuHuHa (F26), annepren-cneundmyeckue IgG (Pork, 19G, F26)
ncen. 2660
6646 Coesble 6061 (F14), annepreH-cneunduyeckme IgG (Soybean,
IgG, F14) mcen. 2120
6607 Tomartsbl (F25), anneprex-cneundudeckme IgG (Tomato, IgG, F25)
ncen. 2100
6655 Tpecka (F3), annepren-cneumnduyeckue 1gG (Codfish, 1gG, F3)
ncen. 2150
6650 TeikBa (F225), annepren-cneuundunyeckue IgG (Pumpkin, 1gG,
F225) mcen. 2970
6647 ®yHayk (F17), annepreH-cneumnduueckue IgG (Hazelnut, 19G, F17)
ncern. 2120
6665 Lokonag (F105), annepren-cneuunduyeckne IgG (Chocolate, 1gG,
F105) mcen. 2700
6606 A6noko (F49), annepreH-cneundudeckue 1gG (Apple, 1gG, F49)
ncern. 2140
6643 Anunbin 6enok (F1), annepren-cneundunyeckue IgG (Egg White,
IgG, F1) mcen. 2120
6662 Avnynbin xenTok (F75), annepren-cneunduyeckme IgG (Egg Yolk,
IgG, F75) ucern. 2120
1880 Cneuuduyeckne nmmyHornobynumHel knacca G (IgG) k nuwesbIM
aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: mcen. 40440

Food Xplorer (FOX))




15.10. OnpepeneHue cneuudumyeckux IgG: 6biToBbIe annepreHb! (Determination of
Specific IgG: Household Allergens)

6619 Cwmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria ucen. 2670
tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
6614 Mnecenb Penicillium notatum (M1), annepren-cneunduyeckme IgG
(Penicillium notatum, IgG, M1) ucen. 2120
6615 Mnecexb Cladosporium herbarum (M2), annepreH-cneundunyeckne
IgG (Cladosporium herbarum, IgG, M2) mcen. 2110
6616 Mnecenb Aspergillus fumigatus (M3), annepreH-cneuundunyeckne
IgG (Aspergillus fumigatus, 1gG, M3) mcen. 2120
6618 MneceHb Alternaria tenuis (M6), annepren-cneundunyeckne IgG
(Alternaria tenuis, IgG, M6) ucen. 2120
6632 Knew Dermatophagoides pteronyssinus (D1), annepreH-
cneunduyeckme IgG (Dermatophagoides pteronyssinus, 1gG, D1) mcen. 2130
6633 Knew Dermatophagoides farinae (D2), annepreH-cneuudunyeckne
IgG (Dermatophagoides farinae, IgG, D2) ucen. 2130
6634 Knew Dermatophagoides microceras (D3), annepreH-
cneunduyeckme IgG (Dermatophagoides microceras, 1gG, D3) mcen. 2560
6635 HomawHasa neinb/Greer (H1), annepren-cneundunyeckne IgG
(House Dust — Greer, 1gG, H1) ncen. 2090
15.11. OnpepeneHue cneuudmyeckux IgG: annepreHbl XUBOTHLIX (Determination of
Specific IgG: allergens of Animal Origin)
6638 Kowka, anutenun (E1), anneprex-cneundudeckme 1gG (Cat
Dander-Epithelium, IgG, E1) mcen. 2120
6639 Cobaka, anutenun (E2), anneprex-cneundudeckme 1IgG (Dog
Epithelium, IgG, E2) mcen. 2130
15.12 Annepronoruyeckue uccriegoBaHus, TexHonoruss Ankopbuo (Allergy examination,
AlkorBio technology)
6024ABb |[Anbdba-naktanbbymuH (nBos d4) (f76), IgE (Alpha Lactalbumin,
nBos d4 (f76), IgE) ncern. 650
6025Ab  |KaseunH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 (f78),
IgE) ncern. 630
6026Ab |Beta-naktornobynuH, (nBos d5) (f77), IgE (Beta Lactoglobulin,
nBos d5 (f77), IgE) mcen. 640
6027Ab |Bbepesa 6opogasyaTas, rBet v1 (t215), IgE (Birch, Betula
verrucosa, rBet v1 (215), IgE) mcen. 710




6028Ab |Bepesa 6opogasyaTas, rBet v2 (t216), IgE (Birch, Betula
verrucosa, rBet v2 (216), IgE) ucen. 960
6029ABb  [[MonblHb 0bblkHOBeHHas, NnArtv3 (w233), IgE (Mugwort, Artemisia
vulgaris, nArtv3 (w233), IgE) ucen. 690
6030Ab |Cmecb annepreHos nneceHn (mmz2), IgE (Mixed mold allergen
(mm2), IgE) uccern. 580
6031Ab |OomawHss neinb (Hollister —Stier) (h2), IgE (House dust (Hollister
—Stier)(h2), IgE) mccen. 600
6032Ab  |Kowka, cbiBOpOTOYHbIN anbbymuH, rFel d2 (e220), IgE (Cat, serum
albumin, rFel d2 (e220), IgE) ucen. 670
6033Ab |Cobaka, cbiBOpoTOYHbIA anbbymuH, nCan f3 (e221), IgE (Dog,
serum albumin, nCan f3 (e221), IgE) ucen. 710
6034ABb  |Bblunii CbiBOPOTOYHBIN anbbymuH, nBos d6 BSA (e204), IgE
(Bovine serum albumin, nBos d6 BSA (e204), IgE) ncen. 650
6035Ab |OBanbbymuH, anbbymuH anyHbId, nGal d2 (f67), IgE (Ovalbumin,
egg albumin, nGal d2 (f67), IgE) ucen. 730
6036Ab |OBomykoug anua, nGal d1 (f68), IgE (Ovomucoid egg, nGal d1
(f68), IgE) mcen. 640
6037Ab |KoHanbbymuH ganua, nGal d3 (f69), IgE (Conalbumin egg, nGal d3
(f69), IgE) ncen. 700
6038ABb  |Jlu3ouum snua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4
(k208), IgE) uccern. 630
6039AB [Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE)
ncern. 630
6040ABb |Apaxuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352), IgE)
ncern. 620
6041Ab |Malassezia spp. (m227), IgE
ncen. 560
6042Ab |Cmecb nyrosbix TpaB (gm1), IgE (Mixed meadow grasses (gm1),
IgE) mcen. 700
6043Ab |(Cmecb nuweBbix annepreHos (fm21), IgE (Mixed food allergen
(fm21), IgE) ncen. 720
6044ABb |Ap ockbl naTHucTtow (i2), IgE (White-faced hornet (i2), IgE)
ncen. 490
6045AB |An ocbl 0bbikHOBeHHOM (i3), IgE (Common wasp (Yellow jacket)
(i3), IgE) uccern. 580




6046ABb [Komap (i71), IgE (Mosquito (i71), IgE)

ncen. 560
6047ABb [An wepwhs (i75), IgE (European hornet (i75), IgE)

ncen. 530
6048ABb  [MeHnumnnuH V (c2), IgE (Penicilloyl V (c2), IgE)

ncern. 660
6049ABb  [Orypey (f244), IgE (Cucumber (f244), IgE)

ncen. 580
6050Ab |ABokapgo (f96), IgE (Avocado (f96), IgE)

ncen. 570
6051Ab |Apby3 (f329), IgE (Watermelon (f329), IgE)

ncen. 570
6052Ab [Monoko kosbe (f300), IgE (Goat's milk (f300), IgE)

ncen. 570
6053Ab [Yan (f222), IgE (Tea (f222), IgE)

ncern. 570
6054Ab |AumeHb (f6), IgE (Barley (f6), IgE)

ncen. 760
6055Ab  |A6pukoc (f237), IgE (Apricot (f237), IgE)

ncen. 610
6056Ab  |BuwnHs (f242), IgE (Cherry (f242), IgE)

ncen. 560
6057Ab |(ManuHa (f111), IgE (ManuhHa (f111), IgE)

ncern. 570
6058Ab (ManpapuH (f302), IgE (Mandarin (f302), IgE)

ncern. 570
6059Ab |baknaxaH (f262), IgE (Eggplant (f262), IgE)

ncern. 570
6060ABb [Bpokkonu (f260), IgE (Broccoli (f260), IgE)

ncen. 590
6061AB [YecHok (f47), IgE (Garlic (f47), IgE)

ncen. 560
6062ABb  [pnbbI (LwamnuHboHkl) (f212), IgE (Mushroom (champignon)

(f212), IgE) mcen. 570

6063ABb  [MopconHeuHuk (W204), IgE (Sunflower (w204), IgE)

nuccn.

660




6064Ab |Pomalka (w206), IgE (Chamomile (w206), IgE)

ncen. 810
6065Ab |CmopoawuHa kpacHas (f322), IgE (Red currant (f322), IgE)

ncen. 560
6066ABb [Cmecb nuweBbix annepreHos (fm2), IgE

ncern. 330
6067Ab [Cmecb nuweBbix annepreHos (fm4), IgE

ncen. 580
6068ABb [Cmecb nuweBbix annepreHos (fm5), IgE

ncen. 580
6069AB |Cmecb nuieBbIx annepreHos (fm6), IgE

ncen. 590
6070Ab [Cmecb nuweBbix annepreHos (fm7), IgE

ncen. 580
6071AB [Cmecb nuweBbix annepreHos (fm10), IgE

ncen. 580
6072AB  [Cmecb nuweBbix annepreHos (fm18), IgE

ncen. 600
6073AB [Cmecb nuwieBbix annepreHos (fm22), IgE

ncen. 510
6074ABb [Cwmecb nuwieBbix annepreHoB (fm24), IgE

ncen. 580
6075Ab |Cmecb nuweBbix annepreHos (fm70), IgE

ncen. 540
6076ABb [Cmecb nuweBbix annepreHos (fm71), IgE

ncern. 600
6077AB  [Cmecb nuwieBbix annepreHoB (fm72), IgE

ncern. 600
6078Ab [Cmecb nuweBbix annepreHos (fm101), IgE

ncen. 580
6079AB [Cmecb nuweBbix annepreHos (fm104), IgE

ncen. 580
6080AB [Cmecb nepbes ntuu (em1), IgE

ncen. 590
6081AB [Cmecb nepbeB AekopaTuBHbIX NTUL (em72), IgE

ncen. 580




6082ABb [Cmecb sa0B HacekoMbix (im100), IgE
ncen. 560
6083AB [Cmecb annepreHoB nbinbLbl 4EPEBLEB (pPaHHee LiBETEHNE) (tM2),
IgE mcen. 710
6084Ab |Cmecb annepreHoB MbifbLbl AepeBbeB (No3gHee ueTeHne) (tm3),
IgE ncern. 590
6085Ab |Cmecb annepreHoB MbifbLbl AepeBbeB (paHHee uBeTeHne) (tm5),
IgE ncen. 580
6086AB [Cmecb annepreHoB nbinbLbl 4EPEBLEB (MN0O3AHEE LBETEHNE) (tM6),
IgE mcen. 570
6087Ab [Cmecb annepreHoB nneceHn (mm1), IgE
ncen. 590
6088ABb [BuHorpap (f259), IgE (Grape (f259), IgE)
ncen. 580
6089ABb [Kpeetka Turposas (f179), IgE (Tiger shrimp (f179), IgE)
ncern. 330
6090ABb |(Jlococbk/cemra (f41), IgE (Salmon (f41), IgE)
ncen. 570
6091AB [Cenbgab (f205), IgE (Herring (f205), IgE)
ncen. 580
6092ABb |Ckymbpus (f206), IgE (Mackerel (f206), IgE)
ncen. 530
6094ABb [Bpasunbckun opex (f18), IgE (Brazil nut (f18), IgE)
ncen. 580
6097ABb  [lopox (f12), IgE (Pea (f12), IgE)
ncen. 580
6098ABb [®Paconb 6enas (f15), IgE (White bean (f15), IgE)
ncen. 580
6099ABb [ObiHA (f87), IgE (Melon (f87), IgE)
ncern. 600
6100AB [Poxsb (f5), IgE (Rye (f5), IgE)
ncern. 570
6101Ab [[mioTeH (f79), IgE (Gluten (f79), IgE)
ncen. 580
6102AB [Cuip Leenuapckun (f70), IgE (Swiss cheese (f70), IgE)

nuccn.

580




6093Ab [Kambana (f254), IgE (Plaice (f254), IgE)

ncen. 700
6095Ab  |KokocoBhlii opex (f36), IgE (Coconut (f36), IgE)

ncen. 580
6096ABb  |[peukwuin opex (f256), IgE (Walnut (f256), IgE)

ncen. 700
6103AB [Cuip Yepnnep (f81), IgE (Cheese, Cheddar (f81), IgE)

ncen. 580
6104AB [Chip c nneceHbio (f82), IgE (Cheese, Mold-type (f82), IgE)

ncen. 330
6105AB [Ceip Opam (f150), IgE (Cheese, Edam (f150), IgE)

ncen. 580
6106ABb |Cobip lMayaa (f198), IgE (Cheese, Gouda (f198), IgE)

ncen. 330
6107ABb  [TyHeu (f40), IgE (Tuna (f40), IgE)

ncen. 580
6108ABb  [Kykypysa (f8), IgE (Corn (f8), IgE)

ncen. 580
6109AB [Cnuea (f255), IgE (Plum (f255), IgE)

ncen. 580
6110AB [OctparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE)

ncen. 580
6111AB  [TumbsH (f273), IgE (Thyme (f273), IgE)

ncen. 700
6112ABb  [MariiopaH (f274), IgE (Marjoram (f274), IgE)

ncen. 700
6113AB  [Mobuctok (f275), IgE (Lovage (f275), IgE)

ncen. 700
6114Ab |TmuH (f265), IgE (Caraway (f265), IgE)

ncen. 700
6115Ab |KapgamoH (f267), IgE (Cardamon (f267), IgE)

ncern. 330
6116Ab |'Bo3guka (f268), IgE (Clove (f268), IgE)

ncen. 700
6117ABb  [Cems cbeHxens (f219), IgE (Fennel seed (f219), IgE)

nuccn.

700




6118Ab  |Basunuk (f269), IgE (Basil (f269), IgE)
ncen. 700
6119Ab  [UmGwups (f270), IgE (Ginger (f270), IgE)
ncen. 580
6120AB  [AHunc (f271), IgE (Anise (f271), IgE)
ncen. 700
6012 Menvumnnuu G, IgE (Penicilloyl G, IgE, c1)
ncen. 1800
6014 ®opmanbgerng / dopmanuH, IgE (Formaldehyde/ Formalin, IgE,
k80) mcen. 1800
1070AB [Cmecb annepreHoB JOMALUHMX FPbI3YHOB: SNUTENWIA MOPCKOW
CBUWHKMW, 3NUTENUN Kpomnuka, anutenun ucern. 720
6122Ab |Exa cbopHas (g3), IgE (Dactylis glomerata (g3), IgE)
ncen. 700
6123Ab ([Mnesen/Panrpac mHoronetHui (g5), IgE (Lolium perenne (g5),
IgE) ucen. 700
6124ABb [OBcsaHuua nyroeas (g4), IgE (Festula elatior (g4), IgE)
ncen. 700
6125Ab |Tumodbeeska nyrosas (g6), IgE (Phleum pratense (g6), IgE)
ncen. 700
6126ABb  [MsTnuk nyroson (g8), IgE (Poa pratensis (g8), IgE)
ncen. 700
6127ABb  [AnaHac (f210), IgE (Pineapple (f210), IgE)
ncen. 700
6128ABb  |Kusn (f84), IgE (Kiwi (f84), IgE)
ncen. 700
6129ABb |BbaHaH (f92), IgE (Banana (f92), IgE)
ncen. 700
6130ABb [lMepcuk (f95), IgE (Peach (f95), IgE)
ncen. 700
6131Ab  |Po3amapwuH (f335), IgE (Rosmarinus officinalis (f335), IgE)
ncen. 700
6159ABb  |KypuHoe msco (f83), IgE (Chicken (f83), IgE)
ncen. 700
6160AB [Puc (f9), IgE (Rice (f9), IgE)

nuccn.

700




6161AB [A6noko (f49), IgE (Apple (f49), IgE)
ncen. 700
6162Ab |Bbepesa 6opogasyaTas (t3), IgE (Betula verrucosa (t3), IgE)
ncen. 700
6163ABb  [MonbiHb 06bIKHOBEHHas (Artemisia vulgaris) (w6), IgE (Mugwort
(w6), IgE) ncen. 700
6164ABb [MonbiHb ropbkas (Artemisia absinthium) (w5), IgE (Wormwood
(wb), IgE) ncen. 700
6165ABb  |OnuTtenuii mopckor ceuHKkK (€6), IgE (Guinea pig epithelium (e6),
IgE) mcen. 700
6166ABb  [Mepbs BonHucToro nonyranyuka (e78), IgE (Budgerigar feathers
(e78), IgE) ncen. 700
6167Ab  |OnuTtenuii u wepcTb oBubl (€81), IgE (Sheep epithelium (e81), IgE)
ncen. 700
6168ABb [KypuHble nepbs (€85), IgE (Chicken feathers (e85), IgE)
ncen. 700
6169ABb |bapaHwuHa (f88), IgE (Mutton (f88), IgE)
ncen. 700
6170AB  [MaHro (f91), IgE (Mango (f91), IgE)
ncen. 700
6171Ab  |AnenbcuH (f33), IgE (Orange (f33), IgE)
ncen. 700
6172AB  [Onutenuin kowkn (e1), IgE (Cat epithelium (e1), IgE)
ncen. 700
6173ABb  [Monoko kopoBbe (f2), IgE (Milk (f2), IgE)
ncen. 700
6174ABb [Knew, Dermatophagoides pteronyssinus (d1), IgE
ncen. 700
6175Ab |Knew Dermatophagoides farinae (d2) IgE
ncen. 700
6176ABb  [Avunbii 6enok (f1), IgE (Egg white (f1), IgE)
ncen. 700
6177AB  [Avunbii xenTok (f75), IgE (Egg yolk (f75), IgE)
ncen. 700
6178ABb  [MweHwnua (f4), IgE (Wheat (f4), IgE)

nuccn.

700




6179AB  [Onutenuin cobakum (e2), IgE (Dog epithelium (e1), IgE)

ncen. 700
6180ABb [OomaluHsis neinb (Greer Labs, Inc.) (h1), IgE (House Dust — Greer

(h1), IgE) ncen. 700

6132ABb [Tpecka (f3), IgE (Codfish (f3), IgE)

ncen. 700
6133ABb  [Apaxuc (f13), IgE (Peanut (f13), IgE)

ncen. 700
6134ABb [CoeBble 606bI (f14), IgE (Soybean (f14), IgE)

ncen. 700
6135AB  [®PyHayk (f17), IgE (Hazelnut (f17), IgE)

ncen. 700
6136ABb [KpaboBoe msico (f23), IgE (Crab meat (f23), IgE)

ncen. 700
6137ABb  [KpeBeTku (f24), IgE (Shrimp (f24), IgE)

ncen. 700
6138AB [Tomarthl (f25), IgE (Tomato (f25), IgE)

ncen. 700
6139AB [Mopkossb (f31), IgE (Carrot (f31), IgE)

ncen. 700
6140ABb [Tapakan-npycak (i6), IgE (Cockroach; Blatella germanica (i6), IgE)

ncen. 700
6141AB  [MneceHb Penicillium notatum (m1), IgE

ncen. 700
6142ABb  [MneceHb Cladosporium herbarum (m2), IgE

ncen. 700
6143ABb  [MneceHb Aspergillus fumigatus (m3), IgE

ncen. 700
6144ABb [pnbbI poga kaHouaa, Candida albicans (m5), IgE

ncen. 700
6145ABb [[MneceHb Alternaria alternata (tenuis) (m6), IgE

ncen. 700
6146ABb [Natekc (k82), IgE (Latex (k82), IgE)

ncen. 700
6147ABb [Mekapckue ppoxoku (f45), IgE (Yeast (f45), IgE)

nuccn.

700




6148ABb |[LlUokonap (f105), IgE (Chocolate (f105), IgE)

ncen. 700
6149ABb  |KnybHuka (3emnsHuka, f44), IgE (Strawberry (f44), IgE)
ncen. 700
6150ABb  (JlumoH (f208), IgE (Lemon (f208), IgE)
ncen. 460
6151Ab  ([penndpyT (f209), IgE (Grapefruit (f209), IgE)
ncen. 470
6152ABb |[peva (f11), IgE (Buckwheat (f11), IgE)
ncen. 410
6153Ab |Kanycta 6enokovaHHas (f216), IgE (Cabbage (f216), IgE)
ncen. 410
6154Ab |ToikBa (f225), IgE (Pumpkin (f225), IgE)
ncen. 440
6155Ab (CsuHuHa (f26), IgE (Pork (f26), IgE)
ncern. 470
6156Ab |loBaguHa (f27), IgE (Beef (f27), IgE)
ncen. 450
6157Ab |Kaptodens (f35), IgE (Potato (f35), IgE)
ncern. 440
6158ABb |Osec (f7), IgE (Oat (f7), IgE)
ncern. 410
6181ABb  [lMepxoTb nowaam (e€3), IgE (Horse dander (e3), IgE)
ncern. 690
6182AB [Onbxa cepas (12), IgE (Alnus incana (t2), IgE)
ncern. 690
6183ABb  [NewwmHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), IgE)
ncern. 690
6184ABb [MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE)
ncern. 690
16. UCCINNEOOBAHUE CMEPMbI U CBA3AHHbLIE TECTbI (Semen analysis and related tests)
16.3. AHTUCnepmanbHble aHTUTeNna (Antispermatozoal Antibodies)
0
223 AHTUTENa aHTMUCNepMarbHble B CbIBOPOTKE KpoBM (Anti-
Spermatozoa Antibodies, ASA, Serum) mcen. 1770




224 AHTUTENa aHTUcnepMarnbHble B cnepme (Anti-Spermatozoa
Antibodies, ASA, Semen) ucen. 3040
17. ACCNEQOBAHUSA XENYMU (Bile Examination)
17.1. UccnepoBaHue xenyHoro kamHsA (Study of Gallstone)
0
1570KK  [MccnepoBaHue xenyHbix kamHen (Gallstones diagnosis)
mccen. 8270
18. LMTONOIMMM4YECKUE UCCNEOQOBAHUA (Cytological Examination)
*[ins TecToB, NOMEYEHHbIX *, Heo6xoaMma npo6onoaroToBka (KXKLL).
18.1. XKugkocTHasa uutonorus, okpawmBaHue no ManaHukonay (Liquid-Based Cytology,
LBC, Pap-Test)
** UccnegoBaHue Ne ULLX BbinonHsieTcsa B komnnekce ¢ uccnegosaHunem Ne 547N.
UccnepoBanune Ne ULIX Henb3s 3aka3atb oTaenbHoO!
518 >KngkoctHasa uutonorus. Liutonoruyeckoe nccnegosaHve
6uomartepuana wemnku MaTku (okpawmeaHue no MNManaHukonay) mcen. 1680
547N LinTonoruyeckoe n MMMyHOLMTOXMMUYECKOE UCCeaoBaHne C
mapkepamu p16INK4a n Ki-67 anst noareepxaeHus aucnnasuy B mcen. 11830
MasKax CNU3nCTOM LUENKN MaTKn
nux MLX-nccneposarue p16INK4a u Ki-67
mcen. 10230
18.2. OkpawmBaHue no ManaHukonay — Pap-TecT (Papanicolaou Stain)
517 LinTonornyeckoe uccnegosaHne bromartepmnana Lenkn MaTku
(okpawmBaHue no ManaHukonay, Pap-TecTt) (Cytological mcen. 750
Examination: Cervix, Pap-test)
519 LinTonornyeckoe nuccnegosaHune bromartepmnana cockoboB ByfbBbI
1 Bnaranuiia, Kpome LUEVKN MaTku (OKpalLuuBaHWe no mcen. 910
ManaHukonay, Pap-TecT)
18.3. OkpawmBaHue no PomaHoBckomy-T'mm3se (Romanowsky-Giemsa Stain)
500 LinTonornyeckoe nccnegosaHne matepuarna, nofy4eHHoro npu
XVPYPruyeckux BMeLlaTensCcTBax n ApYrnx CPoYHbIX mcen. 870
nccneposaHusix (Cytological Examination of Material Obtained
502 WccnenoBaHmne cockoOOB 1 OTMEYATKOB C MOBEPXHOCTU KOXU 1
cnnauctebix (Examination of Scrapings and Prints of Skin and mcen. 870
Mucous Membranes)
503 WccnepoBaHne cockoboB 1 OTNEYaTKOB OMyXonen u
onyxonenono6Hbix 06pasoBanHuii (Examination of Scrapings and mcen. 870

Prints Tumor and Tumor Like Formations)




50435H[

WccneposaHue aHgockonuyeckoro matepuana (Examination of

Endoscopic Material) mcen. 870
504CBP  |WccnepgoBanusi npombiBHBIX Bog 6poHx0oB (MccnegoBaHne CMbIBOB
¢ 6poHxoB) (Examination of Bronchial Washouts) mcen. 870
505 VccnegoBaHmne cockoOOB LIENKM MaTKM U LiepBMKarbHOrO KaHana
(Examination of Scrapings: Cervix and Cervical Canal ) mcen. 750
5056 LinTonornyeckoe nccnenoBaHne anUTENNs LLENKM MaTKU C
onucaHveM no TepmuHorornyeckon cucteme betecaa (The mcen. 780
Bethesda System — TBS) (Cytological Examination of Cervical
506ACIN |WAccneposaHue acnvpaTa u3 nonocTtu matku (masku) (Examination
of Uterine Aspiration ) mcen. 870
506BMC |VccnegoBaHue oTnevaTtka ¢ BHyTpMmaToyHon cnvpanu (BMC)
(Examination of Imprint Intrauterine Device, IUD) mcen. 870
507MOM  |WccneposaHne moun (Examination of Urine)
ncen. 870
507MXXE |WccnepoBaHuve BblaeneHuin U3 MornoyHom xenessl (Examination of
Breast Discharge) ucen. 870
507T3C |WccnepoBaHue TpaHcCyoaToB, aKcCydaToB, cekpeToB (Examination
of Transudates, Exudates, Secrets) ucen. 870
508 WccneposaHue MokpoThl (Examination of Sputum)
ncen. 920
509MXXE |VccnegoBaHune nyHKTaToB MOMOYHOM xenesbl (Examination of
Punctates: Breast) mcen. 870
509KOXX |WccneposaHune nyHkTaToB Koxu (Examination of Punctates: Skin)
ncern. 870
510 WccnepoBaHve NyHKTaToOB Apyrnx opraHoB 1 TkaHen (Examination
of Punctates: Other Organs and Tissues) mcen. 910
5106 LinTonoruyeckoe nccrnegoBaHue nyHKTaTa WMTOBMAHON Xenesbl ¢
onucaHveMm no TepMuHorornyeckon knaccudpmkaumm betecoa (The | wucen. 910
Bethesda System for Reporting Thyroid Cytopathology (TBSRTC),
512 LinTonornyeckoe uccnegosaHune cockoba (Maska) Crims3ncTon
o6onouykn nonoctu Hoca (ogHa nokanuaaums) (Cytological mcen. 720
Examination: Scrapings (Smear) of Nasal Mucous Membrane (1
514 WMccnepoBaHme 3HOOCKONMYECKOrO MaTepuana Ha Hanuiuve
Helicobacter pylori (Examination of Endoscopic Material: Presence | wuccn. 720
of Helicobacter pylori)
18.4. KoHcynbTauums rotoBbix npenaparoB (Cytological Examination of Early Stained
Slides with Cytological Smear)
5000 KoHcynbTaums roToBbIX LMTONOrMYECKNX NpenapaTos (04HO
ctekno) (Consultation of Finished Cytological Preparations (1 mcen. 410

Glass))




19. TMCTONOrMYECKUE UCCINEOOBAHUA (Histological Examination)

*[lns TecToB, NOMEYEHHbIX *, Heo6xoanma npo6onoaroroska (KFTUCT).

19.1. MMcTonoruyeckue UCCrefoBaHMUs C OKpalMBaHUEM reMaTOKCUITMH-303UHOM
(Histology, hematoxylin and eosin stain (H&E stain, HE stain))

** UccnepoBaHue Ne 528 BbinonHAeTcA B KoMnnekce ¢ uccrnegosaHmem Ne 511.
UccnepoBaHme Ne 528 Henb3sa 3akasaTb oTAeNbHO!

511

MmcTonornyeckoe uccnegoBaHne 6GMONCUNHOIO martepuana un
MaTtepuana, nojly4eHHOro npmn Xmpyprum4eckmx sMellaTenbcreax
(SH[J,OCKOI'IMLIGCKOFO mMaTtepuana; TKaHEeW XXEHCKOW NosiIoBOn

nuccn.

2360

511K

MynbTudokanbHas 6uoncus MK

nuccn.

11410

5110

KoHcynbTaumsi rotoBbIx ructonornydeckmx npenapatos (1 cTekno +
1 6nok) (Consultation of Finished Histological Preparations (1
Glass + 1 Block))

nuccn.

3060

516

M'mcToxummnyeckoe nccneposanve Helicobacter pylori (cnnab)
(Helicobacter pylori, Mucus, Histochemical Study)*

nuccn.

3530

524

"acTpuTt, accounnpoBaHHbIn ¢ Helicobacter pylori
(rncTonorudeckuii npodunes) (Helicobacter pylori Associated
Gastritis)*

nccen.

4410

528

McTonornveckoe uccnegosaHue Guontatos xenyaka (PAS-
peakuus)

nccn.

3490

534

BuoncuitHasi gnarHocTka 4epMaTo30B - Mopdonornyeckoe
uccnefoBaHne 61MonNTaToB B LieNsxX AMarHOCTUKU 3aboneBaHui
KoXu (kpome HoBoobpasoBaHui) (Pathology of skin biopsyes)*

nccen.

2660

551

KomnnekcHas ructoxmMmuyeckasi guarHocTvka sabonesaHui
BepxHux otaenos XXKT (nuweBoaa, xenyaka,
aseHaguatunepcTtHor knwkmn) (Complex morphological and

nccn.

5760

579

MmcToxmmmnyeckoe nccneaoBsaHne GMONCUNHONO U onepauynoHHOro
MaTtepuana

nccn.

6260

581

ISO-cepTudrLMpOBaHHOE NMPOU3BOACTBO MMCTONOMMYECKUX
npenapaToB C PyTUHHLIMM OKpackamu U3 JOCTaBNEHHOIO
chMKCHpOBaHHOTO GUOMNCUIHOTO MaTepuana ¢ AekanbLuHaume

nccn.

18570

5501

MOJ'IeKyJ'IﬂpHO-FeHeTVI‘-leCKOG nccnenosaHme npu menaHomMme
(BRAF, NRAS)

nccn.

14360

5502

MonekynsipHo-reHeTu4eckoe nccrnegoBaHue npu GIST-onyxonsix
(cKIT, PDGFRa)

nccn.

16390

5503

MOJ'IeKyJ'IﬂpHO-FeHeTVI‘-leCKOG nccnenoBsaHue Npu pake Xxenynka
(MSI, HER2)

nccn.

17810

5504

MonekynspHO-reHeTu4eckoe UccrneaoBaHme NPy KONopekTanbHOM
pake (BRAF, KRAS, NRAS, MSI)

nccn.

18210




5505

MOJ'IeKyJ'IﬂpHO-FeHeTVI‘-leCKOG nccnenosaHme nNpu pake nerkoro
(BRAF, KRAS, EGFR, HER2)

nccen.

18210

5510

MonekynsipHO-reHeTU4Yeckoe UccreqoBaHue KOMUMMHOCTM FeHOB Mpu
pake MornoyHom xenesbl (19 reHoB)

nuccn.

16180

5511

MOJ'IeKyJ'IﬂpHO-FeHeTVI‘-leCKOG nccnenosaHue nNpu pake tena MaTtkm
(MSI, POLE)

nuccn.

13350

5512

BbisiBneHve tpaHcnokauun EML4-ALK, ROS1 n myTauui B reHe
MET

nccn.

27570

51104

MaTonoroaHaToMun4eckoe UccnegoBaHue onepaunoHHOro
maTtepuana (8o 6-tm napaduHoBbIX 61IOKOB)

nuccn.

3050

51105

MaTonoroaHaToMun4eckoe UccnegoBaHue onepaunoHHOro
maTtepuana (6onee 6-T1 napaduHOBbLIX 6/10KOB)

nuccn.

4460

7020

MonekynspHoe nccnegosaHue paka npoctatbl (MIN: PTEN, RB1,
TP53, BRCA1/2)

nuccn.

20240

19.2. UmmyHoructoxummyeckue uccnengosaHus (Immunohistochemical Examination)

PLUM-TI

MMMyHOFMCTOXMMMHeCKMVI CKPUHUHI pakKa LUEKN MaTKN —
nccnegosaHmne AByxX MapkepoB ansa paHHeﬁ AONarHOCTUKAN
aucnnasunn ¢ BbICOKON CTENEHbI0 PUCKa O3N10Ka4YeCTBIIEHNA:

nccn.

11980

PLUM-B

MMMyHOFMCTOXMMMHeCKMVI CKPUHUHI pakKa LIEKN MaTKnN —
nccnenosaHmne AByxX MapkepoB Ansa paHHeﬁ AONarHOCTUKAN
aucnnasun ¢ BbICOKON CTENEHbI0 PUCKa O3J10Ka4YeCTBIIEHNA:

nccn.

11590

PMX-I"

Pak Mono4yHom xxenesbl — KOMMMAEKCHbIA UMMYHOMMCTOXUMNYECKNIA
npodune (bruomaTtepuan, PUKCMPOBaHHbIA B (hopManvHOBOM
6ydepe) (Breast Cancer, Immunohistochemistry, IHC (Formalin-

nuccn.

24380

PMX-b

Pak Mono4yHom xxenesbl — KOMMMAEKCHbIA UMMYHOMMCTOXUMNYECKNIA
npodune (buomaTtepuan, MUKCUPOBaHHbI B NapacuHOBOM
6noke) (Breast Cancer, Immunohistochemistry, IHC (Paraffin-

nccn.

23710

525

PeuenTopbl k 3CTporeHaM 1 NporecTepoHy,
UMMYHOTUCTOXUMUYeckoe nccnenosaHue (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

nuccn.

8290

5251

PeuenTopbl kK 3CTporeHaM 1 NporecTepoHy,
MMMYHOTUCTOXMMUYECKOE NccrenoBaHue (buomartepuar,
dukcrMpoBaHHbI B napacuHoBom 6noke) (Estrogen and

nuccn.

6150

51111rX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXMMUYECKOE
nccnegoBaHue: oleHka nponudepaTBHON akTUBHOCTU MO
akcnpeccum Ki-67 (bnomatepuan, puKCMpoBaHHbIN B

nuccn.

5110

52221 X

Ki-67 (MIB-1) akcnpeccusi, MMMYHOTMCTOXMMUYECKOE
nccnegoBaHue: oleHka nponudepaTtnBHON akTUBHOCTU NO
akcnpeccum Ki-67 (bnomatepuan, puKCMpoBaHHbIN B

nuccn.

4830

51121rX

HER2/neu akcnpeccus, HER2-ctatyc, UMMyHOIrMCTOXMMUYECKOE
uccnegosaHue, UIMX (buomatepuan UKCMpOBaHHbIN B
dopmanmHosom bydepe) (HER2/neu Expression, HER2 Status,

nccn.

11160

530FISH

Onpenenexne HER2 ctaTyca onyxonu MeToaoM
MMMYHOpryopecLieHTHOM rubpuam3aumm in situ (FISH)
(Determination of HER2 Status of Tumor, Fluorescence In Situ

nccn.

35010




532UrX

Pak npencraTenbHoi enesbl — KOMMNIeKCHoe
MMMYHOTMCTOXMMMUYECKOE UCCrEeAoBaHME C OLEHKOW 3KCNPeccum:
anbda-meTunaumn-KoA-pauemasel (P504S, AMACR),

nccen.

9900

533UIrX

Pak npencraTenbHo enesbl — KOMMNIeKCHoe
MMMYHOTMCTOXMMUYECKOE UCCrEeAoBaHME C OLEHKOWM 3KCNPeccum:
anbda-meTnnaumn-KoA-pauemasbl (P504S, AMACR),

nuccn.

10100

51131UMX

HER2/neu akcnpeccus, HER2-ctatyc, UMMyHOIrMCTOXMMUYECKOE
nccnegosaxuve, UIMX (buomatepuan, (UKCMPOBaHHbIN B
napadwuHoBom 6roke) (HER2/neu Expression, HER2 Status,

nuccn.

10780

5114rX

MMmyHormctoxmmuyeckas GuarHocTka XpoOHUYeCcKoro
3HOOMETpUTa — BbisIBIIEHWE Nnasmatnyeckunx knetok (CD138)
(briomaTepuan, uKcMpoBaHHbIV B hopmanmMHoBoM Bydepe)

nccn.

4650

51151rX

MMmyHormctoxvmuyeckas GuarHoCTka XpOHUYEeCKoro
3HOOMETpUTa — BbisIBIIEHWE Nnasmatnyeckunx knetok (CD138)
(bromaTepwman, dmkcMpoBaHHbIv B napaduHoBom 6noke) (Chronic

nuccn.

4170

51161MX

MMMmyHormctoxmmuyeckoe nccnegoBaHue Mapkepa paHHen
AVarHoCTMKM OUCNNasun C BbICOKOM CTEMEHbI0 pucka
o3nokadectBneHus: p16INK4a (buomatepuan, (puKCMpoBaHHbIN B

nuccn.

6960

5117UrX

MMmyHormctoxmmuyeckoe nccnegoBaHue Mapkepa paHHen
AVarHoCTMKM OUCNNasun C BbICOKOW CTEMEHbIO pucka
o3nokadecteneHus: p16INK4a (buomatepuan, (puKCMpoBaHHbIN B

nuccn.

6860

5118UMX

MmmyHoructoxummnyeckoe (UIMX) nccnepgoBaHme: agnarHocTuka
numdonponudepaTBHbIX 3abonesaHunin (buomatepuan,
3aKMYeEHHbIN B napadmHoBbI 6110k) (Immunohistochemical

nccn.

115530

51191rX

MmmyHoructoxummnyeckoe (UIMX) nccnepgoBaHme: agnarHocTuka
numdonponudepaTBHbIX 3abonesaHunin (buomatepuarn,
PUKCMPOBaHHbLIV B hopmanvMHoBom Bydepe)

nuccn.

115530

51201rX

mmyHoructoxummnyeckoe (UIMX) nccnepgoBaHme: agnarHocTuka
rmcToreHesa mMeTacTasoB MpuU HeYCTaHOBIEHHOM MEPBUYHOM oyare
(cnekTp MapkepoB ANs BbISBNEHUS TKAHEBOW NPUHAANEXHOCTU)

nuccn.

115530

51211rX

MmmyHoructoxummnyeckoe (UIMX) nccnepgoBaHme: agnarHocTuka
rmcToreHesa mMeTacTasoB MpWU HeYCTaHOBIIEHHOM MEPBUYHOM oyare
(cnekTp MapkepoB ANs BbISBNEHUS TKAHEBOW NPUHAANEXHOCTU)

nuccn.

115530

535

OudcbepeHumansbHas agnarHoctTuka MenaHoMbl,
nmmyHoructoxmmmyeckoe (UIMX) nccnepgosaHue, oueHka
akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC

nuccn.

65800

536

OudcbepeHumansbHas agnarHoctTuka MenaHoMbl,
nmmyHoructoxmmmdeckoe (UIMX) nccnepgosaHue, oueHka
akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC

nccen.

65800

537

MmmyHornctoxmmuyeckoe nccnegosanve (1 mapkep): yTouHsoLwee
UIX-nccnepoBaHue ¢ ucnomnb3oBaHmeM 1 aHTUTena (Mapkepa)

nuccn.

9180

549

OnpepgeneHue akcnpeccumn 6enka PD-L1 B TkaHn onyxonu
metogoMm NIMX ¢ ncnonb3oBaHuem aHtuten k PD-L1 knoH SP263
(Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1

nuccn.

27290

550

OnpepgeneHue akcnpeccumn 6enka PD-L1 B TkaHn onyxonu
metogoMm NIMX ¢ ncnonb3oBaHuem aHtuten k PD-L1 knoH SP142
(Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1

nuccn.

33400

554

OnpepgeneHue akcnpeccum 6enka PD-L1 B TkaHn onyxonu
metogom NIMX ¢ ncnonb3oBaHmem aHtuten k PD-L1 knoH 22C3
(Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1

nuccn.

71940

20. UUTOrEHETUYECKUE UCCIIEAQOBAHUA (Cytogenetic Examination)




20.1. LutoreHeTn4yeckue uccrnepoBaHus (Cytogenetic Examination)

0
7811 WccnegoBaHme kapuotuna (KONMMYEeCTBEHHBIE U CTPYKTYPHbIE
aHomanum xpomocom) (Karyotype) ucen. 13920
7312 UccnepnoBaHue kapuotuna (KonnyecTBeHHbIE U CTPYKTYPHbIE
aHoManMm XxpoMocoM) ¢ 0bsi3aTensHoOM Bblgaven kapnorpaMmmei mcen. 14970
7313 Kapvotun nnoga (abopTHbIi MaTepmarn)
ucen. 32170
7642 MoneKynspHbIA CKPUHWHT HAa MUKpoaeneunn/ Mrkpogynimkauum
XPOMOCOM mcen. 21480
777729 |WccnepoBaHne XpoMOCOM B aBOPTMBHOM MaTepuare, CKpUHUHT
ncen. 18210
777750 |WccnepoBaHue xpomocoM B abOpTMBHOM MaTepuane,
paclumpeHHoe mcen. 42070
777794 | XpOMOCOMHbIV MMKPOMAaTPUYHbLIA aHanu3
ncern. 65750
777795 |XMA abopTtHoro matepuana
ncen. 37670
21. OHKOrEHETUYECKUE UCCINEOOBAHUSA (Oncogenetic Examination)
0
21.1. OHKoreHeTU4eckue uccnenoBaHusa (Oncogenetic Examination)
0
777731 LinToreHeTnyeckuin aHanmna KNeTok KOCTHOrO Mo3ra (KapuoTur)
(Cytogenetic analysis of bone marrow (karyotype)) mcen. 29530
777732  |NUP ananus xumepHoro reHa BCR/ABL - t(9;22), onpegeneHue
Tuna TpaHckpunta BCR/ABL reHa - kavectseHHas MLP (PCR mcen. 13060
analysis of the chimeric BCR/ABL gene - t(9;22), determination of
777733 |NUP ananu3 otHocutenbHonm akcnpeccun reHa BCR/ABL p210 -
konuuecteeHHas RQ IMUP (B peansHom Bpemerm) (PCR analysis mcen. 17970
of the relative expression of the BCR/ABL p210 gene - quantitative
777741BCL |Wccnepgosanue myTaumoHHoro ctatyca BCR-ABL reHa (metog
npsiMoro cekBeHnpoBaHusi no Canrepy) (BCR-ABL1 Mutation mcen. 29530
Analysis using direct Sanger sequencing, qualitative)
777734  |AHanu3 xumepHoro reHa BCR-ABL (FISH, konwny.) (Analysis of
chimeric gene BCR-ABL, FISH, quantitative) ucen. 32250
777735 |Ananu3 nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of gene
rearrangements FGFR1 (FISH, quantitative)) ucen. 32250
777736 |AHanus nepectpoek reHa PDGFRB(FISH, konuy.) (Analysis of
gene rearrangements PDGFR (FISH, quantitative)) ucen. 32250




777737  |AHanu3 xumepHoro reHa FIP1L1/PDGFRa(FISH, konuy.) (Analysis
of chimeric gene FIP1L1/PDGFRa (FISH, quantitative)) ucen. 32250
777738 |AHanu3 myTaumn B 12 ak3oHe JAK2 rena (MUP, kay.) (Analysis of
JAK2 Exon 12 mutations (PCR qualitative)) ucen. 19840
777739  |AHanus mytauun B reHe MPL, MLP, kayecTtBeHHbIN (Analysis of
MPL gene mutations, PCR, qualitative) ucen. 19840
777740 |AHanu3 myTauun, geneumn, nHcepumi B reHe CALR (MUP, kau.)
(Analysis of CALR gene mutations, deletions, insertions, PCR, ueern. 19840
qualitative)
777769KQ [Kapuotun oHkorematonoruydeckuii (Karyotype, Hematologic
Disorders, Peripheral Blood) ucern. 27330
777742PML [Ananus xumepHoro reHa PML/RARa -t(15;17) (MLUP, kay.)
(Analysis of chimeric gene PML/RARa -t(15;17) (PCR, qualitative)) | wuccn. 10860
777743RUN |AHanu3 xumepHoro reHa RUNX1/RUNX1T1 -(8;21) ( MUP, kay.)
(Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, MCCH. 10860
qualitative))
777744CBF |Ananu3 xumepHoro reHa CBFB/MYH1- inv(16),t(16;16) (MLP, kay)
(Analysis of chimeric gene CBFR/MYH1- inv(16),t(16;16) (PCR, ncen. 10020
qualitative))
777753Q5 |AHanu3 nepectpoek 5 xpomocombl (FISH, konny.) (Analysis of
chromosome 5 rearrangements (FISH, quantitative)) ucen. 32250
777748Q |AHanu3 nepectpoek 7 xpoMmocombl (FISH, konny) (Analysis of
chromosome 7 rearrangements (FISH, quantitative)) MCCH. 32250
777749MLL |Ananus nepectpoek MLL reHa (FISH, konuy.) (Analysis of MLL
gene rearrangements (FISH, quantitative)) ucen. 32250
7777473Q |AHanus nepectpoek 3q (FISH, konuy.) (Analysis of 3q
rearrangements (FISH, quantitative)) ucen. 34860
777751P  [Ananus geneuun 12p (FISH, konuy.) (Analysis of 12p deletion
(FISH, quantitative)) mcen. 34860
777752Q20 |Ananus geneumnn 20q (FISH, konuny.) (Analysis of 20q deletion
(FISH, quantitative)) mcen. 34860
777745MLL |AHanu3 xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of
chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) ucen. 10860
777746E2A |AHanus xumepHoro reHa E2A/PBX1 - t(1;19) (MNUP, kay.) (Analysis
of chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) ucen. 10020
777791TP53 |AHanu3 geneunn TP53 rexa (FISH, konuy.) (Analysis of TP53
gene deletion (FISH, quantitative)) ucen. 34860
777754TP53 |AHanu3 geneunn TP53 rena (FISH, konuy.) (Analysis of TP53
gene deletion (FISH, quantitative)) ucen. 34860




7777551GH

AHanus nepectpoek IGH reHa (FISH, konny.) (Analysis of IGH
gene rearrangements (FISH, quantitative))

nccen.

32250

777756TH

AHanua TpaHcnokauum t(4;14)(p16;932) (FISH, konny.) (Analysis
of translocation t(4;14)(p16;932) (FISH, quantitative))

nuccn.

34860

777757TQQ

AHanus TpaHcnokaumm t(11;14)(q13;932) (FISH, konny.) (Analysis
of translocation t(11;14)(q13;932) (FISH,quantitative))

nuccn.

32250

777792DEL

AHanus moHocomuu, geneuun 13 xpomocomsl — (del(13), -13)
(FISH, konuy4.) (Analysis of chromosome 13 monosomy, deletion
— (del(13), -13) (FISH,quantitative))

nccn.

32250

777758DEL

AHanus moHocomuu, geneuun 13 xpomocomsl — (del(13), -13)
(FISH, konuy.) (Analysis of chromosome 13 monosomy, deletion
— (del(13), -13) (FISH,quantitative))

nuccn.

32250

777793IGH

Ananua TpaHcnokauun t(14;16) (IGH/MAFB) (FISH, konuy.)
(Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

nuccn.

32250

7777591GH

Ananua TpaHcnokauun t(14;16) (IGH/MAFB) (FISH, konuy.)
(Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

nuccn.

32250

77T7T761ATM

Ananus nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM
gene rearrangements (FISH, quantitative))

nccn.

32250

777762Q12

AHanus Tpucommm 12 xpomocomel (+12) (FISH, konny.) (Analysis
of chromosome 12 trisomy (FISH, quantitative))

nuccn.

34860

777774TQQ

AHanus Bcex crneundunyeckmx abeppaumn Ha napadHOBbIX Cpe3ax
(rncToFISH, konwny.) (Analysis of all specific aberrations on paraffin
slides (FISH Histology, quantitative))

nuccn.

42870

777790TQ

AHanus TpaHcnokaumm t(11;14)(q13;932) Ha napacurHOBbIX cpe3ax
(rmcToFISH, konny.) (Analysis of translocation t(11;14)(q13;932)
on paraffin slides (FISH Histology, quantitative))

nuccn.

32250

777763TQQ

AHanus TpaHcnokaumm t(11;18)(g21;921) (FISH, konny.) (Analysis
of translocation t(11;18)(921;921) (FISH, quantitative))

nuccn.

32250

777764BCL

AHanus nepectpoek reHa BCL- 6 (der(3)(g27)) (FISH, konuy.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27) (FISH,
quantitative))

nccen.

32250

777771BCL

AHanua nepectpoek reHa BCL- 6 (der(3)(g27)) Ha napadnHOBbIX
cpesax (MvctoFISH, konuny.) (Analysis of BCL- 6 gene
rearrangements (der(3)(g27)) on paraffin slides (FISH Histology,

nuccn.

42870

777765MYC

Ananua nepectpoek MYC reHa ( (8;14)(q24;932)-t(2;8)(p11;924),
t(8 ;22)(q24;911)) (FISH, konuy.) (Analysis of MYC gene
rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8

nuccn.

34860

777766TQQ

AHanua TpaHcnokaumum t(2;5)(p23;935) (FISH, konuy.) (Analysis of
translocation t(2;5)(p23;g35) (FISH, quantitative))

nuccn.

32250

777772TPQ

AHanus TpaHcnokaumm t(2;5)(p23;935) Ha napadmHOBLIX cpe3ax
(rmcToFISH, konny.) (Analysis of translocation t(2;5)(p23;935) on
paraffin slides (FISH Histology, quantitative))

nuccn.

39500

777767BCL2

AHanua nepectpoek BCL2 renHa
t(14;18)(932;921),1(2;18)(p11;921),1(18;22)(921;911) (FISH,
konuud.) (Analysis of BCL2 gene rearrangements

nuccn.

32250




777773BCL2

Ananua nepectpoek BCL2 reHa Ha napaduHOBbIX cpe3ax

(rncToFISH, konny.) (Analysis of BCL2 gene rearrangements on ncen. 42870
paraffin slides (FISH Histology, quantitative))
7262S1-PH |KayecTBeHHas oLeHka Hanmumsa comatuyeckon mytauum V617F B
14 ak3oHe reHa JAK2 (Qualitative assessment of presence of gene | uccn. 8140
JAK2 617F somatic mutation)
OBC132 |MaHenb lNepBunyHLIN Mrenodndbpo3
ncern. 58860
OBC134 |MaHenb KpynHokneTouyHas numdoma
ncen. 69510
OBC135 |MaHenb Nlumdoma 13 KNeTok MaHTUAHON 30HbI
ncen. 69450
OBC136 |MaHenb Numdoma Bepkuta
ncen. 69450
OBC137 |MaHenb 'MNep303MHO(UNBHBIN CUHOPOM
ncen. 138900
OBC138 |MaHenb PonnukynapHas numdoma
ncern. 69450
OBC139 |MaHenb MANT-numdoma
ncen. 96130
OBC140 |MaHenb 3cceHumanbHasa TpombouUTEMUS
ucen. 54470
OBC141 |MaHenb NcTMHHasa nonMumMtemmns
ncern. 48170
OBC142 |MaHenb OuddysHasn B-kpynHokneTouHas numdoma
ncern. 69450
OBC143 |MaHenb XpoHuyeckuin muenonenkos (Panel Chronic myelogenous
leukemia, CML) mcen. 44670
OBC144 |MaHenb OcTpble NMMdO6acTHbIE NENKO3bI
ncern. 39540
548 Onpepgenenne akcnpeccum PDLA1
ncern. 16470
560 OnpepgeneHve pacnpocTpaHeHHbIx MyTaumn reHoB BRCA1,BRCA2
npuv pake MOMOYHON Kenesbl U SIMYHUKOB B GMOMCUIAHOM mcen. 16330
martepuane
562 Onpenenenune mytaumii B 18,19.20, 21 ak3oHax reHa EGFR
ncern. 8610
563 OnpepgeneHuve runepakcnpeccumn reHa HER2 (konuiHocTe reHa)
ncen. 25690




565 OnpegeneHvie myTaumn B 15 ak3oHe reHa BRAF
mccen. 10720
568 Onpepgenenve mytauun reHa PDGFRa
mcen. 30370
569 Onpenenexune myTtauumii Bo 2,3,4 ak3oHe reHa KRAS
mcen. 15400
571 Onpenenexune myTtaumii Bo 2,3,4 ak3oHe reHa NRAS
mcen. 15400
574 OnpepgeneHve MykpocaTennuTHon HectabunbHocTn (MSI)
mcen. 7680
576 OnpepgenenHve myTauun reHa cKIT
mcen. 25690
577 OnpepgeneHne nepectpoek reHa ALK
mcen. 17740
578 OnpepgeneHne nepectpoek reHa ROS1
mcen. 17740
777722 |Mytauwm B reHe POLE
mcen. 15160
777723 |MyTaumu B reHe IDH2
mcen. 21250
777724 |MyTauumn B reHe IDHA1
mcen. 21250
777725 |MyTtauus PIK3CA
mcen. 21250
777726 |OnpepeneHuve TpaHcnokauum 1p/19q
mcen. 20310
777727 |OnpegeneHue metunuposaHus reHa MGMT
mcen. 21250
777728 |Onpepnenenve abepauun C228T n C250T B reHe TERT
mcen. 15160
777730 |Mytauuu B reHe MET
mcen. 22420
582 MonekynspHo-reHeTu4eckoe nccrnegoBaHue onepaumoHHOro
maTtepuana WMTOBUAHOW XKernesbl Ansi onpeaeneHs mytaummn ncen. 22890
reHoB KRAS, NRAS, HRAS, BRAF, TERT (Molecular genetic study
583 KoHcynbTaTUBHBIA MPOCMOTP U MOMNEKYNAPHO-TeHETUYECKOE
nccrneagoBaHue LWUTOBUAHOW Kernesbl. ncen. 26300




7655 AHanu3 oTHocuTenbHOM akcnpeccum reHa BCR/ABL p190,
konuuyecteeHHas RQ MLUP (B peansHom Bpemenm) (PCR analysis mcen. 17970
of the relative expression of the BCR/ABL p190 gene — quantitative
777702 |MyTaumoHHObIN cTaTyC reHoB BaprabenbHbIX y4acTKoB
nmmyHornobynuHos IGHV, MNUP (IGHV mutational status, PCR) MCCH. 40200
22. FTEHETUYECKUE MPEOPACMOJIOXXEHHOCTMU (Genetic Predispositions)
* YkasaHHble cpoku MLIP-uccnegoBaHuii He BKMOYAKOT NpoBeAeHMe NoATBepXKAaoLWmX
TecToB (npu HeobxoaumocTH) (The duration of PCR tests specified does not include
confirmatory tests (to be conducted if necessary))
22.1. O6pas3s xun3Hu U reHeTn4yeckme dakropsl (Lifestyle and Genetic Factors)
1101 MopgrotoBka k onepauum (reHsl MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5)) ncen. 4430
110IM/B3 |MogrotoBka k onepauun (reil MTHFR, MTRR, MTR, F2, F5) (6e3
onucaHusl pe3ynbTaToB Bpadom-reHeTkom) (Preparation for mcen. 2430
Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without
118ITM1 OnacHocTb Npu Npueme oparnbHbIX KOHTPaLEenTMBoB (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5)) ucen. 2320
118IT1/B3 |OnacHocTb Npy NpMeMe opanbHbIX KOHTpaLenTuBoB (reHbl F2, F5)
(6e3 onucaHusa pesynbTaToB BpavyoM-reHeTnkom) (Risk of Oral mcen. 1010
Contraceptives, OCs (Genes F2, F5) (without Description))
777797 |[eHeTnyeckas naHenb "2 genes"
ncern. 9410
777798 [['eHeTnyeckas naHenb "Light"
ncen. 17600
777799 |leHeTnyeckas naHenb "MyNeuro”
ncen. 22700
7777100 |leHeTnyeckasa naHenb "MyWellness"
ncen. 50750
22.2. PenpoayktuBHoe 3aopoBbe (Reproductive Health)
7252AZF| |HapyweHus cnepmatoreHesa, 6 MapképoB (MUKpOAEeneumn fokyca
AZF) (Spermatogenesis disorders (6 AZF)) mcen. 1910
725263 |HapyweHuna cnepmaToreHesa, 6 MapkEpoB (MyKpodeneLum fnokyca
AZF) (6e3 onncaHus pe3ynbTaToB reHETUKOM) mcen. 1910
10911 YKeHckoe becnnoave n ocrnoxHeHne 6epemeHHocTu (reHsl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTun) ncen. 59340
(Female Infertility, Pregnancy Complication (Genes F2, F5,
108Im Xouy cTaTb Mamon: OCnoXxHeHns 6epemeHHocTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a ucern. 59380

Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR,




108IT1/B3

Xo4y cTaTb MaMoMI: OCNoXHeHNs 6epemMeHHoCTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onucaxus
pesynbTaToB Bpa4yoM-reHeTukom) (Want to Become a Mother:

nccen.

39540

131N

CKNOHHOCTb K TpOoMB03am npu 6epemMeHHOCTN: MUHUManbHast
naxens (reHsl F2, F5) (Thrombotic Tendency in Pregnancy:
Minimum (Genes F2, F5))

nuccn.

2320

131IM/B3

CKNOHHOCTb K TpOoMb03am npu 6epemMeHHOCTN: MUHUManbHast
naxenb (reHbl F2, F5) (6e3 onncaHusa pe3ynsTatoB Bpa4oMm-
reHeTukoMm) (Thrombotic Tendency in Pregnancy: Minimum (Genes

nuccn.

1010

1401

MpuBbIMHOE HEBLIHALLMBAHME 6EPEMEHHOCTH, B T. Y. CKIIOHHOCTb K
Tpombo3am nNpu GepeMeHHOCTU: pacluMpeHHasi NaHernb (reHbl
MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic

nccn.

4430

140rT/B3

MpuBbLIYHOE HEBbIHALLMBaHWE GEPEMEHHOCTU, B T. Y. CKITOHHOCTb K
TpoM6o3am Npu GepeMEeHHOCTU: paclUMpeHHas naHenb (reHbl
MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHusi pe3ynbTaToB

nuccn.

2430

13711

BO3HWKHOBEHWE M30MMPOBaHHBLIX MOPOKOB Pa3BUTUS Y Nrnoaa (reHsb
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR))

nuccn.

3760

1371T/B3

BO3HWKHOBEHWE M30MMPOBaHHBLIX MOPOKOB Pa3BUTUS Y Nroaa (reHsb
MTHFR, MTRR, MTR) (6e3 onncaHus pe3ynsTatoB Bpa4oMm-
reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR,

nuccn.

1790

141M

TpoMBOTUYECKUE OCNOXHEHUST MPU CTUMYTSILUM OBYNSILIMK (FeHbl
F2, F5) (Thrombotic Complications of Ovulation Induction (Genes
F2, F5))

nccn.

2320

1411T/B3

TpoMBOTUYECKUE OCNIOXHEHUST MPU CTUMYTNSILUM OBYNSILIMK (FEHBbI
F2, F5) (6e3 onucaHunsa pe3ynbTaToB Bpa4OM-reHETUKOM)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5)

nuccn.

1010

7802CYI

BpoxageHHasa runepnnasusa HagnoyeyHukos, reH CYP21A2, y.m.
(Gene CYP210HB, Freg. Mut.)

nuccn.

19610

118IT1

OnacHocTb Npu Npueme oparnbHbIX KOHTPaLEenTMBoB (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

nuccn.

2320

118IT/B3

OnacHocTb Npu Npueme oparnbHbIX KOHTPaLenTMBoB (reHbl F2, F5)
(6e3 onucaHusa pesynbTaToB BpavyoM-reHeTnkom) (Risk of Oral
Contraceptives, OCs (Genes F2, F5) (without Description))

nuccn.

1010

1201

O6meH conueson kucnotel (reHsl MTHFR, MTRR, MTR) (Folic
Acid Metabolism (Genes MTHFR, MTRR, MTR))

nccen.

3760

120rT/B63

O6meH conueson kucnoTel (reHsl MTHFR, MTRR, MTR) (6e3
onucaHusl pe3ynbTaToB Bpadom-reHetmkom) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR) (without Description))

nuccn.

1790

12411

HacnegcTBeHHbIe cniyyan paka MOMOYHOW xenesbl U/unvm Sn4HUKoB
(renbl BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

nuccn.

4930

1241T1/B63

HacnegcTBeHHbIe cniyyan paka MONOYHOW xenesbl U/unvm Sn4HMKoB
(renbl BRCA1, BRCA2) (6e3 onvcaHusl pesynbTaToB BpayoM-
reHeTukom) (Hereditary Breast and/or Ovarian Cancer, HBOC

nuccn.

3520

124411

HacnegcTBeHHbIe cniyyan paka MONOYHOW xenesbl U/unvm Sn4HUKoB
BRCA1, BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian
Cancer )

nuccn.

4620

10711

Myxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pernoH; kapnoTtun)
(Male Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

nuccn.

64800




146IT

eHeTuueckme dakTopbl Myxckoro 6ecnnoams (redsl AR, CFTR,;

AZF-pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR;| wuccn. 41600
AZF-Region))
76611 HapyLwweHus cnepmartoreHesa: paclumpeHHas naHenb (AZF-pervoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region)) mcen. 26430
766163 |HapyweHuna cnepmaToreHesa: paclumpeHHas naHenb (AZF-pervoH)
(6e3 onucaHnsa pesynbTaToB BpavyoM-reHeTnkom) (Impairment of mcen. 24570
Spermatogenesis: Full Panel (AZF-Region) (without Description))
139I'TIH  [[ecTo3bI N (hbeTONNaLeHTapHas HeAOCTaTOYHOCTb
ncen. 7080
139I'TH/B3 |ecTo3bl 1 heTonnaueHTapHas HegocTaTouHOCTb (6e3 onmcaHms
pesynbTaToB Bpa4OM-TEHETUKOM) mcen. 4280
155 HacnegcTBeHHbIe cniyyan paka MONOYHON xenesbl U/unvm Sn4HUKoB
CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer) mcen. 3610
155IT1/B3 |HacnegcTBeHHbIe cnyyan paka MOMOYHOW xenesbl U/nnvM Sn4HUKoB
CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer) (6e3 mcen. 2240
OnncaHus pesynbTaToB BPayoM-reHeTUKOM)
22.3. HLA-TunupoBaHue u pesyc-caktop (HLA (Human Leukocyte Antigens) Typing and
Rh factor)
7821RH |Onpenenenue pesyc-gaktopa (Rh factor Definition)
ncen. 17080
7207TP®I |Onpegenenue reHoTuna pesyc-caktopa (RH factor Genotype)
ncen. 27370
720763 |OnpepgeneHwue reHoTuna pesyc-gaktopa (6e3 onucaHus
pe3ynbTaToB BpadoMm-reHeTukom) (Genotype of RH factor Definition| wuccn. 26440
(without Description))
3314GR  |Pesyc-chaktop nnoga. BeisisneHne reHa RHD nnoga B kposu
maTtepu (RHD gene of the fetus in the mother's blood) mcen. 5420
1334 MonekynspHo-reHeTu4eckoe nccnegosaHue HLA-B27 (Molecular
Genetic Testing HLA-B27) mcen. 1030
7831HL | TunupoBaHue reHoB cuctembl HLA 1l knacca (redsl DRB1, DQAA1,
DQB1) (System Human Leukocyte Antigen (HLA) Class I, Typing ucen. 15390
(Genes DRB1, DQA1, DQB1))
22.4. Cuctema cBepThiBaHUs kpoBu (Blood-Clotting Sequence)
114171 TpomMb6o3bl: paclumpeHHas naHernb (rexwsl F2, F5, MTHFR, MTRR,
MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, ncen. 4430
MTRR, MTR))
114IT/B3 | Tpombo3bl: paclumpeHHas naHenb (reHsl F2, F5, MTHFR, MTRR,
MTR) (6e3 onucaHusi pe3ynbTaToB Bpa4OM-reHETUKOM) mcen. 2430
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR,
19rn PaclumpeHHoe nccnegoBaHve reHoB cUCTeMbl remocTtasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) ucen. 7470

(Extended Study of Hemostatic System (Genes F2, F5, MTHFR,




19IT/B63

PaclumpeHHoe uccrnenoBaHue reHoB CUCTEMbI reMocTasa (reHsl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(6e3 onucaHusa pesynbTatoB BpayoM-reHeTukom) (Extended Study

nccen.

4460

123"

TpoM0603bl: cokpalleHHas naHenb (reHbl F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

nuccn.

2320

123IM/B3

TpomM0603bl: cokpalleHHas naHenb (reHbl F2, F5) (6e3 onncaHus
pe3ynbTaToB BpayoM-reHeTukom) (Thrombosis: Minimum (Genes
F2, F5) (without Description))

nuccn.

1010

1251

WccneposaHue reHa domnbpuHoreHa, nonumopdunsm FGB c.-
467G>A Fibrinogen gene study, polymorphism FGB c.-467G>A

nccn.

1680

125IT1/B3

WccneposaHue reHa domnbpuHoreHa, nonnumopdunsm FGB c.-
467G>A (6e3 onucaHusa pe3ynbTaToB Bpa4OM-TeHETUKOM)
Fibrinogen gene study, polymorphism FGB c.-467G>A (without

nuccn.

690

138l

MmnepromounctenHemus (reHsl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

nuccn.

3760

138IT1/B3

MmnepromounctenHemus (reHsl MTHFR, MTRR, MTR) (6e3
onucaHus pesyrnbTaToB BPa4YoOM-reHETUKOM)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without

nuccn.

1790

1221

Ivneparperauusi TpombouuTos, nonumopduam reHa ITGA2 ¢.759
C>T Hyperaggregation of platelets, gene polymorphism ITGA2
c.759 C>T

nccn.

2740

122IM/B3

lvneparperauusi TpombouuTos, nonumopdusm reHa ITGA2 ¢.759
C>T (6e3 onvcaHus pesynbTaToB BPavoOM-reHeTMKOM)
Hyperaggregation of platelets, gene polymorphism ITGA2 c.759

nuccn.

810

72011

TpombouutapHbin peuenTtop dpubpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

nuccn.

1470

720163

TpombouuTtapHbin peuentop dpubpuHoreHa (reH ITGB3) (6e3
onucaHus pe3ynbTaToB Bpadom-reHetkom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

nuccn.

470

22.5. bonesHu cepaua u cocypos (Heart and Blood Vessel (Cardiovascular) Diseases)

120rM

ApTepuanbHas runepteH3us, nonHas naHens (reHsl ACE, AGT,
NOS3) (Arterial Hypertension: Full Panel (Genes ACE, AGT,
NOS3))

nuccn.

10740

129IT/B3

ApTepuanbHas runepteH3us, nonHas naHens (reHsl ACE, AGT,
NOS3) (6e3 onucaHus pesynbTaToB Bpadom-reHeTukom) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without

nuccn.

8850

1211M

ApTepuarnbHas rMnepTeH3usi, CBs3aHHasi C HapyLUEHUSIMU B
peHVHaHrMoTeH3nHoBow cucteme (reHbl ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE,

nuccn.

3030

1211M/63

ApTepuanbHas runepTeH3nsl, CB3aHHasi C HapyLUEHUSIMU B
peHVHaHrMoTeH3nHoBowW cucteme (reHbl ACE, AGT) (6e3 onucaHus
pesynbTaToB Bpa4YoM-reHeTukom) (Arterial Hypertension, Renin-

nuccn.

1680

76111

ApTepuarnbHas rMnepTeH3usi, CBsi3aHHasi C HapyLUEHUsIMK B paboTe
aHpoTennanbHon NO-cuHTasbl (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

nccn.

4160

761163

ApTepuarnbHas runepTeH3ns, CBs3aHHasi C HapyLleHnsmMu B paboTe
aHpoTtennanbHon NO-cuHTasbl (reH NOS3) (6e3 onvcaHuns
pesynbTaToB BpavyoM-reHeTukom) (Arterial Hypertension,

nccn.

3230




22.6. bone3Hu xenyao4yHo-kKUWweYHoro TpakTa (Gastrointestinal Diseases)

117N BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's
Disease (Genes DLG5, NOD2, OCTN1, OCTN2)) mcen. 19320
77797 Oedvumt anbda-1-aHtutpuncuHa, SERPINA1, y.m.
ncern. 4170
77799 MopaxeHns nedeHn, reHsl ATP7B, PNPLA3, SERPINA1, y.m.
ncen. 18670
77801 HeankoronbeHbIn xuposoin renaTos, reH. PNPLA3, y.m.
ncen. 6510
22.7. Bones3Hu UeHTpanbHou HepBHoM cucTembl (Central Nervous System (CNS)
Diseases)
7641B-API| |NpenpacnonoxeHHOCTb K atepocknepody n 6onesHn AnbLrerimepa
(Alzheimer's Disease) mcen. 4170
22.8. OHkonoruyeckue 3abonesaHus (Cancer Diseases)
124111 HacnegcTBeHHbIe cniyyan paka MOMOYHOW xenesbl U/unvm Sn4HUKoB
(renbl BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer, mcen. 4930
HBOC (Genes BRCA1, BRCA2))
1241T1/B3 |HacnegcTBeHHble cniyyan paka MOMOYHON xenesbl /unvM Sn4HMKoB
(renbl BRCA1, BRCA2) (6e3 onvcaHusl pesynbTaToB BpayoMm- mcen. 3520
reHeTukom) (Hereditary Breast and/or Ovarian Cancer, HBOC
154IM HacnegcteeHHble cnyyan BRCA-accounmpoBaHHOro paka y
MY>XYMH: paK rpygHOW, NoaXenyaoyHon, npeacraTenbHOM xenes, mcen. 4930
pak sindek (reHol BRCA1, BRCA2) (Hereditary Breast Cancer In
154ITI/B3 |HacnegcteeHHble cnyyan BRCA-accoumnmpoBaHHOrO paka y
MY>XYMH: paK rpygHOW, NoaXenyaoyHon, npeacraTenbHOM xenes, mcen. 3520
pak sindek (reHsl BRCA1, BRCA2) (6e3 onncaHusl pe3ynbTaTtoB
124411 |HacnegcTBeHHble criyyan paka MOMOYHOW xenesbl /unvm SnyHUKoB
BRCA1, BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian ucern. 4620
Cancer )
7004MRI  |CemenHbIi MeQYNNAPHBIA paK LWMTOBMAHON Xenesbl (3k30HbI 10,
11, 13, 14, 15 rena RET) (Familial Medullary Thyroid Cancer ncen. 48330
(Exons 10, 11, 13, 14, 15 Gene RET))
7005B2] |CvHOPOM MHOXECTBEHHOW SHAOKPUHHOW Heonnasun 2B tuna (reH
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET)) ncen. 19880
7006A2] |CvHAPOM MHOXECTBEHHOW SHAOKPUHHOW Heonnasumn 2A tuna
(ak3oHbI 10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A mcen. 29240
(Exons 10, 11 Gene RET))
7260 KonnyecteseHHOe onpefeneHne COOTHOLLEHUS HOPMarbHOro 1
MyTaHTHoro annenen 617V/617F B 14 ak3oHe reHa JAK2 mcen. 18440
(Quantification of wild-type and mutant allelic ratio of gene JAK2
7653 Ananua mytaumn B reHe BRAF (V600E) (MUP, kay)
ncen. 19380




7654 AHanus nepectpoek 1 xpomocombl (FISH, konny.)
ncen. 34860
7648 HacnencTBeHHble cnyyaun paka npeacraTenbHou xenesbl (reH
HOXB13) (Hereditary prostate cancer (HOXB13 gene)) ncen. 6510
22.9. HapyweHus obmeHa BewecTtB (Metabolic Disease, Metabolic Disturbance)
116rm HacnencTtBeHHasi npeapacnonoXeHHOCTb K caxapHoMy anabety 1-
ro TMna no Tpem rnokycam reHoB cuctembl HLA Il knacca (reHbl mcen. 14890
DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type
7015l |HacnencteseHHas npeapacrnonoXeHHOCTb K LieNnnakum rno nokycam
reHoB cuctembl HLA Il knacca (DQA1, DQB1) ucen. 14890
7003UGI [CuHagpom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
UGT1A1)) ucern. 1920
153IM Octeonopoas: nonHas naxenb (reHsl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR)) ncen. 10740
153IT1/B3 |OcTteonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3
onncaHus pesynbTaToB BpadoM-reHeTukoMm) (Osteoporosis: Full mcen. 8850
Panel (Genes CALCR, COL1A1, VDR) (without Description))
115N OcTteonopos: cokpalleHHas naHenb (reHsl CALCR, COL1A1)
(Osteoporosis: Abridged Panel (Genes CALCR, COL1A1)) ucen. 7130
115I'T1/B3 |OcTeonopos: cokpalyeHHas naHenb (reHbl CALCR, COL1A1) (6e3
onncaHus pesynbTaTtoB BpadoM-reHeTukom) (Osteoporosis: mcen. 5850
Abridged Panel (Genes CALCR, COL1A1) (without Description))
7014A-VDRI [Octeonopos: peuentop ButamuHa D (reH VDR) (Osteoporosis,
Vitamin D Receptor (VDR) (Gene VDR)) ucen. 4200
701463 |Octeonopos: peuentop BuTamuHa D (reH VDR) (6e3 onncaHus
pe3ynbTaToB BpayoM-reHeTukom) (Osteoporosis, Vitamin D mcen. 3230
Receptor (VDR) (Gene VDR) (without Description))
120N O6meH donmesol kucnoThbl (reHsl MTHFR, MTRR, MTR) (Folic
Acid Metabolism (Genes MTHFR, MTRR, MTR)) ucen. 3760
120IT/B3 |O6meH donmeBon kucnotel (reHbl MTHFR, MTRR, MTR) (6e3
onucaHusl pe3ynbTaToB Bpadom-reHetmkom) (Folic Acid mcen. 1790
Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
7691LCIl |NakTta3Has HegocTaTouHOCTb (reH MCM6) (Adult Lactase
Deficiency (Gene MCM6) ncen. 1000
7779HFEI |HacnencteeHHbI remoxpomaTtos, | Tun (reH HFE)
(Hemochromatosis Type 1 (Gene HFE)) ucen. 980
7017 Onabetr MODY?2, red GCK, m.
ncen. 32480
7018 Onabet MODY3,reH HNK-1, m..
ncen. 32480




22.10. ®apmakoreHeTuka (Pharmacogenetics)

142

UHrnbutopsl AMN®, dnysactaTtuH, 6rnokatopsl peuenTtopos ATII.
MporHo3sunpoBaHue HedbponpoTekTMBHOIO adycpekTa MHMIMOUTOPOB
AlN® npu HegnabeTnyeckux 3abonesaHusx. eHeTndeckne

nuccn.

3030

7261D-CY

JlosaptaH/vpbecapTaH. eHeTUYeckunii Mapkep pucka HapyLleHWi
meTabonuama 6nokaTopoB peLenTopoB aHrmoTeH3uHa ll:
nosapTtaHa u npbecaprtaHa no TNy ocrnabneHns n ycuneHms mx

nuccn.

1770

148l

MeTtoTpekcaT. _[eHeTnYeckme Mapkepbl NOBLILLEHHOTO pUcka
pa3BMTUS NOGOYHBIX peakLuii Npyu NpreMe MeToTpekcaTta Ha oHe
neYeHns peBMaTouaHoro apTputa. MeToTpekcart: HapyLueHue

nccn.

3450

7261C-CY

HecTepovaHble NpoTMBOBOCNANUTENbHbIE NpenapaThbl.
"eHeTMYeckuii Mapkep MOBLILLEHHOrO pMUCKa PasBMTMSA NOBOYHbIX
peakuumin B popMe xenyaoyHblX KpoBoTeueHu npu npueme HMBI

nuccn.

1770

7261B-CY

CynbOHUIIMOYEBMHA 1 €€ MPOU3BOAHbLIE: _XroprnponamMua,
Tonasamuz, rmubeHknamua u Tondytamua. FeHeTnyeckuii Mmapkep
puvcka pa3BUTUS HEXeNaTernbHbIX NIEKapCTBEHHbLIX peakLuii No Tuny

nuccn.

1770

2447

WHTepneiiknH-28B (U1-28B), reHoTMnupoBaHue (nccneqoBaHune
reHeTM4eCcKMX MapkepoB, onpegensioLwmx 3pheKTMBHOCTb
neyeHusi XpoHuyeckoro renatuta C MHTEPEEPOHOM U

nuccn.

1780

7259BETA

Beta-agpeHobnokatopbl. [eH CYP2D6. dapmakoreHeTuka (beta-
Adrenergic Blockers. Gene CYP2D6)

nccn.

13530

7623

"eHOTMNMpOBaHWE aurMaponMpUMUanH aermgporeHassl (DPYD)
(Dihydropyrimidine dehydrogenase (DPYD))

nuccn.

9310

22.11. Cuctema geToKCMKaLumn KCeHOGMOTUKOB 1 KaHueporeHoB (Detoxification System of
Xenobiotics and Carcinogens)

7259

Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

nuccn.

13530

7261CYI

Lintoxpom CYP2C9: nonumopdmamel 430 C/T (CYP2C9*2) n 1075
A/C (CYP2C9*3)

nccn.

1770

7622

Lintoxpom P450 2C19. lNeHoTunuposaHue no mapkepy CYP2C19
(Cytochrome P450 2C19. Genotyping for the CYP2C19 marker)

nuccn.

5820

22.12. Ycnyrm Bpava-reHeTuka (Services of Physician-Geneticist)

14600P1

OnucaHue pe3ynbTaToB reHeTU4eckoro Tecta 1 kateropum
cnoxHocTn (NeNe 720163, 761163, 701463, 125IT1/B3, 720763)
(Genetic Test Results: Description of the 1-st Category

nuccn.

1030

14610P2

OnucaHue pe3ynbTaToB FEHETUYECKOrO TecTa 2 KaTeropum
cnoxHocTy (NeNe 1181 T/B3, 121IT1/B3, 123IT1/B3, 131ITI/B3,
141IT1/B3, 115I'T1/B3, 1241 T1/B3, 1541 T1/B3) (Genetic Test

nuccn.

1340

14620P3

OnucaHue pe3ynbTaToB FEHETUYECKOrO TecTa 3 KaTeropum
cnoxHocTy (NeNe 122IT/B3, 129IT1/63, 120IT1/B3, 137IT1/B3,
138IT/B3, 153IT1/B3, 110IT1/B3, 1141 T1/B3, 140IT/B3, 766163,

nccn.

1970

14630P4

OnucaHue pe3ynbTaToB FrEHETUYECKOro TecTa 4 KaTeropum
cnoxHocTn (NeNe 1441T1/B3, 143IT1/B3, 139I'T1/B3, 145 T1/B3,
108IT1/B3, 19IT1/B3) (Genetic Test Results: Description of the 4-th

nccn.

2900




22.13. OnpeneneHue nona nnopa

3316 Onpenenenue nona nnoaa. BeisiBneHune Y-xpomocomel nnoaa B
kpoBu matepu (Y-chromosome of the fetus in the mother's blood) mcen. 5220
22.14. AytoummyHHble 3ab6oneBaHus (Autoimmune Diseases)
77802 Mcopwas, TunuposaHne HLA-Cw6
ncen. 6740
23. HACNEOQCTBEHHbIE MOHOTEHHbIE 3ABEONIEBAHUS U COCTOSAHUA (Hereditary
Monogenic Diseases)
23.1. HacneacTBeHHbIe MOHOreHHble 3ab6oneBaHus u coctosHuA (Hereditary Monogenic
Diseases) 0
7803ABCA |AbuoTtpodumsa cetyatkm, Tun PpaHvecketTn (reHsl ABCA4, BEST1,
RPE65, GUCY2D, CEP290, CNGA3, CRB1, CNGB3) mcen. 26440
7624SLC |AkpoaepmaTtut aHTeponaTuyeckuin. [Nomck MyTaumin B reHe
SLC39A4, m. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)| wuccn. 63130
7804TYR |AnbOuHM3M rnasokoxHbir Tvn 1A. Monck myTauui B reHe TYR, M.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.) ucen. 45530
7881RPS |AHemus JanvoHpa-bnekdeHa. Mouck mytauui B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) ncen. 45530
7107 ApTporpunos guctanbHbiv (cuHapom Ppumena-LlengoHa). Mouck
yacTbix MyTaumn B reHe MYH3, 4. m. (Arthrogryposis Distal Type mcen. 26440
2A, Gene MYH3, Freq. Mut.)
7905FRDA |Atakcusi dpugpeiixa. MNMowmck mytaumn B reHe FXN, m. (Friedrich
Ataxia, Gene FXN, Mut.) ucern. 45530
7808FRDAI |ATakcus ®pugpenxa. MNouck Yactbix MyTaumm B reHe FXN, 4. m.
(Friedrich Ataxia, Gene FXN, Freq. Mut.) ucen. 6970
7108 AtenocteoreHes (gucnnasus ge na LWWanens). Mouck myTaumn B
reHe SLC26A2, m. (Atelosteogenesis I, De la Chapelle Dysplasia, ncen. 50030
Gene SLC26A2, Mut.)
76100HKI |OnarHoctuka aTpodum 3puTenbHoro Hepea Jlebepa, Y. M.
MutoxoHapuansHon un apepHon OHK (Leber Hereditary Optic mcen. 14230
Neuropathy, detection of frequent mutations of mitochondrial and
7109LElI |[ATpochus 3putenbHoro HepBa Jlebepa. Mouck YyacTbix MyTauumn B
mutoxoHapuansHon HK, 12 4. m. (Leber Hereditary Optic ucen. 37100
Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
77610PA1 |ATpochus 3puTenbHOro HepBea c rnyxoToi. MNouck MmyTauuii B
«ropsiumx» yyactkax reHa OPA1, «ropsy.» yy. m. (Optic Atrophy MCCH. 26440
With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia
7706 TNFRS |AyTOMMMYHHbIV numdonponmdepaTuBHbIA cMHAPOM. Nounck
F myTauui B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative MCCH. 63130

Syndrome, ALPS, Gene TNFRSF6, Mut.)




7705TNFRS

AyTOMMMYHHbIV nNuMmdonponudgepaTnBHbI cCUHAPOM. [Nouck

MyTauui B «ropsiumnx» ydactkax reHa TNFRSF6, «ropsy.» y4y. m. ncen. 18580
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
7770GRN |Adbasuns nepsuyHasa nporpeccupytowias. lNomck Mmytaumin B reHe
GRN, M. (Aphasia Primary Progressive, Gene GRN, Mut.) mcen. 48900
7809FGFR3I |AxoHgponnasus. MNouck YacTteix myTauuii B reHe FGFRS3, 4. m.
(Achondroplasia, Gene FGFRS3, Freq. Mut.) ucen. 29240
77710 BokoBon ammoTtpodmyeckun cknepos (BAC), SOD1, m.
ncen. 14700
77706 BokoBon ammoTpodmyeckuin cknepos, Corf72, u.m.
ncen. 9310
7709BEST |bonesHb becTta. Nouck Bcex M3BECTHbIX MyTauuii B reHe BEST1, m.
(Best Vitelliform Macular Dystrophy, All Known Mutations, Gene mcen. 56390
BEST1, Mut.)
77800 BonesHb bexueta, TunuposaHne HLA B51
ncen. 6740
7810ATP7BI |BonesHb BunbcoHa-KoHoBarnosa. [Monck YacTeix MyTauui B reHe
ATP7B, 4. m. (Wilson Disease, Gene ATP7B, Freq. Mut.) ucen. 10480
7069 IMoNHO3K30MHOE CEKBEHUPOBAHWE - NOUCK NPEANONOXNTENLHO
HacnepncTBeHHoro 3abonesaHusi ¢ nHTepnpertauuen (Whole Exome | uccn. 192110
Sequencing)
7812PANK2 |bonesHb ["annepsopaeHa-LLnaTtua. MNouck 4acTblx MyTaLumin B reHe
PANK2, 4. m. (Neurodegeneration With Brain Iron Accumulation 1, ucen. 18580
Gene PANK2, Freq. Mut.)
7813PRNP |BonesHb "'epctmMaHHa-LLUTpeyccnepa-LLenHkepa. MNouck mytaumn B
reHe PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)| wucch. 34300
7775PTEN |BonesHb KoygeHa. Mouck mytauuii B reHe PTEN, m. (Cowden
Syndrome 1, Gene PTEN, Mut.) mcen. 70990
7814PRNP |BonesHb Kpentudensara-Akoba. Mouck mytauuin B reHe PRNP,
M. (Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) mcen. 34300
7776PTEN (BonesHb Jlepmutt-Ayknoc. MNouck mytauun B reHe PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.) ncen. 70990
7816NDP |BonesHb Hoppwu. Mouck myTtaumn B reHe NDP, m. (Norrie Disease,
Gene NDP, Mut.) mcen. 26440
77701 BonesHb MapkuHCoHa, KOMMMeKcHasa AnarHocTuka, Y.M.
ncen. 15160
7818CSTB |bonesHb YHdeppuxta-llyHabopra. MNovck mytaumn B reHe CSTB,
M. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, uccern. 34300
Gene CSTB, Mut.)
7817CSTB |bonesHb YHdeppuxta-IlyHabopra. MNovck YacTblx MyTauuii B reHe
CSTB, u. m. (Progressive Myoclonic Epilepsy 1A Unverricht and mcen. 17080

Lundborg, Gene CSTB, Freq. Mut.)




77715 BonesHb ®abpu, GLA, m.
ncen. 20310
7819ABCA4 |BonesHb WTapraparta (reHsl ABCA4, BEST1, RPE65, GUCY2D,
CEP290, CNGA3, CRB1, CNGB3) ncen. 26440
7820ROR2 |Bpaxugaktnnua tun B1. Mouck mytauui B reHe ROR2, m.
(Brachydactyly Type B1, Gene ROR2, Mut.) mcen. 34300
7802CY1 |BpoxaeHHas runepnnasusi HagnoyeyHukos, reH CYP21A2, y.m.
(Gene CYP210HB, Freq. Mut.) ucen. 19610
7992NTR  |BpoxaeHHasi He4yBCTBUTENBHOCTL K 6onu ¢ aHrmapo3om. MNounck
myTaumi B reHe NTRK1, m. (Congenital Insensitivity To Pain With ncen. 94580
Anhidrosis, CIPA, Gene NTRK1, Mut.)
7711ADAMT |Teneodm3nyeckas gucnnasus. Mouck mytaumi B reHe ADAMTSL2,
S M. (Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.) mcen. 140630
7822B remocpunus. MNMouck myTaumi B reHe dpaktopa IX npu remopunmm
B, m. (Hemophilia B, Gene Factor IX, Mut.) mcen. 57890
7908DIA1 |MetremornobuHemuns, CYB5R3 m. (Methemoglobinemia, Gene
CYB5R3, Mut.) ucen. 63510
77707 [eHTUHITOHONOAOOHOE 3abonesaHue, Tvn 2, JPH3, 4.m.
ncen. 6270
77709 FeHTUHITOHONOAOOHOE 3abonesaHne, Tun 4 TBP, 4.Mm.
ncern. 6270
77702 eHTUHIToHONoAoOHbIE 3aboneBaHns, KOMMNIIEKCHas aAnarHocTuka,
Y.M. mcen. 10020
7989MVK |'vinep-IgD cuHgpom. MNMounck MyTaumi B «ropsiumx» ydacTkax reHa
MVK, «rops4.» yy. m. (Hyper-IgD Syndrome, Gene MVK, Hot-Point| uccn. 14440
Mut.)
7778MVK  |vnep-IgD cuHgpom. Mownck myTaunii B reHe CD40LG, m. (Hyper-
IgD Syndrome, Gene CD40LG, Mut.) mcen. 78480
7823CD  |'vinep-IgM cuHgpom. Mouck myTtauui B reHe CD40LG, m. (Hyper-
IgM Syndrome, Gene CD40LG, Mut.) mcen. 45530
7898SCN4A |'vnepkanveMunyeckuii nepnognyeckunin napanuy. MNMowck mytauni B
ak30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis | uccn. 40670
Type 2, Exons 13, 24 Gene SCN4A, Mut.)
7603SCN4A |'vnokanuemuyeckunii nepmogmyeckmin napanuy. MNomck mytaumn B
ak3oHax 12, 18 n 19 rena SCN4A, m. (Hypokalemic Periodic ncen. 34300
Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)
7126 M'mnodgoctaTeMmyeckmn BUTaMuH D-pe3ncTeHTHbIN paxuT
(noveyHbI hocchaTHbIM grnabeT). MNomck myTaumi B reHe PHEX, m. |  uccn. 154490
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX,
7906F GFR3I |F'mnoxoHaponnasus. Mouck YacTeix MyTaumn B reHe FGFR3, u. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.) mcen. 29240




7784HNF1B

"momepyoLmnTO3 NoYek rmnonnacTuyeckoro Tmna. Movck myTaumn B
reHe HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene
HNF1B, Mut.)

nccen.

70990

7128

JdedunumnT KapHUTUHA CUCTEMHBIN NEPBUYHbLIA. [ToucK MyTaLmin B
reHe SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD,
Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,

nuccn.

78480

7129

Ownactpodmyeckasn gucnnasus. Monck mytauuii B reHe SLC26A2,
M. (Diastrophic Dysplasia, Gene SLC26A2, Mut.)

nuccn.

50030

7927BSCL

OucTtanbHas moTopHasa Henmponatusa Tin V. MNouck myTaLummn B reHe
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene
BSCL2, Mut.)

nccn.

57890

71311GI

JuctanbHas cnuHanbHas aMmmnoTpodusi BpoXXAeHHas C napanMyom
avadparmel. Mouck mytauui B reHe IGHMBP2, m. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

nuccn.

120970

7132

OuctanbHas cnuHanbHas aMmnoTpodusi BpoXXaeHHas
HenporpeccupytoLwas. Mouck MyTauuii B «ropsdmnx» ydacTkax reHa
TRPV4, «ropsy.» yy. m. (Distal Spinal Muscular Atrophy

nuccn.

34300

7604KRT2

Uxtnos 6ynnesHbin. Mouck mytauun B rene KRT2, m. (Ichthyosis
Bullosa Of Siemens, Gene KRT2, Mut.)

nuccn.

57890

7133

WNxTno3 BynbrapHbii. Monck yacTteix MyTaumn B reHe FLG, 4. m
(Ichthyosis Vulgaris, Gene FLG, Freq. Mut.)

nccn.

26440

7829TGM1

VxTrno3 namennsapHbIni. Mouck Bcex n3BeCTHbIX MyTaLuWi B reHe
TGM1, m. (Autosomal Recessive Congenital Ichthyosis, ARCI 1,
All Known Mutations, Gene TGM1, Mut.)

nuccn.

78480

7140

KocTHas reteponnasusi nporpeccupytowas. MNouck MyTtawumii B reHe
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS,
Mut.)

nuccn.

70990

7141

KpaHnomeTadusapHas ancnnasus. lonck mytauuim B «ropaumx»
yyacTkax reHa ANKH, «ropsd.» y4. m. (Craniometaphyseal
Dysplasia, Gene ANKH, Hot-Point Mut.)

nuccn.

26440

7142

KpaHnomeTadusapHas ancnnasus. Nouck myTtaumii reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

nuccn.

94580

7143

KpaHuocuHocTo3s. Mouck myTaumn B reHe TWIST1, m.
(Craniosynostosis Type 2, Gene TWIST1, Mut.)

nccen.

34300

7717TMSX2

KpaHuocuHocTo3s. Mouck myTaumn B reHe MSX2, m.
(Craniosynostosis Type 2, Gene MSX2, Mut.)

nuccn.

26440

7834LMNA

Jlnnoguctpodums cemenHasa YactudHas. [Nonck mytauuin B
«ropsumnx ydactkax» reHa LMNA, «ropsd.» y4. m. (Familial Partial
Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)

nuccn.

18580

7835LMNA

Jlnnoauctpodust cemenHasa YactudHas. [Nonck mytauun reHa
LMNA, m. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

nuccn.

78480

7720LMNA

MaHngubynoakpanbHasi gucnnasusi ¢ nunoguctpodment. MNownck
MyTauui B ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia,
Exons 8, 9 Gene LMNA, Mut.)

nuccn.

18580

7605MVK

MeBanoHoBas aunaypus. lNouck mytaumm B reHe MVK, m.
(Mevalonic Aciduria, Gene MVK, Mut.)

nuccn.

78480




7836DIA1

Metremornobunemus, CYB5R3 y.m. (Methemoglobinemia, Gene

CYB5R3, Freq. Mut.) mcen. 17080
7147 MuoknoHuyeckas auctonust. Mouvck mytaumi B reHe SGCE, m.
(Myoclonic Dystonia, Gene SGCE, Mut.) mcen. 94580
7838DMPKI |MuoTtoHnyeckas auctpodus. Nouck 4acTblx MyTaLmi B reHe
DMPK, u. m. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) MCCH. 6580
77705 MwuoToHuueckas guctpodums, Tun 2, CNBP (ZNF9), u.m.
ncen. 6270
7148 MwnoTtoHusi TomceHa-bekkepa. Nouck 4acTblx MyTaLuMi B reHe
CLCN1, 4. m. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) MCCH. 26440
77704 MuToxoHapranbHble 3aboneBaHns, KOMMEKCHasA AnarHoCTuKa:
mutoxoHapuansHasa OHK, 4.m. ucern. 15160
7642 MoneKynapHbIA CKPUHUHT HAa MUKpoaeneunn/ Mrkpogynimkauum
XPOMOCOM mcen. 21480
77911 MykoBucLmaos. MNovck YacTbix MyTauuii B reHe CFTR, 4. m. (Cystic
Fibrosis, Gene CFTR, Freq. Mut.) ucen. 40100
7815HDI  [Xopest MeHTUHrTOHa. Mouck YacTbiX MyTauum B reHe 1T15, 4. m.
(Chorea Huntington, Gene IT15, Freq. Mut.) mcen. 5100
79720UCI |Mporpeccupytoasn meliweyHas guctpoduns OroweHHa/bekkepa
(MMAn), oeneuun n gynnukaumm reHa DMD ncen. 16100
7934FKTN |Mbiwe4vHasa guctpodus, Tun dykyama. Nonck mytauuin B reHe
FKTN, m. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, ucen. 94580
Mut.)
7163 MbliweuHas guctpodusa dmepu-Apendpyca. MNMovck MyTaumin B reHe
FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) ncen. 63130
7999LMNA [MbiweyHas guctpodums Omepu-Lpendyca. MNonck MmyTaunii B reHe
LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, ncen. 78480
Mut.)
7935 MbliweuHas guctpodusa dmepu-Apendpyca. MNMovck MyTaumin B reHe
3aMepuHa npu X-cuenneHHon copme, M. (Emery-Dreifuss Muscular| uccn. 34300
Dystrophy, X-Linked Gene Emerine, Mut.)
7936TRIM |HaHnam MULIBRAY. Mownck myTauun B reHe TRIM37, m. (Muscle-
Liver-Brain-Eye, Gene TRIM37, Mut.) mcen. 26440
7903SRY |HapyweHunsa getepmuHauum nona. MNowvck mytaumn reHa SRY, m.
(Disorders Sex Determination, Gene SRY, Mut.) ncen. 18580
7846SRY| |HapyweHus getepmmnHaumm nona. AHanus Hannuus reHa SRY, m.
(Disorders Sex Determination, Analysis Gene SRY, Mut.) ncen. 19880
7902PMP |HacnegcTtsBeHHas HerMponaTtus ¢ NOABEPXXEHHOCTbIO Napanuyy oT
caaenenus. MNownck myTaumii B reHe PMP22, m. (Hereditary ucen. 40670

Neuropathy with Liability to Pressure Palsies, HNPP, Gene




7725C1NHI

HacneacTBeHHbIN aHIMOHEBPOTUYECKUA OTeK. [onck MmyTaLumn B
reHe C1NH, m. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

nccen.

60690

7TT79HFEI

HacnenctBeHHbIn reMmoxpomaTtos, | Tun (reH HFE)
(Hemochromatosis Type 1 (Gene HFE))

nuccn.

980

7847ALX4

HesapaweHue pogHunykoB. [Nonck mytauun B reHe ALX4, M.
(Parietal Foramina, PFM, Gene ALX4, Mut.)

nuccn.

40670

7952PMP

Henponatusa ¢ napanunyamu oT caasnexus, PMP22, aeneumu un
aynnukauwmm (Charcot-Marie-Tooth disease type 1A (CMT1A))

nccn.

8540

7961GJB2I

OwvarHoctuka HacneacTBeHHbIX OPM HEMPOCEHCOPHOW TYroyXoCTu
(renbl GJB2, GJB3, GJB6, POU3F4, WFS1) y. m. (Diagnosis of
hereditary sensorineural hearing loss (GJB2, GJB3, GJBS6,

nuccn.

14230

7963GJB2I

HelipoceHcopHasi HeCMHApPOManbHasi TYroyxoCTb, MOSHbIVA aHanM3
reHa GJB2

nuccn.

26440

7910ELA2

Hewitponenus. Mouck mytauun B reHe ELA2, m. (Neutropenia
Severe Congenital 1 Autosomal Dominant, SCN1, Gene ELA2,
Mut.)

nuccn.

45530

7849NPHP1

HedpoHodTuns. MNonck myTtauuin B reHe NPHP1, m.
(Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)

nccn.

37300

7166

HedpoTtuyecknii cuHgpom. MNowvck myTtaumii B reHe NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

nuccn.

140630

7167

HedpoTtuyecknii cuHgpom. MNouvck myTtauumii B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

nuccn.

63130

7997SCN

HopmMokanuemnueckuin nepnognyeckuii napanuy. Nouck mytaumn
B 9k30He 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis,
Exon 13 Gene SCN4A, Mut.)

nuccn.

18580

7957RABPN

OkynodapvHreanbHas MbllleyHast guctpodus. MNomck YyacTbix
myTauui B reHe RABPN1, 4. M. (Oculopharyngeal Muscular
Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

nuccn.

6580

7701XI

OnpepneneHve HepaBHOBECHON NaioHM3aLMUK X-XpOMOCOMbI Npu
X-cLenneHHbIX peLieccuBHbIX 3aboneBaHusx y aesoyek (Non-
Random X Chromosome Inactivation in Females)

nccen.

24750

126r

OcHoBHble HacnencTBeHHble 3aboneBanus (reHsl CFTR, GJB2,
PAH, SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH,
SMN))

nuccn.

44220

7168

OcTeoneTpo3s peLieccuBHbIV (MpaMopHas 6onesHb koctein). Mouck
myTauui B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive
1, OPTB1, Gene TCIRG1, Mut.)

nuccn.

94580

7958TCIRG

OcTeoneTpo3s peLieccuBHbIV (MpaMopHas 6onesHb koctein). Mouck
yacTbix myTauui B reHe TCIRG1, 4. M. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRGH1, Freq. Mut.)

nuccn.

17080

7727THPGD

MepBu4yHas runepTpodnyeckas octeoapTponaTus
(naxvaepmonepuocTos). MNouck myTtauuii B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,

nuccn.

57890

7728BMPR

MepBuyHasn nerovHast rmnepTeH3usi. NMouck MyTaumin B reHe
BMPR2, m. (Primary Pulmonary Hypertension 1, PPH1, Gene
BMPR2, Mut.)

nuccn.

118170




7851MEFVI |MNeprognyeckas 6onesHb. MNMonck mytaumi B reHe MEFV, M.
(Familial Mediterranean Fever, FMF, Gene MEFV, Mut.) mcen. 81280
7012MEI [lMepuogunyeckas 6onesHb. [Nouck YacTeix MyTaummn B reHe MEFV, u.
M. (Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) ucen. 13060
7853RP2 [MurmeHTHas gereHepaums cetdatku (reHsl ABCA4, BEST1,
RPE65, GUCY2D, CEP290, CNGA3, CRB1, CNGB3) mcen. 26440
7176 MukHogusocTo3s. MNovck myTauwmi B reHe CTSK, m.
(Pyknodysostosis, PKND, Gene CTSK, Mut.) mcen. 50030
7998FLCN |MHeBMOTOpaKC NEPBUYHbIA CMOHTaHHbIN. [lonck MyTauuii B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene mcen. 94580
FLCN, Mut.)
7636SHH |MNMonugakTtunus. Mouck myTtauui B reHe SHH, m. (Polydactyly,
Gene SHH, Mut.) mcen. 26440
7730GLI3 |Monupaktnnus. MNouck mytaumn B reHe GLI3, m. (Polydactyly,
Gene GLI3, Mut.) mcen. 140630
7180 Mporepus XatunHcoHa-IMmndopaa. Mouck mytaumin B reHe LMNA,
M. (Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) MCCH. 78480
7183 lMceBgokcaHTOMa anacTuyeckas. [Nouck 4acTblX MyTaLuMin B reHe
ABCCB8, 4. M. (Pseudoxanthoma Elasticum, Gene ABCCB, Freq. ucern. 18580
Mut.)
7759LPIN |Pabgomuonus (MmornobuHypus). Monck mytaumi B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene uccern. 154490
LPIN1, Mut.)
7185 PetuHowmsuc. Mownck mytaumi B reHe RS1, m. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.) ucen. 50030
7649 CemelnHas runepxonectepmHemMmns (KOMNnekcHas AMarHocTuka -
reHbl LDLR, APOB, PCSK9) ucen. 16800
7647 CewmenHas runepxonectepuHemus, reH APOB100
ncern. 8850
7645 CemenHas runepxonectepuHemus, reH LDLR
ncen. 23350
7646 CewmenHas runepxonectepuHemus, reH PCSK9
ncen. 21250
7799TNFR |CemenHas nepuoguyeckasn nuxopagka. lNovck mytaumin B reHe
TNFRSFIA, M. (TNF-Receptor-Associated Periodic Syndrome, MCCH. 14440
TRAPS, Gene TNFRSFIA, Mut.)
7916PRF |[CemelHbIn remodaroumTapHbIv niumdorncTmoumtos. MNounck
myTauumi B reHe PRF1, m. (Familial Hemophagocytic ucen. 45530
Lymphohistiocytosis, Gene PRF1, Mut.)
7917STX |CemeliHbIn remodarouutapHbln nuMdornctmoumntos. Monck
myTaumm B reHe STX11, m. (Familial Hemophagocytic ucen. 34300

Lymphohistiocytosis, Gene STX11, Mut.)




7915STXB

CewmelHbI remodaroumTapHbivi niumdorncTmoumTos. MNounck
myTaumm B reHe STXBP2, m. (Familial Hemophagocytic
Lymphohistiocytosis, Gene STXBP2, Mut.)

nccen.

94580

7914UNC

CemelHbIN remodaroumTapHbivi iumdorncTmoumTos. MNounck
myTauui B reHe UNC13D, m. (Familial Hemophagocytic
Lymphohistiocytosis, Gene UNC13D, Mut.)

nuccn.

140630

7914UNCA1

CemelHbIN remodaroumTapHbivi iumdorncTmoumTos. MNounck
YyacTbix myTauui B reHe UNC13D, 4. M. (Familial Hemophagocytic
Lymphohistiocytosis, Gene UNC13D, Freqg. Mut.)

nuccn.

17080

7004MRI

CemelHbIN MegynnsapHbIA pak LWMTOBMOHOW xenesbl (3k3oHb! 10,
11, 13, 14, 15 reHa RET) (Familial Medullary Thyroid Cancer
(Exons 10, 11, 13, 14, 15 Gene RET))

nccn.

48330

77T98RET

CemelHbIN MegynnSapHbIA pak LWUMTOBUMOHOW xenesbl. [ounck
MyTauui B ak3oHax 5, 8 reHa RET, m. (Familial Meddulary Thyroid
Cancer, Exons 5, 8 Gene RET, Mut.)

nuccn.

26440

7797CIAS1

CewmeliHbIn X0nogoBon aytoBocnanuTeneHbin cuHgpom NLRP3 m.
(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3,
Mut.)

nuccn.

94580

7858NGFB

CeHcopHas nonuHenponatus, NGF m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene NGF, Mut.)

nuccn.

40670

7733CIAS1

Cungpom CINCA, red NLRP3 m. (Chronic Infantile Neurologic
Cutaneous Articular, Gene NLRP3, Mut.)

nccn.

94580

7186

Cungpom TAR. Mouck myTaumn B reHe RBM8A, m.
(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome,
Gene RBM8A, Mut.)

nuccn.

50030

7859FGD1

Cungpom Aapckora-CkoTTa (daumoreHutaneHasi gucnnasms).
Mownck myTauun B reHe FGD1, m. (Aarskog-Scott Syndrome,
Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1,

nuccn.

114420

7187

CuHppom AnbcTpoma. Nouck MyTauuii B «ropsidmx» ydacTkax reHa
ALMS1, «ropsa4.» y4y. m. (Alstrém syndrome, Gene ALMS1, Hot-
Point Mut.)

nuccn.

34300

7861KCNJ2

Cunagpom AHgepceHa. Mownck myTaumii B reHe KCNJ2, M.
(Andersen-Tawil Syndrome, Gene KCNJ2, Mut.)

nuccn.

40670

7913FGFR

Cunagpom AHTRn-Bukcnepa. MNouck MmyTauuin B 3k3oHe 9 reHa
FGFR2, m. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2,
Mut.)

nccen.

18580

7862FGFR2

CuHpgpom Anepa (akpouedanocuHgaktTunust). MNMouck YacTbix
myTauumi B reHe FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2,
Freq. Mut.)

nuccn.

26440

7863PRPS1

Cungpom Apta. MNownck mytaumi B reHe PRPS1, m. (Art's
Syndrome, Gene PRPS1, Mut.)

nuccn.

57890

7796PTEN

CuHgpom baHasH-Pannu-Pysanbbaka. Monck myTauuii B reHe
PTEN, m. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN,
Mut.)

nuccn.

70990

7703FLCN

Cunapom bepTa-Xora-Abtoba (BXA). MNouck myTaumii B reHe
FLCN, m. (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

nuccn.

94580

7189

Cunapom boyaHa-KoHpagwm (BKC, uepebporenatopeHanbHbIN
cuHgpom). Mownck myTtauuii B reHe EMG1, m. (Bowen Conradi
Syndrome, BCS, Gene EMG1, Mut.)

nuccn.

40670




7734BCS

CuHapom bbepHcTaga (cMHApPOM KypyaBbix Bonoc). MNMouvck
myTauui B reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L,
Mut.)

nccen.

40670

7867EDNRB

Cungpom BaapgeHbypra-Llaxa. MNouck mytauuin B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

nuccn.

57890

7866PAX3

Cungpom BaapgeH6bypra. Nouck myTtauui B reHe PAX3, m.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

nuccn.

63130

7190

Cunapowm BaH gep Byaa. Mouck myTtauuii B reHe IRF6, m. (Van der
Woude Syndrome, Gene IRF6, Mut.)

nccn.

70990

7868WAS

Cungpom Buckotta-Ongpuda (CBO). MNouck myTaumn B reHe WAS,
M. (Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

nuccn.

57890

7785PHOX2
B

CuvHOpOoM BpOXAEHHON LeHTpanbHol runoseHTunsumm (CBLN).
Mownck yacTbix MyTaumi B reHe PHOX2B, u. m. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

nuccn.

17080

7192

Cungpom NepmaHcku-INyanaka (AnbO61HU3M rnaso-KOXHbIV C
remopparmyecknum guatesomM 1 nurMmeHTaumen peTmkyno-
aHAoTenManbHbIX KNeTok). [Monck YacTelx MyTaumn B reHe HPS1, u.

nuccn.

26440

7869GLI3

CuHapowm [petira (cemelnHbIn runeptenopuam). Mownck mytaunii B
reHe GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)

nccn.

140630

7737RAB27

Cungpowm Npucuennu. Mowuck myTaumi B reHe RAB27A, m.
(Griscelli Syndrome, Gene RAB27A, Mut.)

nuccn.

45530

7738FGFR

Cunpgpom [IxekcoHa-Belicca. MNMonck myTauui B 9k30He 9 reHa
FGFR2 n ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss Syndrome,
JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

nuccn.

26440

77703

Cungpom OPMJA, ATN1, y.m.

nuccn.

6270

7003UGI

Cungpom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
UGT1A1))

nuccn.

1920

7194

Cunapom XKybepa (CXK). AHanus ymcna konuin reHa NPHP1
(Joubert Syndrome, Cerebelloparenchymal Disorder IV, CPD IV,
Classic Joubert Syndrome, Joubert Syndrome type A, Joubert-

nccen.

37300

7195

CuHapom KapneHTepa (akpouedanononMcuHaakTunms BTOporo
tina). Monck myTtauuii B reHe RAB23, m. (Carpenter Syndrome,
Gene RAB23, Mut.)

nuccn.

57890

7768GJB2

CuHapom kepatuta-uxtmosa-tyroyxoct (KUA-cuHgpom). Monck
myTaumi B reHe GJB2, m. (Keratitis-Ichthyosis-Deafness
Syndrome, KID Syndrome, Gene GJB2, Mut.)

nuccn.

26440

7198

Cunapom Knunnensa-®enns (cuHgpom KopoTkoW wew). Momck
myTauui B reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF®,
Mut.)

nuccn.

34300

7739ERCC6

Cunapom KokkenHa. Monck mytaunii B reHe ERCCB, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

nuccn.

154490

7199

Cunapom Koctenno. Mouck myTtauuii B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

nuccn.

18580




7202

Cungpom KodpdmHa-JToypu (CKIT). Momck myTaumin B reHe
RPS6KA3, m. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

nccen.

154490

7740PAX3

CuHapom kpaHunodaumansHom AMcMopdun-TyroyxocTu-yneHapHOM
aesnauum kucten. Mouck mytauun B rene PAX3, m. (Craniofacial-
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

nuccn.

63130

7010UGI

OwnarHoctuka cuHgpoma Kpurnepa-Hanspa (CKH, cemerinas
xentyxa) (reH UGT1A1). (Crigler-Najjer Syndrome, Gene UGT1,
Mut.)

nuccn.

25930

7760FGFR3

CuHapom Kpy3oHa ¢ YepHbIM akaHTO30M. [loMck MyTaLmii B 3K30He
10 rena FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican,
CAN, Exon 10 Gene FGFR3, Mut.)

nccn.

18580

7964FGFR2

Cunapom Kpy3oHa. Mouck myTtauuii B ak3oHax 7 1 9 reHa FGFR2,
M. (Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

nuccn.

26440

77714

CuHApPOM MOMKOM X-XpOMOCOMbI C Tpemopom/aTakcuen, FMR1,
Y.M.

nuccn.

6270

7794CIAS1

Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome,
MWS, Gene NLRP3, Mut.)

nuccn.

94580

7204

Cunppom Makneoga. Mouck myTtaumn B reHe XK, m. (McLeod
Syndrome, Gene XK, Mut.)

nccn.

40670

7643

CuHgpom MapTtuHa-benn (cuHgpom nomkon X XpoMocoMmbil)

nuccn.

11650

7006A2I

CVHAPOM MHOXECTBEHHOW 3HAOKPUHHONM Heonnasum 2A Tuna
(ak3oHbl 10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A
(Exons 10, 11 Gene RET))

nuccn.

29240

7005B2I

Cu1HAPOM MHOXECTBEHHOW 3HAOKPUHHONM Heonnasum 2B Tuna (reH
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

nuccn.

19880

7743ZEB2

CuHpgpom Moyat-BunbcoH. Monck mytauuii B reHe ZEB2, m.
(Mowat-Wilson Syndrome, Gene ZEB2, Mut.)

nuccn.

118170

7872NBS1I

Cungpom HuiimereH, NBN u.m. (Nijmegen Breakage Syndrome,
NBS, Gene NBN, Freq. Mut.)

nccen.

1050

7213

CuvHAOpOM HorTen-HagaKoneHHUka (ocTeoHnxoamcnnasus). MNMouck
myTaumm B reHe LMX1B, m. (Nail-Patella Syndrome, NPS,
Onychoosteodysplasia, Gene LMX1B, Mut.)

nuccn.

57890

7215

Cunpgpom Ocnepa-Panato-Bebepa (HacnegctBeHHas
remopparuyeckas TeneaHrnakrasus). lNouck mytaumn B reHe ENG,
M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

nuccn.

70990

7744GLI3

Cungpowm MNannuctepa-Xonna. Mowvck mytaumn B reHe GLI3, m.
(Pallister-Hall Syndrome, Gene GLI3, Mut.)

nuccn.

140630

7874TBX3

Cunpgpom Mannuctepa. Mouck myTauumn B reHe TBX3, m. (Pallister
W Syndrome, Gene TBX3, Mut.)

nuccn.

57890

7217

CvHppom nogkoneHHoro ntepurnyma. MNouvck mytaumi B reHe IRF6,
M. (Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

nuccn.

70990




7745FGFR

Cungpom lNdariddepa. Monck myTauuii B 3k3oHax 7, 9 reHa
FGFR2 n ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7,
9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

nccen.

34300

7218MEI

Cungpom PetTa. Monck myTtauuii B rene MECP2, M. (Retts
Syndrome, Gene MECP2, Mut.)

nuccn.

22300

7219

Cungpom Cetpe-YoTaeHa. MNouck myTaumn B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

nuccn.

34300

7220

Cungpom Cunbaepa. [Nouck myTtauuin B reHe BSCL2, m. (Silver
Syndrome, Gene BSCL2, Mut.)

nccn.

57890

7221

CuHgpom CumncoHa-lonabu-bemens. MNouck MyTaumin B reHe
GPC3, m. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1,
Gene GPC3, Mut.)

nuccn.

63130

7877DHCRY

Cungpom Cmuta-Jlemnu-Onuua (CITOC). Monck myTauuii B reHe
DHCR7, M. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

nuccn.

70990

7879AR

CuHppom TecTukynsipHon oemmHusanmm (CTP, cuHapom
Moppwuca). Mouck mytauui B reHe AR, M. (Testicular Feminization
Syndrome, Gene AR, Mut.)

nuccn.

78480

7747TCOF1

CuHppom Tpuyepa-KonnuHsa-®paHyeckeTt (MaHambyno-
daumnanbHbIi Agn3octos). Monck mytaumi B reHe TCOF1, m.
(Treacher-Collins Syndrome, Franceschetti-Klein Syndrome,

nccn.

154490

7984VHL

Cungpom Xunnens-finHgay (uepebpo-peTuHo-BUCLEParbHbIN
aHrnomatos). MNownck mytaumii B reHe VHL, m. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,

nuccn.

34300

7973VHL

Cungpom Xunnens-finHgay (uepebpo-peTuHo-BUCLEparbHbIN
aHrmomato3s). OnpegeneHuve Yncna konui reHa VHL, m. (Von
Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary

nuccn.

37300

7652

Cungpom LUAOACUIT, reH NOTCH3

nuccn.

22420

7223

Cunpgpom LliBaxmaHa-[JavimoHaa. Mouck mytauui B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

nuccn.

45530

7224

Cunpgpom LliBaxmaHa-[JanmoHaa. Mouck YacTbix MyTaLmin B reHe
SBDS1, 4. M. (Shwachman-Diamond Syndrome, Gene SBDS1,
Freq. Mut.)

nccen.

18580

7911PLODI

CuHpgpom 3Anepca-Aanno, tun VI. MNonck YacTbix MyTauuii B reHe
PLOD, 4. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD,
Freq. Mut.)

nuccn.

29240

7750CHRNG

CuHgpom 3Sckobapa. MNouck myTtaumn B reHe CHRNG, m. (Escobar
Syndrome, Gene CHRNG, Mut.)

nuccn.

63130

77708

Cnactuueckas napannerus LUtpiomnens, tTun 4, SPAST (SPG4),
Y.M.

nuccn.

13990

7994IGHMB

CnuHanbHas ammoTpodums ¢ napanuyom guadparmel. Momck
myTauui B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA)
with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

nuccn.

118170

7996AMA

CnuHanbHas ammotpodms Tunel |, 11, 111, 1V (c onpegeneHnem
yncna konun SMN2) (Spinal Muscular Atrophy, SMA, Type |, II, 111,
IV (copy Number Variation SMN2))

nuccn.

14190




7228

CnuvHanbHast amuoTtpocua tunel |, 11, 11, 1V. Monck mytauuii B reHe
SMN1, M. (Tonbko NpyM HaNMM4MM ogHONM Konun reHa) (Spinal
Muscular Atrophy, SMA, Type I, II, lll, IV, Gene SMN1, Mut. (Only

nccen.

63130

7976ARI

CnuHanbHo-6ynbbapHas amvotpodma KeHHeau. Monck YacTbix
myTauumi B reHe AR, 4. m. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

nuccn.

6270

7788ATXN7

CnuHouepebennspHas atakcus. MNMonck YacTbiX MyTaLuWii B reHe
ATXN7, 4. m. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

nuccn.

17080

7787ATXNS

CnuHouepebennspHas atakcus. lNMonck YacTbiX MyTaLuii B reHe
ATXNS, 4. m. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

nccn.

17080

77712

CnuHouepebennspHble aTakcuu, peakue hopMbl, Y.M.

nuccn.

15160

77716

CnuHouepebennspHble aTakcuu, YacTble hopMbl, Y.M.

nuccn.

14700

7978PRNP

CnoHrnodgopmHas aHuedanonatusi ¢ HEMPONCUXNHECKNMM
nposiBneHusamu. Monck mytaunii B reHe PRNP, m. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP,

nuccn.

34300

7230

CrnonamnokocTanbHbIn AnsocTo3s. Mouck myTauun B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

nccn.

57890

7979TRAP

CnoHaunoanudusapHas gucnnasunsa (C3[). Monck myTauuii B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

nuccn.

40670

7980PRPS1

CynepakTtnBHoCTb hocdopubosunnupococdar cuHTetassl. Mouck
myTauumm B reHe PRPS1, m. (Phosphoribosylpyrophosphate
Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

nuccn.

57890

77711

TopcuoHHas anctonust, Tun 1, TOR1A (DYT1), u.m.

nuccn.

5800

7638TRPS

TpuxopuHodanaHreanbHbl cMHAPOM. [To1CK MyTauuin B reHe
TRPS1, m. (Trichorhinophalangeal Syndrome, TRPS, Gene
TRPS1, Mut.)

nuccn.

78480

7238

TpombouutoneHuss BpoxaeHHas. Mouck mytauuin B reHe MPL, m.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene
MPL, Mut.)

nccen.

63130

7885PRNP

daTanbHas cemenHas MHCOMHUS. [Nonck myTauun B reHe PRNP,
M. (Fatal Familial Insomnia, FFl, Gene PRNP, Mut.)

nuccn.

34300

7888PAH

®eHnnkeToHypus. MNouck mytauun B reHe PAH, M.
(Phenylketonuria, PKU, Gene PAH, Mut.)

nuccn.

94580

77811

®eHnnkeToHypus. Nonck YacTbix MyTauun B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

nuccn.

40100

7240

®nbpoamcnnasusa occudumumpyoLas nporpeccupyowas. lNMonck
MyTauui B «ropsiumx» ydactkax reHa ACVR1, «ropsy.» y4y. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-

nuccn.

40670

7241

dubpoarcnnasus occucunumpytoLlas nporpeccupytoias. Monck
MyTauumi 6e3 «ropsumxy ydyactkoB reHa ACVR1, 6e3 «ropsiy.» yu.
M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1,

nuccn.

57890




7891BTK

X-cuenneHHas arammarnobynumHemus. MNMouck MyTauuin B reHe
BTK, m. (X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

nccen.

140630

7981BIRC4

X-cuenneHHbI numdonponudepaTuBHbii cuHapoM (6onesHb
OyHkaHa, cuHapom MypTunbo), XIAP m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

nuccn.

63130

7982SH2

X-cuenneHHbI numdonponudepaTuBHbii cuHapoM (6onesHb
OyHkaHna, cuHgpom MNyptuneo). Monck myTtaunii B reHe SH2D1A, m.
(X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,

nuccn.

40670

7894FRMD7

X-cuenneHHbIN MOTOPHbIN HUCcTarM. Nouck MyTaLuummn B reHe
FRMD7, m. (X-Linked Nystagmus congenital 1, NYS1 X-Linked,
Gene FRMD7, Mut.)

nccn.

94580

7983IL2RG

X-cuenneHHbIN TEXenbii KOMOMHUPOBaHHbBIA UMMYHOAE(ULNT.
Mownck myTauni B reHe IL2RG, M. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

nuccn.

40670

7786RMRP

XoHapoaucnnasua metadusapHas, Tun Mak-Kbtocuka. Mownck
myTauumi B reHe RMRP, m. (Metaphyseal Chondrodysplasia,
McKusick Type, Gene RMRP, Mut.)

nuccn.

18580

7244

XoHapoaucnnasua toyedHasa KoHpaau-XioHepmaHa. Mounck
myTauumi B reHe EBP, m. (Chondrodysplasia Punctata, CDP,
Conradi-Hunermann Syndrome, Gene EBP, Mut.)

nuccn.

40670

7245

XoHapokanbunHo3s. MNonck myTtauuin B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD,
Gene ANKH, Mut.)

nccn.

94580

77798

«[dpobbeBnaHasa» xopuopeTuHonatus, TunnposaHne HLA-A29
(Birdshot chorioretinopathy, HLA-A29)

nuccn.

4870

7889CHM

Xopovgepemusi. MNovck myTtaumi B reHe CHM, m. (Choroideremia,
CHM, Gene CHM, Mut.)

nuccn.

118170

7890CYBB

XpoHuyeckas rpaHynemaTosHasi 6onesHb. Movck MyTauuin B reHe
CYBB, M. (Chronic Granulomatous Disease, CGD, Gene CYBB,
Mut.)

nuccn.

94580

7757ERCC6

LlepebpookynodaumockeneTHein cuHapom. MNMouck mytauui B reHe
ERCCB8, m. (Cerebrooculofacioskeletal Syndrome, COFS
Syndrome, Gene ERCC6, Mut.)

nuccn.

154490

7896EXT1

OK30CTO3bl MHOXKECTBEHHbIE. [Tonck myTaumi B reHe EXT1, m.
(Multiple Exostoses, Gene EXT1, Mut.)

nccen.

94580

7895EXT2

OK30CTO3bl MHOXKECTBEHHbIE. [Tonck MyTaumin B reHe EXT2, m.
(Multiple Exostoses, Gene EXT2, Mut.)

nuccn.

118170

7758NDP

OkccyaatuBHas BUTpeoxopeopeTuHaneHas guctpodus. Momck
myTauumi B reHe NDP, m. (Familial Exudative Vitreoretinopathy,
FEVR, Gene NDP, Mut.)

nuccn.

26440

7897EDA

OkToaepmanbHas aHruapoTudeckasi gucnnasus. MNovck mytaumi B
reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

nuccn.

63130

7883GJB6

OkToaepmanbHas rugpoTudeckasi gucnnasus. MNovck mytaumn B
reHe GJB6, M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

nuccn.

26440

7248

AnudusapHas aucnnasusi, MHOXeCTBeHHas. [onck YacTbix
myTauui B reHe COMP, 4. m. (Multiple Epiphysial Dysplasia,
MED, Gene COMP, Freq. Mut.)

nuccn.

17080




7249

AnudmsapHas aucnnasus, MHoXecTBeHHas. MNouck myTauuii B
reHe SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene
SLC26A2, Mut.)

nccen.

50030

7985ALOX

OpuTpoaepmMus BpoXAEHHast MXTUo3Has (HebynnesHas). MNownck
myTaumi B reHe ALOXE3, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene ALOXE3, Mut.)

nuccn.

118170

7987L0OX12

OpuTpoaepmMus BpoXAEHHast MXTMo3Has (HebynnesHas). MNownck
myTaumi B reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene LOX12B, Mut.)

nuccn.

78480

7986TGM1

OpuTpoaepmus BpoXAEHHast MXTMo3Has (HebynnesHas). MNownck
myTauumi B reHe TGM1, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene TGM1, Mut.)

nccn.

78480

7901GJB3

OpuTtpokepatogepmus. MNouck myTtauui B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

nuccn.

26440

7899GJB4

OpuTtpokepatoaepmus. MNouck myTtauui B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

nuccn.

26440

7250

OpuUTpOLMTO3 peLeCcCHBHbBIN (CemMelHas HacneacTBeHHast
nonuumTtemusi). MNouck mytaumii B reHe VHL, m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Mut.)

nuccn.

34300

7900VHLI

OpuUTpOLMTO3 peLeCcCrBHbIN (CemMeHas HacneacTBeHHast
nonuumTtemust). Mouck YacTtbix MyTauuii B reHe VHL, 4. m.
(Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

nccn.

19880

7021

eHoamarHocTuka 6eTa-Tanaccemuin U remorrnobrHonaTuii
(reHotunuposaHune HBB) (Molecular diagnosis of beta-thalassemia
and hemoglobinopathies (HBB gene))

nuccn.

18210

7022

OwnarHoctuka TTR-ammnonaosa (CekBeHMpoBaHue 2-4 3K30HOB
reHa TTR) (Molecular diagnosis of ATTR-amyloidosis (sequencign
of 2-4 exons of TTR gene))

nuccn.

16330

7023

eHogmarHocTuka anbda-tanaccemun (HBA1, HBA2, HS-40)
(Molecular diagnosis of alpha-thalassemia (HBA1, HBA2 genes
and HS-40 regulation locus))

nuccn.

18210

7620

HacnepncteeHHble chopmbl naHkpeaTuTa (reHbl PRSS1, SPINK1)
(Hereditary pancreatitis (PRSS1, SPINK1 genes))

nuccn.

6510

7621

®pykTo3emus (reH ALDOB) (Hereditary fructose intolerance
(ALDOB gene))

nccen.

6970

7658

HacnegcTtBeHHas aHaoTenManbHas AUCTPOdusa porosuLbl -
anctpocusa dykca (reH TCF4) (Fuchs endothelial dystrophy (gene
TCF4))

nuccn.

6970

7659

KomnnekcHas guarHoctuka yeentoB (HLA-B27, HLA-B51, HLA-
A29) (Diagnosis of uveitis (HLA-B27, HLA-B51, HLA-A29))

nuccn.

16330

7660

BonesHb Momne (reH GAA) (Pompe disease (GAA gene))

nuccn.

18210

24. ONPEOENEHWE BUOJTOrMYECKOIO POACTBA B CEMbE: OTLIOBCTBA U
MATEPUHCTBA (Definition of Biological Relationship: Paternity and Maternity)

24.1. OnpepneneHne 6MoONoOrM4eckoro poAcTBa B CEMbe: OTLOBCTBA U MaTepUHCTBa
(Definition of Biological Relationship: Paternity and Maternity)




BP3/5

CpouyHoe ycTaHoBreHne bronormyeckoro poacTea Ans OgHOro 13
poauTenen npu 6eccnopHoM poactee apyroro (3 yen.) (Urgent
Establishment of Biological Relationship for One Parent at

nccen.

75110

BP3/20

YcTaHoBneHue 6uonormyeckoro poacTea Ans O4HOro 13
poauTenen npu 6eccnopHomM poacTee apyroro (3 ven.)
(Establishment of Biological Relationship for One Parent at

nuccn.

47030

BP2/5

CpouyHoe ycTaHoBreHne bronormyeckoro poacTea Ans OgHOro U3
poauTenen npu otcytcTeum gpyroro (2 Yern.) (Urgent
Establishment of Biological Relationship for One Parent in

nuccn.

75110

BP2/20

YcTaHoBneHue 6uonormyeckoro poacTea Ans O4HOro 13
poauTenen npu otcytcTeum apyroro (2 ven.) (Establishment of
Biological Relationship for One Parent in Absence of Another (2

nccn.

38610

BP/O0OM

[ononHUTENbHBIN Y4acTHUK UccnegoBaHus (pebeHok nnu matb
unu ote) (Additional research participant (child or mother or
father))

nuccn.

16610

25. HACNE[OCTBEHHbIE BONE3HN OEMEHA BELLECTB Y HOBOPOXOEHHBLIX / CKPUHUHI
«MATOYKA» (Hereditary Metabolic Disorders in Newborns. Newborn Screening "HEEL")

25.1. HacnegctBeHHble 6one3Hn obMeHa BelecTB Y HOBOPOXAEHHbLIX/CKPUHUHT
«MaTouka» (Hereditary Metabolic Disorders in Newborns. Newborn Screening "HEEL")

*[ins TecToB, NOMEYEHHbIX *, HeobxoaMma npo6onoaroroBka (HMAT).

HBO1

AHanu3 cnekTpa aMUHOKMCIIOT U auuiKapHUTUHOB, TaHAEeMHas
MacC-CMeKTPOMETPUS, METO, Cyxol kannu kposu (Analysis of
amino acids and acylcarnitines, dried blood spots (MS/MS))

nccen.

12370

HBO2

AHanu3 cnekTpa opraHnyYecknx KACIoT MOYM METOL0M ra3oBov
xpomaTtorpadun ¢ macc-crnektpometpuen (FX/MC) (Analysis of the
spectrum of organic urine acids by gas chromatography with mass

nccen.

23630

7060

OnpepneneHve akTMBHOCTM BMOTUHMAA3L! (HE4OCTaTOYHOCTb
6uotmHmnaasel) (Biotin-Dependent Carboxylases Activity
(Biotinidase Deficiency))

nuccn.

14270

7061

B3>KX-MC-MC opraHuyeckmx KucnoT (cykumHunaueTtoH) (HPLC-
MS/MS Organic Acids (Succinylate))

nuccn.

9590

7040

Yactaa myTtaums B reHe BTD (HegocTaTo4HOCTb GUOTUMHMAA3bI)
(BTD (Biotinidase Deficiency) Gene, Freq. Mut.)

nuccn.

16610

7041GCDH

Yactas mytauus B reHe GCDH (rnytapoBsas aumgypwvs tun 1)
(GCDH (Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric
Aciduria, Type 1))

nuccn.

14270

7042

MonHbIn aHanu3 reHa GCDH (rmyTaposas aumgypws Tvun 1)
(GCDH (Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria,

Type 1))

nuccn.

121910

7048

YacTaa myTtaums B reHe HADHA (HegoctaTo4HOCTb
AnvHHouenoyeyHon 3-rmpgpokcuaumn-KoA-gerngporeHasbl)
(HADHA Gene, Freg. Mut. (Long-Chain 3-Hydroxyacyl-Coa

nuccn.

14270

7052

Yactas mytauus B reHe ACADM (HegocTaTouHOCTb
cpegHeLenoYevHon aernaporeHasbl XUpHbix kncnot MCAD)
(ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA

nuccn.

14270

7055

MonHbiI aHanu3 reHa OTC (HegoCTaTOYHOCTb
opHUTUMHTPaHckapbamunasel) (OTC Gene (Ornithine
Transcarbamylase (OTC) Deficiency))

nuccn.

112550




7056 Yactble myTaumu B reHe FAH (TuposuHemus tun 1) (FAH Gene,

Freq. Mut. (Tyrosinemia, Type 1)) ucen. 25970
7057 MonHbiI aHanu3 reHa FAH (TuposuHemus tun 1) (FAH Gene
(Tyrosinemia, Type 1)) mcen. 147650
7058 YactuuHbli aHanus reHa ASS (umtpynnuHemus) (ASS Gene, Freq.
Mut. (Citrullinemia)) ucen. 28310
26. ICCIIEQOBAHUE KAYECTBA BOJbl U NMOYBbI (Investigation of Water and Soil Quality)
26.1. BuicokoTexHonorn4yHble uccnegosanus sopabl (High Tech Investigations of Water)
*[ins TecToB, NOMEYEHHbIX *, Heo6xoaMma npo6onoaroroBka (HBOA).
9300KB |Bopa: nonHasi u KomnnekcHas oeHka kadectsa (Water: Complete
and Comprehensive Quality Assessment)* mcen. 30180
9850KB |Bopa: cokpalueHHas oueHka kavecTtBa (Water: Abridged Quality
Assessment)* mcen. 14740
9860KB |Bopa: nogo3peHue Ha 3arpsisHeHue ObiToBeiMu oTxogamu (Water:
Suspicion Household Waste Contamination)* ucen. 14270
9870KB |Bopa: nogo3peHue Ha 3arps3HEHUE NPOMBILLIIEHHBIMW OTX04aMU
(Water: Suspicion Industrial Waste Contamination)* mcen. 21290
9880KB |Bopa: nogo3peHue Ha 3arpsi3HeHUe NpoayKTamm CropaHus un
Bbibpocamu ot aBTomaructpanen (Water: Suspicion Products of mcen. 16610
Combustion and Emissions from Motorways Contamination)*
98950KB |Bopa: nogo3peHue Ha U3bbITOYHOE NPUMEHEHNE peareHToB ANns
Bogoouunctkmn (Water: Suspicion Excessive Use of Chemicals for mcen. 8190
Water Treatment)*
26.2. CkpuHUHroBble uccnenoBaHusa Boabl (Screening Investigations of Water)
*[lns TecToB, NOMEYEHHbIX *, Heo6xoaMma npo6onoaroroBka (HBOA).
1160C3KB |Bopa: oueHka kadectsa no 30 napametpam (Water: Quality
Assessment 30 Parameters)* ucen. 12140
1161C3KB |Bopa: oueHka kadectsa no 20 napametpam (Water: Quality
Assessment 20 Parameters)* ucen. 8770
1162C3KB |Paguonornyeckme nccnenoBaHus Nnpob NuTbeBOV Boabl — 6a30BbIf
TecT Ha obwyto a- n B-aktmBHocTb (Radiological Drinking Water ucen. 8960
Study — Basic Test a- and B-Activity)*
1164C3KB |OnpeneneHune KoHLEHTpaumin ons 4 paguoHyknnaos
(Determination of Concentration 4 Radionuclides)* mcen. 31820




1165C3KB

OnpepneneHne KOHUEHTpaUui Ana 6 paguoHyKnnaoB

(Determination of Concentration 6 Radionuclides)* mcen. 47620
26.3. BbicokoTexHonorn4yHble uccneposanus nousbl (High Tech Investigations of Soil)
*[lns TecToB, NOMEYEHHbIX *, Heo6xoaMma npo6onoaroroBka (HMOY).
9193KI |MNoyBa: koMnneKkcHasa ToKcukonoruyeckasi oueHka (Soil:
Comprehensive Toxicological Evaluation)* mcen. 37670
9833KI1 |MNoyBa: komnnekcHasa arpoxnMmmyeckas oueHka (Soil: Agrochemical
Evaluation)* mcen. 15210
27. KOMIMJIEKCHBIE MPOrPAMMbI OECINEQOBAHWUN (Mpocbunu) (Profiles)
27.1. Onsa peten (For children)
0
OBC45 |AHanusbl gns getckoro caga u wkonbl (Testing for Kindergarten
(1601) and School) mcen. 2730
OBC47 |OueHKka MMYHHOrO OTBeTa K AeTCkMM nHdekuusm (Pediatric
Infections: Immune Response) ucen. 6630
OBC89 |3poposbivi pebeHok: ans geten ot 0 go 14 net (Healthy Child: for
Children from 0 to 14 Years) ucen. 780
OBC159 |lMNepBnyHoe nabopaTopHoe obcnegoBaHne geTen Npyu NOJ03peHUN
Ha pa3BuUTME OCNOXHeHWI nocne uHdekumn COVID-19 mcen. 3540
27.2. Oins xeHwwmH (For women)
*[ins TecToB, NOMEYEHHbIX *, Heo6xoaMma npo6onoaroToBka (KXKLL).
** UccnegoBaHue Ne YPO-311C BbinonHsAeTcA B Komnsekce ¢ uccrniegosaHusimm Ne 2019, Ne
CEPT2019, Ne PUIN1A2019. UccnepoBaHue Ne YPO-311C Henb3sa 3aka3aTb oTaenbHO!
2019 Mporpamma cKkpuHWHra paka wemnku maTtku — onpegenexdue JHK
BIMY 1 uMtonornyeckoe nccrnegoBaHue cockoba ek MaTkm n ncen. 2960
LiepBUKanbHOro kaHana MeTo4oM >XMAKOCTHOW LUTONormm®
OBC95 |VIP-o6cnegoBaHue ans xeHwwuH (VIP-Survey for Women)
ncen. 18780
OBC80  |XeHckuin ropMoHanbHbIN NPOdUb: AUCHYHKLUS SUHHNUKOB,
HapyLueHns MeHcTpyansHoro umkna (Female Hormonal Profile: mcen. 3620
Ovarian Dysfunction, Menstrual Irregularities)
OBCB80NEW |XeHckuin ropMoHanbHbIn Npodnnb: AUCHYHKLUS SUHHUKOB,
HapyLUeHNs1 MEHCTPYanbHOro Lukna mcen. 5940
OBC70 |OHkopuck xeHckuit: werika maTkn (Women's Oncorisk: Cervix )
ncen. 2560




OBC81

Mpo6nembl HEBbIHALLMBAHUSA: ayTOMMMYHHBIV NPOdUIb

(Miscarriage: Autoimmune Profile) mcen. 9670
OBC82 |OueHka aHgporeHHoro ctaTtyca (Assessment of Androgen Status)
ncen. 1980
OBC88 |lnaHvpoBaHne 6epeMeHHOCTU: OnarHOCTMKa yporeHuTanbHbiX
nHdekumn (Pregnancy Planning: Diagnosis of Urogenital Tract mcen. 5160
Infection (UTI))
OBC83 |Xouy cTaTb MamoOn: KOMMEKCHoe obcrnegoBaHne npu
nnaHupoBaHun 6epemenHocTn (Want to Become a Mother: mcen. 7090
Pregnancy Planning, Comprehensive Survey)
OBC84 | TORCH-uHekunm (ToRCH-Infections)
ncen. 4570
OBC86 |bepemeHHocTb: Il TpumecTp (14-28 Hegenu) (Pregnancy: Second
Trimester (14-28 Weeks)) ucen. 780
OBC87 |bepemeHHocTb: Il TpumecTp (oT 29-30 Hegenb) (Pregnancy: Third
Trimester (29-30 Weeks) ) mcen. 3060
OBC121 |lMogroToBka k 6epemeHHOCTU: 6a30BbIV
ncen. 11940
OBC122 |lMogroToBka k GepeMeHHOCTU: OLEeHKa BUTaMMHHOIO cTaTyca
ncen. 2230
OBC123 |lMogroToBka k GepeMeHHOCTU: CKPbITbIA AedULUT xenesa
ncen. 1050
CNKA1 JlabopaTtopHasi AnarHocTMKa runepaHaporeHeMun
ncern. 2220
CIrKA2  |OueHka ropmoHanbHOro cratyca npu HapyLeHUn MeHCTpyanbHOro
umKna ncen. 2450
YPO-311C |Bupyc nanunnombl YeroBeka BbICOKOrO OHKOFEHHOro p1cka,
ckpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, uccern. 2260
66, 68 + KBM, onpenenexune [JHK B cockobe anutenuanbHbIX
OBC175 |[opmoHanbHoe ob6crnenoBaHve ANs XKEHLUH B Nepuos
MeHonay3sanbHoro nepexoga ncen. 1220
OBC187 | XeHckuii ropMoHanbHbIN NPOdWIbL: HapyLLEHWNS MEHCTPYanbHOMo
UMKNA, CKPUHUHT mcen. 1620
OBCB85NEW |BbepemeHHocTb: 1-i1 TpumecTp (1-13 Hegenu) unu 1-4 BU3NT
ncen. 5460
OBC193 |KomnnekcHoe nccrnegoBaHve abopTMBHOrO Matepuana, CKpUHWUHT
(Study of miscarriage tissues, screening) mcen. 18740
OBC194 |KomnnekcHoe nccrnegoBaHve abopTMBHOrO matepuana,
pacwupeHHoe (Comprehensive study of miscarriage tissues) mcen. 40250




OBC208

MogroToBka K nporpamMmMmam BCcrnomMmoratesibHbIX penpoayKTUBHbIX

TexHonorun (BPT), Bkntoyas SKO: komnnekc Ne 1 (Preparation for mcen. 8090
IVF programs)
27.3. ins myxu4uH (For men)
OBC9 |VIP-ob6cnegoBaHue ansa myxuuH (VIP-Survey for Men)
ncen. 12800
OBC69  |OHkopuCcK MyXCcKoW: npedcTaTenbHas xenesa (Male oncologic risk:
prostate) ncen. 690
OBC171 |'vnoroHagunam y My>4uH
ncen. 2810
OBC183 |KomnnekcHoe ropMoHanbHoe obcrnegoBaHune Ans MyX4YnH
ncen. 2190
OBC201 |CekcyanbHasi AUCYHKLUS Y My>x4mH. [NepBrnyHoe nabopatopHoe
obcnenoBaHue ncen. 810
27.4. ExeropHble npodunakTuyeckme oéenenaoBaHus (Annual preventive examinations)
3020 MHBUNO®JIOP - komnnekcHoe nccnegoBaHne MMKpodnopsl
yporeHuTansHoro TpakTa (INBIOFLOR - Comprehensive Study of ncen. 3430
Microflora Composition of Urogenital Tract (UGT))
OBC46 |ExerogHoe npodunaktuyeckoe obcnegosaHue (nocne 40 ner)
(Annual Check-Up after 40 Years of Age) ucen. 2460
OBC73 |Bbuoxumus KpoBu: pacLumMpeHHbIi npodunb (Serum Biochemistry:
Extended Profile) ucen. 1190
OBC74 |Bbuoxumus KpoBW: MUHUManbHBIA Npodune (Serum Biochemistry:
Minimum) ucern. 710
OBC79 |3popoB Thbl — 300p0OBa CTpaHa: exerogHoe npodunakTnyeckoe
obcnepoBanve (0o 40 net) (Healthy You — Healthy Country: mcen. 1760
Annual Check-Up up to 40 Years of Age)
OBC154 |Bbuoxumus kposu: 6a3oBbIN NPOdUb
ncen. 480
OBC155 |ExerogHas npodunakTuka: MUHUManbHbIA CKPUHUHT
ncern. 370
OBC164 |ButamvH D n MmHepanbHbIi 06MeH (MNepekpecTok)
ncen. 1210
OBC165 |lMpaBunbHoe nutaHue (MNepekpecTok)
ncen. 1760
OBC166 |BeretapuaHubl ([epekpecTok)
ncen. 1250




OBC167

Mukpo u makpoanemeHThl (MepekpecTok)

ncen. 5430
OBC168 |BeraHbl (MNepekpecTok)
ncen. 2690
OBC169 |OueHka BuTaMuHHoro cratyca (lepekpecTok)
ncen. 14760
OBC184 |beccoHHuua
ncen. 5740
OBC196 |Crtpecc
ncen. 9990
OBC199 |OuddepeHumnanpHas guarHocTuka genpeccum
ncen. 3000
OBC206 |Ons Tex, kto mHoro pabotaeT (For those who work hard)
ncen. 3080
OBC211 |Mukpo n makpoanemeHTbl (Micro-elements and macro-elements)
ncern. 8270
OBC212 |OueHka BMTaMuHHOro crtaTtyca (Assessment of vitamin status)
ncen. 25900
27.5. CnoptuBHble npodunu (Sport Profiles)
ClrOPT1 |Supersport bazoBbii
ncen. 1630
CrOPT2 |Supersport OnTMankeHbIn
ncen. 4550
CIrOPT3 |Supersport NpogBuHyThbIN
ncern. 8920
OBC160 |SuperSport — MuHumanbHbI
ncen. 1230
27.6. O6cnepnoBaHue aomawiHero nepcoHana (Checkup of household staff)
OBC48 |«Mos 3gopoBas HsHs» (My Healthy Nurse)
(1601) ncern. 9320
27.7. OueHka pucka pa3BuTUA 3aboneBaHui cepAevHO-COCYAUCTON CUCTEMbI
(Cardiovascular di risk nent) 0
OBC51 MpodmnakTrka 3abonesaHuin cepaua n COCYAoB U UX OCIIOXKHEHWN
(Preventing Heart and Blood Vessel Diseases ) mcen. 1870




OBC53

JIunuagHein npocuns: pacwmperHbin (Lipid Profile: Extended )

ncen. 1570
OBC54  |NunuagHbii npodunb: ckpuHuHr (Lipid Profile: Screening)
ncern. 330
OBC127 |NvunuaHbIi Npodunb: pacluMpeHHbIn He HaTowak (Lipid Profile:
Extended ) mcen. 1410
OBC128 |NnnuaHbIn Npodunb: CKPUHUHE He HaToLwak (Lipid Profile:
Screening) ucern. 330
OBC173 |Kapamopuck, CKPUHUHI-NEW - C BKITIOYEHUEM
BbICOKOYYBCTBUTENbHOro TponoHnHa u HatpuypeTtuyeckoro mcen. 4040
ropMmoHa (B-tuna) N-koHueBoro nponentuaa (Cardiovascular risk
1680 XonecTtepuH He-JMNBI HaTowwak
ncen. 300
1682 XonectepuH He-JIMNBI1 He HaTowwak
ncen. 300
1675 PeMHaHTHbIN XonecTepuH HaToLak
ncern. 570
1685 PeMHaHTHbLIN XonecTepuH He HaToLwak
ncen. 570
OBC200 |NunuaHbIn Npodunb: 3gopoBoe cepaue
ncern. 360
27.8. [lnarHoctuka aHTudocchonunuaHoro cuHapoma (Diagnosis of antiphospholipid
syndrome (APS))
OBC55 |AHTUdochonMnuaHelin cuHgpom (APC), nabopaTopHble KputTepun
(Antiphospholipid Syndrome, APS) mcen. 5980
27.9. [ilnarHocTMKa COCTOSIHUSA XKenyao4yHo-KuwweyHoro Tpakta (Diagnosis of
gastrointestinal tract (Gl Tract))
OBC62 |dmarHocTuka Lenuakmm: HenepeHoCcMMoCTb Gernka 3nakos
(rmoTeHa) (Coeliac Disease: Gluten Intolerance ) mcen. 9710
FACTP  |lacTtponaHenb (GastroPanel)
ncern. 6720
OBC202 |AHanusbl Ans cnpasku B 6accewH
ncen. 1360
27.10. OueHka cpyHkUmumu neveHu (Assessment of liver function)
0
OBC56 |O6cnenoBaHue nevexun: pacumpeHHoe (Survey of Liver: Extended )
ncen. 1610




OBC57

O6cnenoBaHne neveHn: ckpuHuHr (Survey of Liver: Screening)

ncen. 400
OBC59  |CKPVHWMHI ayTOMMMYHHOTO nopaxeHus nedenu (Autoimmune Liver
Disease: Screening) ucen. 11780
OBC59NEW | CKpPVHWHI @yTOMMMYHHOTO MOpaXeHWs neyveHu
ncen. 9750
OBC176 |CKPVHWMHI ayTOMMMYHHOIO MOPaXXEeHUS NeYeHN — pacLUMPEHHbIV
ncen. 16320
OBC186 |AyToumMyHHbIN renatuT Tmna 1 (AUIM-1; ayToMMMYyHHBIA renatut
B3POCIbIX), CKPUHWHT mcen. 4650
27.12. OueHka cbyHkUmum noyek (Assessment of renal function)
0
OBC61 O6cnenosaHmne noyek: ckpuHUHE (Survey of Kidneys: Screening)
ncen. 530
OBC60 |O6cnenosaHue noyek: pacwmpeHHoe (Survey of Kidneys:
Extended ) mcen. 1080
OBC192 |Ounabetnyeckas HedpponaTus: exerogHoe MMHUMarNbHoe
obcnenoBaHue ncen. 800
OBC195 |Ounabetnyeckas HedpponaTnsi: pacLUMPEHHbIN
ncen. 2760
27.13. NocnuTanbHble uccnepoBaHus (Hospital Examination)
OBC77 |[ocnutanusaums B TepaneBTudeckun ctaumoHap (Hospitalization
in Therapeutic Hospital) mcen. 2310
OBC78 |[ocnutanusaumsa B xvpyprudeckuii ctaumoHap (Hospitalization in
Surgical Hospital) mcen. 4820
OBC106 |locnutanu3aumns B XMpypruyeckuii cTaumoHap: paclumpeHHoe
obcnepoBanve (Hospitalization in Surgical Hospital: Extended mcen. 7570
Survey)
OBC189 |MapTHepckue poabl
ncen. 1970
OBC197 |lMnaHoBas rocnMTanu3aums B akyLuepckoe oTaeneHvne
ncern. 5330
OBC198 |locnutanusauns B oTaeneHne rmHeKonorum
ncen. 7450

27.14. QnarHocTuka 3aboneBaHui coeanHUTenbHou TkaHu (Diagnosis of connective
tissue diseases (disorders of connective tissue))




OBC63

Bonu B cyctaBax: paclumpeHHoe obcnenosaHue (Joint Pain:

Extended Survey) mcen. 10150
OBC64 |ApTpuTbl Npu peBMaTuyeckunx 3abonesanHusx (Rheumatic
arthritises) mcen. 3810
OBC64MOD [Bbonu B cyctaBax: ckpuHuHr (Arthralgia: screening test)
ncen. 6200
OBC120 |Moparpa
ncen. 510
OBC125 |PeBmatomngHbii apTput (Rheumatoid arthritis).
ncen. 1740
OBC170 |bonesHb BunbcoHa-KoHoBanosa, 6uoxmmudeckme tectel (Wilson-
Konovalov disease, biochemical tests) ucen. 5310
27.15. AnarHocTuka caxapHoro aunabeTta (Diagnosis of diabetes)
0
OBC65 |KoHTponb anabeta: pacwmpeHHbinn (Diabetes Control: Extended)
ncen. 1790
OBC65NEW |KoHTponb agnabeta: pacLUMpeHHbI
ncen. 2290
OBC66 |KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)
ncen. 510
OBC67 |Ounabet: ayTouMmMyHHble mapkepbl (Diabetes: Autoimmune
Markers) mcen. 7850
27.16. AnarHocTvKa U KOHTponb Tepanuu octeonopo3sa (Diagnosis and monitoring
therapy for osteoporosis)
OBC71 |OunarHocTtuka octeonopo3a (Diagnosis of Osteoporosis)
ncern. 6360
OBC124 |OueHka meTabonunama KOCTHOM TKaHU U pycka OCTeonopo3a:
paclunpeHHoe obcnepoBanme (Metabolic bone and osteoporosis mcen. 3720
risk evaluation: comprehensive examination).
27.17. OueHka byHKUMM WuTOoBUAHOM Xene3bl (Assessment of thyroid function)
0
0
OBC75 |LllutoBunaHas xenesa: pacwumpeHHoe obcnegosaHue (Thyroid
Gland: Extended Survey) ucen. 1380
OBC76 |LlutoBuaHas xenesa: ckpuHuHr (Thyroid Gland: Screening)
ncen. 810




OBbC207 |LluToBMnaHas xenesa: MMHUManbHeIn (Thyroid Gland: Minimal
Profile) ncen. 500
27.18. UHdbekumum, nepeaaBaemMblie nonoBbiM NyTéM (Sexually transmitted infections
(STI))
OBC90 |BWM, cudomnuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C)
mcen. 1160
OBCI1 WccnepnoBaHme komnnekcHoe «Cekc B 6onbLiom ropoae: 6
MHekuun (aHanma kpoeu)» (Comprehensive Study «Sex in City: 6 | uccn. 2750
Infections (Blood Test)»)
OBC92 WccnepgoBaHme komnnekcHoe «Cekc B 6onbliom ropoae: 14
MHEKLMI + Ma3ok Ha Mukpodpriopy» (Comprehensive Study «Sex | uccn. 6400
in City: 14 Infections + Smear on Flora»)
OBC105 |WccneposaHue komnnekcHoe «Cekc B 6onbliom ropoge: 12
nHpekumn + KBM (yporeHutanbHein cockob)» (Comprehensive ncen. 5440
Study «Sex in City: 12 Infections (Urogenital Scraping)»)
OBC93 WccnepnoBaHme komnnekcHoe «Cekc B 6onbLiom ropoae: 8
MHEKLMI + Ma3ok Ha Mukpodpriopy» (Comprehensive Study «Sex | uccn. 3570
in City: 8 Infections + Smear on Flora»)
3025 BeisiBnenve so3byautenen UMMM (4 + KBM): onpegenenve AHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas ucern. 800
vaginalis, Mycoplasma genitalium, JHK yenoBeka (ldentification
27.19. NMpo6nembl Beca (Weight Problems)
OBC94 |lNpobnembl Beca (nepBuyHOe obcrnenoBaHve 300pOBbs NaLNEHTOB
c HapyweHusimm Beca) (Weight Problems: Primary Survey) mcen. 2820
OBC94NEW |lNpobnembl Beca (nepeuyHOe obcrnegoBaHve NaLMeHToB C
HapyLleHnem Beca) mcen. 1770
OBC107 |lMepen aveTon: MuHuMansHoe obcnegoBaHue (Survey Before Diet:
Minimum ) ucern. 930
OBC108 |Mepen aveton: gononHuTensHoe obcnenosaHue (Survey Before
Diet: Additional ) mcen. 4250
27.20. Quethbl (Diets)
OBC112 |BeretapuaHubl
mcen. 1900
OBC113 |MNuTaHne, UcknyarLee KpacHOe MSICO
mcen. 530
OBC114 |benkoBas aneta
mcen. 2090
OBC129 |Mpodwmnb BeraHbl « MMHUMANBHbIAY»
mcen. 5100




OBC130

Mpodunb BeraHbl «ba3oBbIn»

mcen. 5480
OBC131 |MNpodwunb BeraHbl «PacluMpeHHbIN»
mcen. 14970
27.21. 3aboneBaHusa BepXHUX AbixaTenbHbix nyTen (Upper respiratory tract infection
(URI))
OBC97 |OP3, OPBW (Hacmopk, kallenb, 6onb B ropne) (Acute Respiratory
Infections, ARI: Runny Nose, Cough, Sore Throat) ucen. 8700
OBC158 |KoHTponbHOe nccrnegoBaHune nocne nepeHeceHHon ocTpon
pecnmpaTopHON BUPYCHOW MHMpEKLMK mcen. 920
OBC163 |O6cnenoBaHue nepen BakumHaumen npotus COVID-19
mcen. 2800
27.22. Anneprus (Allergy)
OBC98 Anneprusa Ha XMBOTHBbIX, Nbinb, nneceHb (Allergy to Animals, Dust,
Mold) mcen. 17360
OBC99 |Anneprusa Ha nuwesble NnpodykTel (Food Allergy)
ncern. 30420
OBC100 |Anneprus Ha nneceHb (Mold Allergy)
ncern. 5670
OBC101 |Anneprus Ha pacteHus (Plant Allergy )
ncen. 9890
27.23. N'emaTonorunyeckue uccneposaHus (Hematological Examination)
OBC103 |l'emocTtasuorpamma (koarynorpamma), ckpuHuHr (Coagulation,
Gemostaziogram, Screening) ucen. 1020
OBC109 |l'emocTasuorpamma (koarynorpaMmma) paclumpeHHas
(Hemostasiogram (coagulogram), extended mcen. 3640
OBC68 |OunarHoctuka aHemuii (Diagnosis of Anemia)
mcen. 2240
OBC185 |Xene3sogeduuntHast aHEMUS: ANArHOCTMKA U KOHTPOIb
3PPEKTUBHOCTN NEeYeHUs mcen. 1470
OBC191 |KoHTponb adhpeKTUBHOCTU fneveHust xxenes3ogeduumnTHONn aHemMum
npenapatamu xenesa, MUHUMarbHbIN mcen. 1100

27.24. Kpacota koxu, Bonoc u Horteu (Beauty of skin, hair and nails)




OBC118

Kpacota 3gopoBoii koxu (Healthy skin beauty)

ncen. 1910
OBC119 |CunbHble Bonockl, Kpenkue Hortu, 6apxaTHas koxa (Strong hair
and nails, velvet skin) ucen. 4510
27.27. OueHka cBepTbiBatolien cuctembl kpoBu (Assessment of Coagulation System)
OBC174 |lMepen Ha3Ha4YeHVEM aHTUKOArynsiHTOB
ncen. 1300
27.28. COVID-19
OBC172 |OunarHocTtuka noctkosmugHoro cuHgpoma (Diagnosis of Post-COVID-
19 syndrome) mcen. 4980
OBC177 |KomnnekcHoe nabopatopHoe obcrnegoBaHve nocne
nepeHeceHHoro COVID-19. [lnarHocTuka NoCTKOBMOHOIrO ucern. 3060
cuHgpoma (6e3 onpepenerus IgG aHTuTen k Bupycy SARS-CoV-2)
OBC178 |Onsa nepeboneswmx COVID-19. OueHka kapanopucka (For
recovered from COVID-19. Heart risk assessment) mcen. 2290
OBC179 |Ons nepeboneswmx COVID-19. O6cnenoBaHve yHKLMN NeYeHN
(For recovered from COVID-19. Liver function tests) mcen. 900
OBC180 |Onsa nepeboneswmx COVID-19. O6cnenosaHme yHKUMN NOYeEK
(For recovered from COVID-19. Kidney function tests) mcen. 1300
OBC181 |Ons nepeboneswmx COVID-19. ButamuHbl n MuHepansl (For
recovered from COVID-19. Vitamins and minerals) mcen. 4170
27.29. IlabopaTopHasi AnarHocTuka 3aboneBaHuUi, CONPOBOXAAOLMUXCS CUMINTOMaMu
Aaenpeccuun
OBC209 |NabopaTopHas avarHocTuka 3aboneBaHuii, CONMPOBOXAAIOLLMXCS
cumntomamm fenpeccun (Laboratory diagnostics of diseases mcen. 3350

manifested by symptoms of depression)
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