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"05" auBapst 2018 roga

lMpencKypaHT LieH Ha nabopaTopHbie uccnenoBaHusl, BbinonHsaeMble B 000 "MepJla6 Mnioc" (MEPBAA MEOULIMHCKASA

JIABOPATOPUA)

Ne na6. HanmeHoBaHune nccnegoBaHui
01.01. O6Lwmin aHanm3 KPoBK € nerikouuTapHon opmynoin + COS BeHO3Hast KPOBb
01.02. O6Lwuin aHanm3 KpPoBK ¢ nerikounTapHon opmyron + COD kanunsipHas KpoBb
01.03. 06w aHann3 Mo4n (6e3 Mnkpockonuu ocagka)

01.04. O6LWwuin aHan“3 MoOYM C MUKPOCKONUEN ocaaka

1.1. O6wuin 6enok

1.21. ACT

1.20. ANT

1.34. Bunupy6uH obLumii

1.35. BunupybuH npsimon

1.36. BunupybuH Henpsimoi

1.22. Amwunasa

1.4. KpeaTnHuH

1.5. MoueBuHa

6.3. A4YTB

6.5. MpoTpombrHoBOE BpeMSi, MPOTPOMOUHOBbLIN MHAEKC

6.9. POMK

6.6. DdunbprHOreH

01.05. JKcnpecc aHanm3 KpoBW Ha FIHoKO3y

1.14.2. 'nioko3a (BeHO3Hast KpOBb)

1.8. XonectepuvH obLwmmn

1.102. Tpurnuuepunasbl

1.33. LLlenoyHas docdoTasa
01.KOMMNNEKCHBIE MCCITEQOBAHUA
01.01.0BWME OANATHOCTUYECKME KOMIMIEKCHI

27.103. AHemus

27.91. AHTUOChONUNNAHBLIA CUHOPOM

27.107. Buromapkepbl OyHKLMOHANbHON CNOCOBHOCTY NEYEHN (PacLUMPEHHbIN)

27.106. Bromapkepbl yHKLUMOHANBHOM CNOCOBHOCTU NeYeHn (CKPUHMHT)

28.111. BUOXNMNA PACWNPEHHAA

27.108. Buoxvumus 6azosast

27.104. BbinageHne Bonoc (CKPUHWHI)

27.4. FTEMOCTA3NOIPAMMA (Koarynorpamma)

27.1. [ocnuTanbHbIM KOMNNEKC

28.110. FOCMNUTAJBHbIV KOMMNEKC PACLUMPEHHBIN

Cpoku, oHW

NNNODNNNNWN

Llena,py6
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350
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120

120

120

120

240

120

120

120

140

190

160

170

150

120

120

120

120

2690
3770
2260
1710
2930
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1610
910
990
3420




27.50.
28.100.
27.3.
28.101.1.
27.87.
27.102.
27.56.
27.55.
27.25.
27.69.
27.93.
27.54.
27.57.
27.92.
27.21.
27.5.

28.104.

27.109.1.
27.109.2.
27.6.
27.81.
27.82.
27.80.
27.77.
27.78.
27.79.
28.103.

28.117.
28.116.

28.115.
28.3.

27.110.1.
27.110.2.
27.84.
27.62.

28.119
28.105.
27.99.1.
27.99.2.

27.49.
27.47.

3.1.1.
3.1.2.

3.4.
3.2.1.
3.2.2.

3.3.1.
3.3.2.

3.5.1.
3.5.2.

3.6.1.
3.6.2.
3.8.1.
3.8.2.
3.7.1.
3.7.2.
9.3.

9.4.

10.1.
9.2.

ExerogHoe npodunakrTuyeckoe obcnegosaHune
MBC (cbakTopbl purcka n neyveHue)

JIunuaHbIi KOMNNEKC (QuarHocTuka atepockneposa)
MEPLATENbHAA APUTMNA

MeTabonuuyeckuin npodunb

OcTteonopo3s

MeveHb

MopxenynoyHas xxenesa

Moukun

PeBmaTounaHbivi apTput

CaxapHbivi guabet

CaxapHbiii AnabeTt (CKPUHWUHT)

CycTaBbl

Liennakuns

LLinToBnaHas xenesa

LLinToBnAaHas xenesa (CKPUHUHT)
01.02.ANATHOCTUKA MHDEKLINN
TORCH-NH®EKLIMN

01.03.4J14 XKEHLWWH

CHECK-UP Ne1 O1A XXEHLWWH (ananus kposu)
CHECK-UP Ne2 1A XXEHLLWH (ananu3 maska)
AnpeHoreHuTanbHbIN KoMrneke (M36bITOK MyXXCKMX FOPMOHOB Y XKEHLLMH)
>KeHckne ropmoHbl (ntoTenHoBas dasa)

YKeHckue ropmoHbl (MeHonay3a)

>KeHckne ropmoHbl (bonnukynsapHas dasa)
O6cnenoBaHve npu 6epemeHHocTH (1 TpMecTp)
O6cnenoBaHve Npu 6epemMmeHHOCTH (2 TpUMecCTp)
O6cnenoBaHve npu 6epemeHHocTH (3 TpUMeECTp)
OHKoMapKepbl AN XeHWWH (NpodunakTuyeckoe obcrnenosaHve)

NMNAHNPOBAHWE BEPEMEHHOCTU MHPEKLINW (MperpaBupapHas nogrotoeka)
NMNAHNPOBAHWE BEPEMEHHOCTW OBLLEKNNHNYECKWE NMOKA3ATENN
(MperpaBuaapHasi NoAroToBKa)

MNNAHUPOBAHWE BEPEMEHHOCTW LLEPBUKANBHbLIV CKPUHWHI, MMM
(MperpaBuaapHasi NoAroToBKa)

MPO®UIIAKTUKA PAKA MOJTOYHOW XKEJE3bI

01.04.4J14 MY>K4YNH

CHECK-UP Ne1 1A MY>XYWNH (aHanu3a kposw)

CHECK-UP Ne2 OJ1A MY>X4YWH (aHann3 mo4n)

My>kckne ropMoHb!

OHkoMapkepbl AN MyXUnH (npodunaktnyeckoe obcnenosBaHue)

01.05.41A OETEW

CHECK-UP Ne1 OJ14 NOAPOCTKOB (aHanu3 kposu)

ExxerogHoe obcnepoBaHue pebeHka

300POBbIN PEBEHOK (BeHo3Has KpoBb)

300POBbI/ PEBEHOK (kanunnsipHas KpoBb)

01.06.PNTHEC KOMMNEKCHI

PUTHEC KOHTPOIb CMOPTUBHOIO NMNTAHUA

PUTHEC MOHUTOPUHI

02.0OBLLEKITMHUYECKNE NCCNEAOBAHUA

02.01.0BLLEKNNMHNYECKUE NCCINEOOBAHNA KPOBU

02.01.01.06Lwwmin aHanm3 Kposwu

06w aHanu3 kposu 6e3 nenkoumTapHon POpMyrbl BEHO3HAs KPOBb

06w aHanu3 kpoBu 6e3 nenkoumMTapHor opMyrbl KanunsipHas KpoBb

06Kt aHanm3 KPOBU pacLUMPEHHbIN ¢ NerkouMTapHo hopMynon n peTukynoumtTamm (

TONbKO BEHO3Hasi KPOBb)

O6Lwnin aHanm3 KPOBU C NerKoLMUTapHOM opMysion BeHO3Hasi KPOBb
O6LWwuWin aHanm3 KPOBU C NeKoLUTapHOW hopMyrion KanunnspHas KpoBb
02.01.02.CO3

COQ3 no BecteprpeHy (BeHO3Hast KPOBb)

COQ3 no BecteprpeHy ( kanunnspHas KpoBb)
02.01.03.J1erikouutapHas dopmyna

JlenkoumntapHas dopmyna (BeHO3Has KpoBb)

TenkouutapHasa copmyna (kanunnspHas KpoBb)
02.01.04.PetukynouunTbl

PeTuKynoumntsl BeHO3Hasi KPOBb

PeTukynounTbl KanunnsipHasi KpoBb

02.01.05.JononHnTenNbHbIE UCCreoBaHUS K 06LLeMy aHanuay Kposu

OnpepfeneHve NpoLEeHTHOro coaepXaHnsi MOHOHYKIIeapoB B KPOBY (BeH. KPOBb) (Ha3HayaTb

BmecTe ¢ "OAK")

OnpepfeneHve NpoLEeHTHOrO coaepXaHnUsi MOHOHYKIIeapoB B KPOBY (kar. KpoBb)(Ha3HavaTb

BmecTe ¢ "OAK")

Mopcyet TpomboumnToB no metogy ®oHuo (BeH. KpoBb) (Ha3HavaTe BMecTe ¢ "OAK")

MopcueT TpoMGouuToB No metogy PoHUO (Kanun.kpoBb) (HasHavaTb BMecTe ¢ "OAK")

02.02.0BLLEKITNMHNYECKUE NCCINEOOBAHNA MOYU
2-x cTakaHHas npoba

3-x cTakaHHas npoba

AHanus Mo4n no 3MMHULKOMY

AHanua mo4un no HeunnopeHko
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1400
1830
750
4310
3110
3350
1200
820
1010
2190
3160
1220
1330
2980
2060
1500

3400

9330
5060
1240
560
1110
3000
8370
630
4720
3250

4660

3310

3790
4100

9140
4180
3420
2290

6020
3260
550
550

2340
3780

200
250

300
250
250

100
200

200
250

150

250

150

150

150

150

350

350

200
200



9.1.
9.5.

21.12.
21.11.
21.6.
21.2.
21.14.
21.7.
21.3.
21.13.

21.10.
21.5.

1.3.

1.64.1
1.2.
1.53.

1.641.1.
1.641.2.

1.4.
1.52.
1.5.
1.1

1.103.
1.58.
1.49.
1.57.
1.105.
1.54.
1.51.
1.50.
1.46.
1.101.

1.6.
1.7.
1.13.
1.12.

1.65.1

1.67.1

1.66.1
1.102.
1.8.
1.10.
1.9.
1.11.

1.18.
1.14.2.
1.16.
1.16.1.
1.107.
1.63.
1.108.
1.109.
1.19.
1.17.

1.21.
1.20.
1.22.
1.23.
1.28.
1.26.
1.29.
1.27.
1.24.
1.31.

O6wuin aHanu3 mo4un

O6LWmMn aHanM3 MoYM METOAOM MPOTOYHOM LUTOITYOPUMETPUM (BbICOKOHYBCTBUTENBHBIN
TecT)

02.03.0BLWEKNNHNYECKWE NCCIEOOBAHUA KATA
BnacTtouncTbl

MmeHonennaosbl

WccnepoBaHue cockoba Ha 3HTepobuos

Konporpamma

JIeHTOuHbIE YepBU

MpocTenwmne

CkpblTas KpoBb

CTpoHrunongbl

Tect «Colon View Hb 1 Hb/Hp» Ha ckpbITyto KpoBb B kane (obHapyeHve remornobuHa unm

Komnnekca remornobuHa/rantornobvHa B kane)

Anya renbMUMHTOB

03.BUOXUMUNYECKWNE UCCIEOOBAHUA
03.01.BMOXUMUYECKNE NCCNEQOBAHUA KPOBU
03.01.01.5enkoBbIf 1 aMUHOKUCIOTHbIN 0B6MeH
AnbOymuH

AHanu3 KpoBW Ha coaepXkaHne HeaamMmeHUMbIX aMUHOKUCHOT (16 nokasaTenen -
acnapruHoBasi, TPEOHWH, ryTaMUHOBAS, MMULWH, anaHuH, CEPUH, BarniMH, METUOHWH, NenL
Benkosble dpakumm B T.4. O6wWmn 6enok

[omouuncTenH

KoMnnekcHbI aHanna Ha aMMHOKMUCNOTLI (32 nokasaTtens) (KpoBb)
KomnnekcHbI aHann3 Ha aMMHoOKMUCNoThbl (32 nokasaTtens) (Moya)
KpeaTuHuH

MoueBas kucnota

MoueBuHa

O6wwuin 6enok

03.01.02.Cneumndmyeckue 6enku

Anbda-1-aHTUTpUNCnH

Anbda-2-makpornobynuH

AHnTUcTpenTonuauH-O (ACJIO)

[anTornobuH

Kprorno6ynuHel

MpokanbUUTOHNH

PeBmaTounaHbivi haktop

C-peakTuBHbIi 6enoK (ynbTpadvyBCTBUTENbLHbIN)

LiepynonnasmuH

D03MHOUIbHbIA KATUOHHBIN Genok

03.01.03.JTunnaHbI obmeH

AnonunonpoTenH A1

AnonunonpotenH B

WHpekc ateporeHHocTu (XC o6wymi, JITBIT)

JlnnonpoTtewH (a)

HeHacbiLweHHble XupHble kncnotbl cemenctea OMEGA-3 (a1ko3aneHTaeHoBas kucnora-
EPA, nokosarekcaeHoBas kucnota-DHA, anbda-nmHoneHoBas kucnota-ALA)

HeHacblilweHHble xupHble kucnoTbl cemenctea OMEGA-6 (nMHoneBas, raMma-nvMHoneHoBas,

AMromMoraMmma-nvHoneHoBas, apaxuaoHoBasl, ako3aanMeHoBasi, OKO3aAneHoBas!, Ao
OnpepneneHne Omera-3 nHaekca (OLeHKa pyucka BHe3anHon cepaevyHon cMepTu, nHdpapkTa
MUOKapaa 1 ApYrux cepaevHO-CoCyanCTbIX 3abonesBaHuin)

Tpurnuuepuasbl

XonecTtepuH o6

Xonectepun-JITNBIM

XonectepuH-NTIMHMM

XonectepuH-JINMOHT (B TOM Yncne Tpurnuuepuabl)

03.01.04.YrneBoaHbI 0bMeH

'nuknpoBaHHbI remornobuH (HbA1c)

['nioko3a (pTopua)

'ntoko3oTonepaHTHbI TecT (0-120)

[nioko3oTonepaHTHbIN TecT (0-60-120)

[ NOKO30TONEPaHTHLIN TECT C ONpeaAeneHNeM oKOo3bl U MHCYNHA
NOKO30TONEPaHTHBIN TECT C ONpeAeneHem rmioko3bl 1 C-nentuaa
[MOKO30TONEPAHTHBIN TECT C ONPeAeneHneM rmtoko3sbl, C-nentuaa, MHCynNuHa
WHpekc nHcynuHopeancteHTHoctn HOMA-IR

Jaktat

DpyKTO3aMUH

03.01.05.9PepmeHTbI

AcnaptatammHoTpaHcdepasa (ACT)

AnaHuHamuHoTpaHcdepasa (AJTT)

Amunasa

Amwnnasa naHkpeaTtuyeckas

Famma-I'T

'mapokcnbytupataernaporeHasa ( 1-a dpakums)

KpeaTtuHknHasza

INaktataernpporenasa (N146)

Jlnnasa

docaTasa kucnas HenpocTaTuyeckas
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360
360
150
300
360
360
200
360

1000
200

120

3500
330
1050
5000
5000
120
120
120
120

560
460
280
480
530
2000
290
260
500
660

450
340
320
640

3600

3600

3600
120
120
120
120
340

400
120
530
650
1050
1250
1600
580
450
220

120
120
120
210
120
200
190
130
240
170



1.30.

1.32.
1.33.
1.25.

1.36.
1.34.
1.35.

1.62.
1.60.

1.601.
1.59.

1.591.

4.9.
4.2.
4.8.
4.1.
4.6.
4.5.
4.3.
4.7.

13.3.
13.2.
13.4.
13.1.

7.2.
7.1.
7.5.
7.4.
7.3.

1.110.
4.14.
4.18.
50.24.2121.
4.19.
4.20.
4.21.
4.22.
4.17.
4.16.
4.15.
4.11.
4.4,
4.23.1
4.24.1
4.25.1
4.26.1
1.56.1

1.61.1

1.42.
1.72.1.
1.72.2.
1.72.3.
1.72.4.
1.48.11.
1.48.31.
1.48.41.
1.48.21.
1.69.1.
1.69.2.
1.69.3.
1.69.4.
1.79.1.
1.79.2.
1.79.3.
1.79.4.
1.87.1.
1.87.2.
1.87.3.
1.87.4.

docdaTasa kucnasi obwas

docdaTasa kucnasi npoctatnyeckas (Pocgatasa kucn.obwas, Poccarasa kucn.
HenpocTaTuyeckas)

docaTasa LwenovHas

XonuHactepasa

03.01.06.MnrmeHTHbI 06MeH

Bunupy6uH Henpsamon (Bunupy6buH npsimon, BunnmupybuH obLwmn)
BunupybuH obLuymii

BunupybuH npsimon

03.01.07.OunarHoctuka naTonorum nevyeHu 6e3 Guoncum
CrteatoCKpuH

dubpoMakc

dubpoMakc (Tonbko pacyeT Npu HanuumMm pesynbTaToB nccnegoBaHust CteatoCKpuH)
dubpoTect

PubpoTecT (ToNbKo pacyeT Npu Hanuumnm pesynbTaToB nccnegosaHns CteatoCkpuH)
03.01.08.narHocTnka aHeMui

KoadbduumeHT HacbiLeHust TpaHcepprHa

OXKCC (CbiBOopoTO4HOE *ene3o, JIKCC)

PactBopuMble peuenTtopbl TpaHcdeppuHa (sTFR)
CbIBOPOTOYHOE Xene3o

TpaHcdeppuH

DeppuTuH

donathbl

SpUTpPOnoaTuH

03.01.09.AHTUOKCUAAHTHBIN CTaTyC

8-OH peokcuryaHosuH

nytatnoHnepokcuaasa (MTI)

06w aHTUOKCMAaHTHbIN cTaTtyc (TAS)
Cynepokcugancmyrasa (COM)
03.01.10.Kapavomapkepsbl

KpeaTtuHknHasza Mb

MwuornobuH

Mosrosoi HaTpuitypeTudeckuin nentug (NT-proBNP)
CB06OAHbIE XMPHbBIE KNCMOTbI

TpONoOHWH |

03.01.11.ButamuHbl

25-OH ButamuH D cymmapHbliii (25-OH Butamud D2 1 25-OH ButamuH D3, o6wui
pesynbTar)

BeTa-kapoTuH

Butamux B1

ButamnH B12, akTnBHbIN (xOnoTpaHckobanamuH)
Butamux B2

Butamux B3 (Hnaumn)

Butamux B5

Butamu+ B6

Butamun C

ButamuH E

Butamun K

ButamuH A

Butamun B12

Butamutbl rpynnel B (B1,B2,B3,B5,86,89,B12)
BopopactBopumble Butamutbl (B1,B5,86,C)
Kupopacteopumble ButamuHbl (A,D,E,K)

KomnnekcHbI aHanmn3 KpoBu Ha BUTaMuHbl (Butamunel A,D,E,K,C,B1, B5,B6)
KomnnekcHbI aHanu3a kposu Ha Butamuubl rpynnst D (D2 n D3)
MeTabonutbl BuTamuHa rpynnsl D (1,25- OH sutamud D3 1 25-OH Butamud D3,
paspenbHblii pe3ynbTar.)

03.01.12.MuHeparbHbI 06MeH

Ca++, Na+, K+

AnOMUHWIA (BONOCHI)

AnIOMUHWI (KPOBb)

AnoMuHMI (Mo4a)

ANIOMUHWIA (HOrTH)

AHanus MmHepanbHoro obmeHa (23 anemeHTa) (BOnochl)
AHanu3 MuHepanbHoro obmeHa (23 anemeHTa) (Moya)
AHanus MmHepanbHoro obmeHa (23 anemeHTa) (HorTu)
AHanu3 MuHepanbHoro obmeHa (23 anemeHTa) (nnasma)
Bop (Bonocekl)

Bop (kpoBb)

Bop (moua)

Bop (HorTu)

>Keneso (Bonocekl)

>Keneso (kpoBb)

>Keneso (Moua)

YKeneso (Hortu)

Kagmwuii (Bonocbl)

Kaamuii (kpoBb)

Kagmwuii (moya)

Kagmui (Hortu)
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180

340
120
190

240
120
120

6500
6500

7800
5400

7050

470
290
1310
160
360
390
710
820

3000
2500
2700
2900

260
450
2150
2000
590

1200
3300
2170
550
3300
3300
2170
2170
2170
2170
2170
2170
440
13000
7000
7000
15000
7260

7700

490
980
980
980
990
4350
4350
4620
4350
980
980
980
990
990
990
990
990
980
980
980
990



1.74.1.

1.39.

1.74.2.
1.74.3.
1.74.4.
1.75.1.
1.75.2.
1.75.3.
1.75.4.

1.38.
1.37.

1.80.1.
1.80.2.
1.80.3.
1.80.4.
1.68.2.
1.68.1.
1.68.3.
1.68.4.

1.43.

1.71.1.
1.71.2.
1.71.3.
1.71.4.
1.78.1.
1.78.2.
1.78.3.
1.78.4.

1.45.

1.82.1.
1.82.2.
1.82.3.
1.82.4.
1.86.1.
1.86.2.
1.86.3.
1.86.4.
1.84.1.
1.84.2.
1.84.3.
1.84.4.
1.70.1.
1.70.2.
1.70.3.
1.70.4.
1.81.1.
1.81.2.
1.81.3.
1.81.4.
1.89.1.
1.89.2.
1.89.3.
1.89.4.
1.90.1.
1.90.2.
1.90.3.
1.90.4.
1.85.1.
1.85.2.
1.85.3.
1.85.4.
1.88.1.
1.88.2.
1.88.3.
1.88.4.
1.73.1.
1.73.2.
1.73.3.
1.73.4.
1.76.1.
1.76.2.
1.76.3.
1.76.4.

1.44.

1.77.1.
1.77.2.
1.77.3.
1.77.4.

1.47.

1.83.1.
1.83.2.

Kanwuii (Bonocbl)

Kanun (K+), HaTpuii (Na+), xnopuabl

Kanwuii (kpoBb)
Kanun (mova)
Kanwuii (Hortu)
Kanbuuii (Bonocbl)
Kanbuui (kpoBb)
Kanbuuii (Mova)
Kanbumi (HorTu)

Kanbuuii noHn3vpoBaHHbIn (Ca++)

Kanbuuin o6wuii
KobanbT (Bonochbl)
KobanbT (kpoBb)
KobanbTt (Moua)
KobanbT (HorTu)
Jlutuiz (kpoBb)
JnTun (Bonoch)
Jlutuia (Moya)
JnTun (Hortn)
Marnuin
Marnwuii (Bonocel)
MarHuii (KpoBb)
Marnuii (Moya)
MarHuia (HorTu)
Mapraney, (Bonochbl)
MapraHeL (kpoBb)
Mapranev, (Mo4a)
MapraHew, (HorTu)
Meab

Megab (Bonocbl)

Meab (kpoBb)

Megb (Moua)

Meab (Hortn)
MonnbaeH (Bonochbl)
MonubaeH (kposb)
MonnbaeH (moua)
MonubaeH (Hortu)
MblIWwbsik (Bonochbl)
MbILbsK (KpOBb)
Mbiwbsik (Mova)
MblLbsK (HOrTH)
HaTtpuii (Borocebl)
Hatpwuii (kpoBb)
HaTtpuit (moua)
Hatpwui (HorTtw)
Hwvikenb (Bonocekl)
Hukenb (kpoBb)
Huikenb (Moua)
Hukenb (HorTu)

PTyTb (BONOCHI)
PTyTb (kpoBb)

PTyTb (MOYa)

PTyTb (HOrTh)
CauHeu, (BONocChbl)
CsuHeL (kpoBb)
CauHey (Moya)
CsuHeL, (HOrTn)
CerneH (Bonochbl)
CeneH (kpoBb)

CeneH (moya)

CeneH (HorTu)
CypbMma (BOrochl)
CypbMa (KpoBb)
Cypbma (Mo4a)
CypbMa (HorTw)
Tannwun (Bonocol)
Tannuit (kpoBb)
Tannuin (moya)
Tannuit (Hortn)
TuTtaH (Bonochl)
TuTaH (KpoBb)

TutaH (Mova)

TuTaH (HorTtwn)
docdop HeopraHM4eckmmn
Xpom (Bomnochbl)

Xpom (KkpoBb)

Xpom (moua)

Xpom (HorTu)

LinHk

LinHk (Bonochl)

LinHk (kpoBb)
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980
250
980
980
990
990
980
990
990
150
120
980
980
980
990
980
980
980
990
150
990
980
120
990
980
980
980
990
280
990
980
990
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
990
990
990
990
980
980
980
990
150
980
980
980
990
150
980
990



1.83.3.
1.83.4.

11.1.
11.4.1.
11.4.2.
11.5.
11.6.1.
11.6.2.
11.10.
11.7.1.
11.7.2.
11.3.1.
11.3.2.
11.9.1.
11.9.2.
11.8.1.
11.8.2.

11.11.1.
11.11.2.

11.2.1.
11.2.2.
11.13.
10.2.
11.15.

11.12.1.
11.12.2.

11.16.1

21.1.
21.9.
21.4.

16.8.

16.9.

2.1.
2.2.
2.3.
2.4.
2.7.
2.6.
2.8.
2.5.

2.17.
2.54.
2.11.
2.52.
2.18.
2.50.
2.53.
2.12.
2.51.
2.16.
2.14.
2.10.
2.9.

2.13.
2.15.
2.19.
2.22.
2.21.
2.20.
2.57.
2.55.

2.27.
2.25.
1.100.
2.26.
2.24.

2.32.

2.62.

LinHk (mova)

LInHk (HorTw)

03.02.BMOXUMUYECKUE NCCNEJOBAHMA MOYN
pH (pa3oBasi)

Amwnnasa (pa3oBas)

Amunasa (cyTovHas)

BunupybuH (pasosas)

'ntoko3a (pa3oBasi)

'ntoko3a (cyToyHas)

Kanbumii (Tonbko cyTovHast)

KpeaTuHuH (pa3oBasi)

KpeaTuHuH (cyTouHas)

MukpoanbbymuH (anbbymuH) (pa3osasi)
MwuikpoanbbyMuH (anbbymuH) (cyTouHast)
MoueBas kucnota (pasosas)

MoueBas kucnota (CyTouHasi)
MoueBwuHa (pa3oBas)

MoueBwuHa (cyTouHas)

HaTtpwuin, Kanun (pasosas)

HaTtpwuii, Kanuin (cytouHast)

O6wwn 6enok (pasosas)

06w 6enok (cyTovHast)

OkcanaTbl (Tofnbko pasoBast)

Mpob6a Pebepra (cyTovHas)

Mpoba Cynkosuya (KanbLmnit MOYM, Ka4eCTBEHHbIN TeCT) (pa3osas)
doccop HeopraHuyeckuin (pasosasi)
Pocop HeopraHnyeckuin (CyTouHas)

XUMMUYECKUA aHanM3 MO4eBOro KaMHs (CI'IeKTpOCKOFIl/IFlY KOJ'IVI"IeCTBeHHO)

03.03.BNOXNMUYECKWME UCCNEQOBAHUA KANA
Broxumnyeckuii aHanus kana

MaHkpeaTnyeckas anactasa 1

Yrnesoabl

03.04. BWOXMMUYECKWME NCCNEOOBAHUA CNKOHbLI
Broxumnyeckuii aHanua CrtoHbl
03.05.BMOXNMUYECKME UCCNEOOBAHWA CMEPMbI

Buoxmmunyeckoe uccnegosanve cnepmbl (JlumoHHas kucnota, dpykrosa, LiMHk)

04.FrOPMOHAINbHbIE NCCNEAOBAHUA
04.01.F'OPMOHAINbHBIE NCCNEOOBAHNA KPOBU
04.01.01.lLnToBnaHas xenesa

T3 obwmn

T3 cBob6OAHbIN

T4 obwmn

T4 cBobOHbIN

TecT NornoLeHnst TUPEOUAHbLIX FOPMOHOB
TupeornobynuH

TWPOKCUHCBSA3bIBAOLLMIA TNOBYNUH

TTr

04.01.02.TonoBble ropMOHbI
17-OH-nporectepoH

AHOPOCTEHAMNON FMIOKYPOHM,
AHApOCTEHANOH

AHTUMIONNEpoB ropmoH (AMH/MIS)
'nobynuH, cBA3bIBaOLLNIA NOSOBbLIE FOPMOHbI
OnrnapoTecTocTepoH

WHrmbuH B

nr

MakponponakTuH, B T.4. MNponakTtuH
[NporecTepoH

MponakTuH

CBOGOAHBI TECTOCTEPOH

TecTocTepPOH

OCIr

ScTpaavon
04.01.03.I'vnodumnsapHo-HaanoYeYHKoBas cucrema
AKTI

AnbgocTepoH

OrA-S

KopTtuson

PeHuH npamon

PeHnHoBas akTUBHOCTb
04.01.04.MeTabonun3m KOCTHOW TKaHU
B-cross laps

KanbunToHWH

Mapkép bopmmpoBaHusi KocTHoro matpukca P1NP
OcTeokanbumH

MapaTtropMoH

04.01.05.MoaxenynoyHas xenesa / XKenyao4HO-KULLIEYHbIA TpakT
[acTpuH

[acTponaHenb (CkpuHUHS) (FacTpuH-17 6asanbHbli, MencuHorer-1, MencuHorew-l,

Helicobacter pylori IgG
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980
990

200
120
120
160
120
120
120
120
120
200
200
120
120
120
120
250
250
120
120
650
220
160
150
150
4000

1600
1300
450

1800

800

270
270
270
270
480
520
580
270

400
900
840
950
320
1090
980
270
730
270
270
270
270
270
270

530
380
300
270
750

790
720
1400
550
530

530

3500



[acTponaHenb( ¢ Harpy3koi) (FacTpuH 17, FacTpuH 17-cTUMynupoBaHHbIN, NencuHoreH |,

2.35. MencuHoreH Il, H.Pylori IgG) 9 3500
2.28. WHeynuH 2 430
2.31. JlenTuH 9 650
2.29. MpounHcynuH 9 760
2.30. C-nentug 2 350
04.01.06.MpeHaTanbHasa AMarHocTvka 1
2.36. B-Xry 2 350
2.37. B-XI'Y cBoGoaHbI 2 420
2.39. Benok accouuvpoBaHHbI ¢ 6epemeHHocThio (PAPP-A) 2 550
2.40. MnaueHTapHbIM NakToreH 6 560
2.41. MpeHaTtanbHbIn ckpuHUHT | TpumecTtpa (11-13 Hepens) 3 960
2.42. MpeHaTtanbHbIn CKpuHUHT || TpumecTpa (14-20 Hepens) 3 1050
2.38. ScTpron cBOGOAHbIV 2 390
04.01.07.KatexonamuHsol 1
2.43. AnpeHanuH, HopagpeHanvH 9 980
2.44. AppeHanuvH, HopagpeHanuH, 4ohaMuH 9 1820
04.01.08.B1oreHHble aMuHbI 1
2.46. 'mctamunH 9 850
2.47. CepoTOHWH 9 850
04.01.09.%akTopbl pocTa 1
2.49. NdP-1(ComatomeaunH C) 2 850
2.48. CTr 2 400
04.02.F OPMOHAJIbHbIE UCCNEAOBAHNA MO4YU 1
12.1. 17-KC 15 1000
12.2. 17-KC xpomaTorpadunyeckmin Metoq (CyTovHasi Moya) 8 1000
12.6.1. AnpeHanuH+HopaapeHanuH (pasoBas Moya) 9 1500
12.6.2. ApnpeHanuH+HopagpeHanuH (cyTodHas mova) 9 1500
12.7.1. ApnpeHanuH+HopagperanuH+[odamuH (pa3oBasi Mo4a) 9 2000
12.7.2. ApnpeHanuH+HopagpeHanvH+[odamMuH (CyTouHas Moya) 9 2200
AHanu3 Moumn Ha cofepxaHue NPOMeXYTOUYHbIX MeTabonNnToB KaTeXonaMmHOB: MeTaHePUH,
12.10.1. HopmeTaHedpuH (CyTouHasi Moya) 8 2900
12.4. [rA-S (cytoyHas mova) 2 320
12.12. ONAO (Ae30KCMNMPUAMHONMH) B MoYe 2 1000
KomnnekcHoe nccrnenoBaHne Ha kaTexonaMuHbl, CEPOTOHUH U UX MeTabonuTbl
(romoBaHUNMHOBAs!, BAHUNUNIMUHAANEBAs!, 5-riMAPOKCUNHAONYKCYCHAs KUCMOThI) (Nnasma
12.8.1 AT 8 3060
12.3. KopTuson (cytouHasi) 2 800
12.5. C-nentug (cytoyHas) 2 600
12.11. CBObGOAHBI KOPTU3ON 8 900
05.MMMYHOTEMATOJIOT'MYECKNE MCCNEOOBAHUA 1
5.4. AHTUreHbl cnctembl KELL 7 690
5.3. AT k pesyc-hakTopy (ka4yecTB) 2 450
5.2. AT k pesyc-dakTopy (TUTp) 2 650
5.1. 'pynna kpoBu, pesyc-cakTop 2 350
06."EMOCTA3MOJTIOrMYECKME UCCINEOOBAHUA 1
6.8. D-gumep 2 860
6.11. AKTMBMpPOBaHHOE BpeMms pekanbuudukaumm nna3vel (ABP) 2 200
6.12. AHTUTPOMOUH Il 2 280
6.3. A4YTB 2 140
6.13. BonyaHouHbIN aHTUKoarynsaHT 2 650
6.10. MHO (+MNTB u MTW) 2 220
6.15. MpoTeunH C 8 1100
6.16. MpoTenH S 8 1100
6.5. MpoTpomburHoBoe BpeMsi, MPOTPOMOUHOBBIN MHAEKC 2 190
6.9. POMK 2 160
6.4. TpombuHoBoe Bpemsi 2 100
6.14. daktop VIII 2 800
6.17. dakTop Bunnebpanaa 9 800
6.6. DdubpuHoreH 2 170
6.7. PrubpuHONUTUYECKAS aKTUBHOCTb 2 200
07.OHKOOWATHOCTUKA 1
07.01.O0HKOMAPKEPbI 1
8.7. CA 125 (AanyHukn) 2 450
8.6. CA 15-3 (MOno4Hble xenesbl) 2 450
8.8. CA 19-9 (nopxenynoyHas xenesa, NpsmMas U CUrMOBUAHAS KMLLKA) 2 450
8.9. CA 72-4 (xenynok) 2 650
8.22. CA-242 (nopyxenyno4vHasi xenesa, TONCTbIA KALWEYHUK, NPSAMas KULLKa) 9 650
8.10. Cyfra 21-1 (HEMENKOKINETOUHbIA pak Nerkmx) 2 650
8.25. Cyfra 21-1 B moue 2 1750
8.19. HE4 (anutenuanbHbIn pak AMYHUKOB) 2 680
8.17. pro-GRP 2 1500
8.18. S-100 (Henpo-3HAOKPUHHBIE OMNyXOnw) 2 1500
8.12.1. -2 MUKpOrNoGynuH (MMMdoma, MHOXECTBEHHasi MyUerioma) 2 670
8.12.2. -2 MMKPOrno6ynuH (MMMoMa, MHOXECTBEHHas MUenoma) 2 670
8.1. Anbga-peTonpoTenH (neveHn) 2 280
AHTUreH NNoCKOKNeTo4YHON kapumHoMbl (SCC) (kapumMHOMa LLEVKN MaTKK, HOCOrMOTKM,
8.14. nuWeBoaa, yxa u ap. nokanusaummn) 2 880

8.13. AHTUreH paka moyesoro nysbips (UBC) (Mo4eBoi ny3bipb) 9 870



8.21.
8.20.

8.26.
8.11.

8.80.
8.2.
8.15.
8.4.
8.5.
8.3.
8.24.
14.16.
14.19.
14.18.
14.15.
14.14.
14.11.
14.2.
19.102.1.

14.21.

14.13.

14.3.

14.17.

14.6.
14.12.

14.10.

14.1.

14.5.

14.20.

14.9.

14.8.
14.7.

29.21.

15.31.

15.32.

15.32.1.

15.33.

15.34.

15.34.1.

15.35.
15.36.
15.39.1.

15.39.2.
15.37.

MHoekc ROMA B nocTmeHonay3e (3nuTenuanbHbI pak SUMHUKOB)

MHoekc ROMA B npemeHonay3se (anutenuarnbHbiii pak SUYHUKOB)

MHpekc 3gopoBbsi npocTaThl (phi-uHaeke) (OueHka pucka Hannyms paka npeactaTenbHon
xenesbl) (PSA cBoboaHbIn, PSA obwuit, -2proPSA)

Hempocneumnduyeckas eHonasa

Hecneumnduyecknin KOHTPOnb NeYeHns oHKonormyecknx 3abonesanuin metogom AP ATA-
TecT. AHanu3 TpaHCMopTHbIX CBOMCTB AnbOyMUHa METOAOM 3NEKTPOHHOMO napamarHu
O6wwn MCA (MpocTatuyeckuin cneundnyecknin aHTUreH)

OnyxoneBas M2 nupyBaTkMHa3a (KonopekTanbHbIi pak)

MCA cBo6oaHbIN/MNCA o0bwmin (and. AmarHocTvka ageHoMbl M KapuUHOMbI NMpeacTaTenbHOM
xenesbl)

P3A (Toncras kuwka, npsimas Kuiika)

CBoboaHbivi NMCA (npeacTaTenbHas xxenesa)

XpomorpaHuH A

07.02.uMTONOIrNA

07.02.01.MyHKTaThl LUMTOBUAHON Xenesbl

VlccnepoBaHne NyHKTaTOB LUMTOBUOHON Xenesbl

VlccnepoBaHne NyHKTaTOB LUMTOBUOHON Xenesbl METOAO0M XUAKOCTHOW uuTonorun BD
ShurePath

07.02.02.IMyHKTaTbl MOMIOYHOM Xene3bl U COCKOBbI KOXW

VccnepoBaHue NyHKTATOB KOXWU U MOINOYHO ere3bl MeToAoM XWAKOCTHOM uuTonorun BD
ShurePath

VlccnepoBaHne nyHKTaTOB MONOYHON Xenesbl

VccnepoBaHune cockoba koxu

07.02.03.Cockobbl C LWENKN MaTKV U LEPBUKANbHOMO kKaHana

VccnepoBaHne cockoboB ¢ Lweliku maTtku (no MNanaHukonay, Pap-tecT)

ViccnepoBaHue cockoBOB C LLeVKM MaTK1 U LiepBrKanbHOro kaHana

KOMMNEKCHbIV CKPUHUHI PAKA LLEMKM MATKW: LiuTonornyeckoe uccnenosaHune
COCKOBOB LLUeViKN MaTK1 1 LiepBUKanbHOro kaHana metoaom XXUAKOCTHOM LIMTONornm
BD SurePat

PACLUVMPEHHbLIN KOMMNEKCHbLIV CKPUHUHI PAKA LUEMKU MATKW: LinTonornyeckoe
nccneaoBaHne COCKOOOB ek MaTKu

CKPUHUHI PAKA LLEVIKWN MATKW: LinTonoruyeckoe nccnegoBaHne cockoboB LUEVKM MaTKu
1 LepBMKanbLHoro kaHana metogom XXWAKOCTHOWM LMTONOMMW BD SurePath FocalPoint
07.02.04.Acnupat nonocTn MaTku

ViccnepoBaHue acnvpara nonocTu MaTku

Lntonoruueckoe nccneposarue NAVMNENb-EMOMNCUY SHOOMETPUSA meTonom
XuakocTtHor uutonorum BD SHURE PATH

07.02.05.9Hp0cKoNMYecknii matepuan

ViccnepoBaHue 3HAOCKONMYECKOro MaTepuana

VccnepoBaHune aHpockonuyeckoro matepuana Ha Helicobacter pylori

07.02.06.LUnTonorns moun

LinTonornyeckoe nccnegoBaHne Mouun

07.02.07.MccnepoBaHne MOKPOTbI

VccnepoBaHne MOKpOTbI

07.02.08.Opyrne nccrnenoBaHns

ViccnepoBaHue NyHKTaTOB APYrMX OPraHoB U TKaHewn

ViccnepoBaHune NyHKTaTOB APYrUX OPraHoB 1 TKaHeW METOA0M XWUAKOCTHOW umTonoruv BD
ShurePath

ViccnepoBaHue cockoboB 1 OTNeYaTKoB OMyXonen 1 onyxoneBonofobHbIx 06pa3oBaHuii
VccnepoBaHune cockoboB 1 0TNEYaTKOB 3pO3WiA, 3B, paH, CBULLIEV

ViccnepoBaHue aKCCyaaToB, TpaccyaaToB, CEKPETOB, AKCKPETOB
07.03.MMMYHOLIMTOXMNA

VIMMYHOLMTOXMMNYECKMIN CKPUHWHT paka ek matku: p16ink4, Ki67 (HasHavaeTcs
[OMOMHUTENBHO UNK BMECTe

07.04.TCTONOrNA

07.04.01.lLnToBnaHas xenesa

'McTonormyeckoe nccnefoBaHue WUTOBUAHON Xenesbl

07.04.02.Mono4Has xenesa

['McTonornyeckoe nccnegoBaHne MONOYHOM xenesbl (BMoncuiiHbI matepuan)

['McTonornyeckoe nccnegoBaHne MOMOYHOM Xenesbl (onepauvoHHbIN MaTtepuan)
07.04.03.CnitoHHbIe xenesbl

'McTonornyeckoe nccnegoBaHmne CroHHbIX Xernes
07.04.04.2Kenygo4YHO-KULLEYHBIN TPaKT

'mcTonormyeckoe nccnegoBaHne XenyaovHo-KMLWEYHOro TpakTa (bMoncunHbIi MaTepuarn)

'McTonormyeckoe nccnegoBaHue Xenyao4HO-KULWLEYHOro TpakTa (onepaunoHHbIi MaTepuan)
07.04.05.Msrkme TkaHu

[ucTtonornyeckoe ncenegoBaHne MArknx TKaHen (CTeHKI/I paHeBbIX KaHanoB, TKaHb CBULLEBbIX
XO[O0B W rpaHynsy

07.04.06.Koxa

'McTonormyeckoe nccnefoBaHne KOXHbIX M MOAKOXHbBIX HOBOOBpa3oBaHui

07.04.07.Matka / Su4Hunkn

['McTonornyeckoe nccnegoBaHne MaTku ¢ npugaTkamm

'McTonormyeckoe UccnegoBaHue LepBrKanbHOro kaHana

'mcTonornyeckoe nccnegoBaHve Wekn MaTkn
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1700
1370

5000
880

330
1500

660
450
330
2000
520
1600
1600
650
650
1000
440

2000

3800

1900

550

1550

680
960

880

250

680

1700

670

500
860

4400

1800

1800

1800

1800

1800

1500
1800
5000

1800
1800



15.38.

15.39.

15.40.2.

15.40.1.

15.40.

15.41.

15.42.

15.43.

15.44.

15.45.

15.46.

15.46.1.

15.47.

15.48.

50.105.1405.
50.106.1405.
50.110.1405.
50.108.1405.

29.34.
29.38.
29.37.
29.25.
29.23.
29.22.
29.32.

29.33.
29.26.
29.24.
29.30.
41.801
29.27.
29.31.
29.29.
29.28.
29.41.

29.39.

29.43.

29.5.

29.35.

16.1.
16.1.1.
16.2.
16.1.2.

16.18.

['McTonornyeckoe nccnegoBaHne 3HAOMEPUS (AUarHocTuyeckoe BbickabnvBaHue)
IcTonornyeckoe nccneaosaHve aHaomeTpus (MAVMENb-EMOMNCUSA)
07.04.08.MpeacTaTtenbHas xenesa

'McTonornyeckoe nccnegoBaHue Guoncum npeacratensHon xenesbl (6onee 12 o6pasuoB)
'vcTonornyeckoe nccnegoBaHune Guoncum npeacraTensbHo xenesbl (4o 12 obpasuos)

'McTonormyeckoe nccnegoBaHne npeacTaTenbHON xenesbl (onepauyoHHbI MaTepuan)
07.04.09.MonocTb pTa

'McTonornyeckoe uccnenoBaHue onyxonenofobHbIx 06pa3oBaHuii NONocTy pTa
07.04.10.MonocTb Hoca

'McTonornyeckoe uccnefoBanve obpasoBaHuii Nadyx Hoca

07.04.11.Moykun / MoyeBown nysbipb

'McTonornyeckoe nccnefoBaHne NoYeK, OpraHoB MOYEBbIAENUTENBHOW CUCTEMBI
07.04.12.J1erkoe

['mcronornyeckoe nccnenoBaHne nerkux

07.04.13.CeneseHka

'mcTonornyeckoe nccnefoBaHne ceneseHkn

07.04.14.JIumdpbaTtnyeckue yansbl

I'vcTonornyeckoe nccnegoanune numdartnyeckmx ysnos (1-5 numdoyanos)

'cTonornyeckoe nccnegoBaHune numdartnyeckmx yanos (6onee 5 numdoyanos)
07.04.15.Cocyabl

'McTonornyeckoe nccnefoBaHve cocynoB

07.04.16.[pyras nokanusaums

['McTonornyeckoe nccnefoBaHne Matepuana apyroi niokanusaumm
07.05.MMMYHOI'MCTOXUMUA

07.05.01.0OnpeaeneHne 1 oLeHka NPOrHOCTUYECKN 3HAaYMMbIX MapKepOoB B 3MOKaYeCTBEHHbIX
anNUTENManbHbIX ONyXonsax

EGFR (anuagepmanbHbIi thakTop pocTta)

HER 2/neu

Ki67

p53

VGFR

WUIrX-nccnepoBaHune Ha xpoHuyeckuii aHgomeTput (CD-138)

WM X-uccneposaHne peuentuBHoctn aHaomeTpus: RE, RP

VIMMYHOrMCTOXMMUYECKOE UCCNEf0BaHNe XenyaoYHO-KULLEYHOro TpakTa
VIMMYHOrMCTOXMMUYECKOE UCCNEAOBaHNE LUMTOBUOHON Xenesbl
VIMMyHOrMCTOXMMUYECKOE UCCNefoBaHNe rMHEKONornyeckoro matepmana
VIMMYHOrMCTOXMMUYECKOE UCCNEN0BaHNE APYrnX OpPraHoB v TKaHewn
VIMMyHOrMCTOXMMUYECKOE UCCNEefoBaHNe 3roKavyecTBeHHbIX onyxonen 6e3 BbISBNEHHOro
NnepBUYHOrO ovara

VIMMyHOrMCTOXMMUYECKOE UCCNEefoBaHNE KOXMN

VIMMYHOMMCTOXMMUYECKOE UCCNEfOBaHNE NErkoro

VIMMyHOrMCTOXMMUYECKOE UccnefoBaHne numdaTnyeckmx y3nos
MMMYHOIMCTOXUMUYECKOE MCCNEQOBAHME MONTOYHOW XENESLI (ER, PR,
Her2/neu, Ki67)

VIMMyHOrMCTOXMMUYECKOE UCCNE[0BaHNE MATKUX TKaHel (MbllueyHasi, uposasi, HepBHasi
N CUHOBManbHas T

VIMMyHOrMCTOXMMUYECKOE UCCNEe[0BaHNe OMNyXonen rofoBHOrO U CMMHHOMO MO3ra
VIMMyHOrMCTOXMMUYECKOE UCCNe[0BaHMe NoYeK N ApYrux OpraHoB MOYEBbIAENUTENBHON
cucTeMbl

VIMMYHOMMCTOXMMUYECKOE MUCCIefoBaHmne npeacTaTesibHON Xenesbl
07.06.0HKONOIrMYECKAA SKCMNEPTU3A

Mepecmotp rotoBbix TMCTONOMMYECKWMX npenapatoB BeayLmmu Poccuiickumm
Okcneptamun (BTOPOE MHEHWE), ueHa 3a cny4yai

MepecmoTp rotoBbix MTMCTONOIMNMYECKMX npenapaTtoB Bpayamu JlabopaTtopun NemoTtect
(BTOPOE MHEHWE) (kpome naTonornm KOCTHOM TkaHu, onyxonew LIHC, numdo-nponudep
MepecmoTp rotoBbix LIUTOJIOTMYECKUX npenapaToB BeayLmmm Poccuiickumm
Okcneptamn (BTOPOE MHEHWE), ueHa 3a cnyyaw

07.07.A0MNONHNTENIbHBIE YCNYTU

[lononHMTENBHOE U3rOTOBMNEHNE MMCTONOMMYECKMX NpenapaTos

LindpoBoe ckaHvpoBaHMe npenapaToB Ha CkaHupyoLlen cucteme Aperio ScanScope System
AT (3a cnyyan)

08.MUKPOCKOIMMNYECKWE MCCNEOOBAHUA

08.01.MUKPOCKOTUYECKWNE MCCNEOOBAHUA YPOTEHUTAIIBHOIO TPAKTA
"'MHekonormyecknin masok Ha dnopy

Masok Ha drnopy 13 Bnaranuwia

Ma3sok Ha drnopy 13 ypeTpbl

Mas3ok Ha chnopy 13 uepBuKanbHOro kaHana

Mwukpockonuyeckoe nccneaoBaHe Maska U3 LiepBMKanbHOro kaHana v U3 Bnaranuiia ¢
okpackou o 'pamy (¢ oueHKon no wkane HoetogxeHTa)

08.02.MUKPOCKOIMNNYECKME NCCNEOOBAHWNA CMNEPMbI M CEKPETA MPOCTATHI
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1800

1600

2000

1800

2400

1600

1600

1600

1800

1600

1800

2000

1600

1600

3600
3600
3600
3600
3600
6500
4700
8500
14000
14000
14000

14000
14000
13000
14000
7000

12000
13000
12000
13000
7000

3000

5000

2250

2700

440
200
200
300

450



16.3.
16.14.

16.15.
16.5.
16.4.

16.17.

16.16.
16.12.
16.10.

19.1.
19.44.
19.5.
19.3.
19.45.
19.8.
19.95.
19.10.
19.6.
19.97.

19.49.

19.96.

19.91.1.
19.56.1.
19.56.2.
19.91.2.
19.55.

19.107.

19.106.

19.38.

19.35.2.
19.71.2.
19.35.1.
19.71.1.
19.51.2.
19.51.1.

19.52.2.

19.52.1.

50.8.2090.

19.54.

19.53.

19.34.2.
19.34.3.
19.34.1.
19.36.

19.33.

19.85.

19.86.

19.43.

19.32.2.
19.32.4.
19.32.3.
19.39.2.
19.74.2.
19.39.3.
19.74.3.
19.39.1.
19.74.1.
19.37.1.
19.72.2.

CekpeT npocTaThbl

TecT Ha peTporpagHyo 3SKyNALM0

08.03.MUKPOCKOMUYECKUE MCCNEOOBAHUA OPYIMX NOKAN3ALIA
AHann3 MokpoTbl Ha MUkobakTepun Tybepkynesa

AHanus Ha gemopaekc (pecHuUbl, Koxa)

KnnHuyeckunii aHanua MoKpoTbl

Masok Ha 303MHOMUIILI OTAENSEMOro CM3UCTLIX 060MoYeK (Masku U3 Hoca, 3eBa, yxa,
OTAensiemMoro rrasa)

Mwukpockonuyeckoe vccrefoBaHWe HaTMBHOMO Ma3ska (okpacka no Mpamy) (Masku 13 3eBa,
yxa, OTAENAEMOro rnasa, nnesparbHas, NepuToHeanbHas XUAKOCTU, paHEBOE
Mwukpockonuyeckoe nccnefoBaHWe CUHOBUATbHON XUAKOCTH
PvHoumuTorpamma

10.QMATHOCTUKA UHOEKLINMA

10.01.MNKPOBWMOJTOTMYECKWME NCCINEOOBAHNA
10.02.MUP-ONArTHOCTUKA

10.02.01.BupycHble renatutbl

Bupyc renatuta B - (kau.)

Bwupyc renatuta B - (konu4.) (MeToa Real-Time)

Bupyc renatuta C - (reHotun.) (Meton Real-Time)

Bupyc renatuta C - (kau.)

Bupyc renatuta C - (konuy.) (Metoa Real-Time)

Bupyc renatuta D - (kau.)

Bupyc renatuta D (konuy.)

Bupyc renatuta G - (kay.)

Bupyc renatuta A - (kau.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 3a, 4, 5a, 6) (kay.)
10.02.02.BUNY-nHdekumn

BWY-1 (ka4.) (MeTopn Real-Time) (kay.)

10.02.03.PaHHAsa anarHocTuka renatuta B, C, BUY-1, BUY-2

PaHHsas guarHocTtuka uHdpekumin: PHK HCV, OHK HBV, PHK BUY-1, PHK BUY-2
(ynbTpayyBCTBUTENbHLIA MeTOA) (kau.)

10.02.04.KnewueBble MHDEKLNN

Boppenus 6yproopdepu (Borrelia burgdorferi) (kpoBb)(konnu.)

Boppenus 6yproopdepu (Borrelia burgdorferi) (kpoBb) (kau.)

Boppenus 6yproopdepu (Borrelia burgdorferi) (moua) (kauy.)

Boppenus byproopdepu (Borrelia burgdorferi) (Mmoya) (konuy.)

Bupyc knewesoro aHuedanuta (Metoa Real-Time) (kay.)

—— = =

KomnnekcHoe nccnegoBaHue Ha MHAeKUMM, NepefaBaemMble krellamu (GuomaTtepuan KpoBb)

(ka4eCTBEHHbIV aHanu3)

KomnnekcHoe uccnegoBaHue Ha KneweBble MHGEeKUMM: Goppenmnos, Kneweson aHuedanuT,

3pNNXMO3, aHannasmMos (

10.02.05.PecnupatopHble MHeKumn

Boppetenna neptyccuc (kay.)

Bupyc SnwrenHa-bapp (Ma3ok) (kay.)

Bupyc OnwreriHa-bapp (ma3ok) (konny.)

Bupyc SnwrenHa-bapp (3ATA) (kay.)

Bupyc OnwreriHa-bapp (3ATA) (konny.)

Mukonnasma NnHeBMOHWUU, XNamUans MHEBMOHUM (Ma30K)
Mwukonnasma nHeBMOHUU, Xnammansa nHesMmoHum (OO TA)

Heinccepusa meHnHrmtugne, Memodunyc nHdnoeHua, CTpenToKoKKYC MHEBMOHWUU (Ma30K)

Heiccepusa meHnHrmtugne, Nemodumnyc nHdpnoeHua, CTpenToKokkyc nHeBMoHuu (SO TA)
Onpepnenenne PHK Bupyca rpunna A (H1N1-swine) B knnHu4eckom martepuane MeToaom
nuypP

10.02.06.0cTpble KULLEYHbIE MHDEKLUN

PotaBupychl rpynnel A (Rotavirus A), Hoposupycel 2 reHotuna (Norovirus 2 reHoTun) u
AcTposupychbl (Astrovirus) (kay.)

LLinrenna (Shigella spp.) n aHTepounHBasusHbie E. coli (EIEC), CanbmoHenna (Salmonella
spp.), Kamnunobakrepuu (Campylobacter spp.) (kay.)

10.02.07.0pyrve 6akTepuarnbHbie 1 BUPYCHbIE MHADEKLMN

Bupyc Bapuuenna-3octep (Masok) (kau.)

Bupyc Bapuuenna-3octep (moua) (kay.)

Bupyc Bapuuenna-3octep (3OTA) (kay.)

[emMonuTUYeCcKnii CTPENTOKOKK (Kau.)

KopuHebaktepumn amdrepum (kad.)

KpacHyxa (kau.)

KpacHyxa (konwuy.)

Jlnctepmsa moHoumTOreHec (kau.)

MwukobakTepum Tybepkynesa (mMasok)

MukobakTepumn Tybepkynesa (MokpoTa)

MwukobakTepun Tybepkynesa (mouya)

Tokconnaama f'oHau (mMasok) (kau.)

Tokconnasma MoHAM (Masok) (Konmy.)

Tokconna3ama N'oHgu (moua) (kay.)

Tokconnasma MoHan (Moua) (konu.)

Tokconna3ama N'ongu (BATA) (kay.)

Tokconnasma MoHan (SATA) (konuny.)

XenukobakTtep nunopu (kan) (Metog Real-Time) (kauy.)

Xenvkobaktep nunopu (kan) (Metopn Real-Time) (konuy.)
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280
550

340
250
300

370

520
350
560

330
2360

500
2440
470
800
520
520
1470

1880

2130

590
590
590
590
800

1230

2050

350
250
350
250
350
350
350

750

750

1730

740

740

250
250
250
350
250
530
600
250
250
250
250
250
440
250
440
250
440
250
340



19.37.2.
19.72.1.
19.31.2.
19.69.2.
19.31.3.
19.69.3.
19.31.1.
19.69.1.

19.24.2.
19.68.2.
19.24.3.
19.68.3.
19.24.1.
19.68.1.
19.108.2
19.108.3
19.108.1
19.109.2
19.109.3
19.109.1
19.23.2.
19.67.2.
19.23.3.
19.67.3.
19.23.1.
19.67.1.
19.110.2
19.110.3
19.110.1
19.111.2
19.111.3
19.111.1

19.777.
19.77.

19.83.
19.84.
19.16.1.
19.60.1.
19.16.2.
19.60.2.
19.46.
19.75.
19.76.
19.25.
19.78.
19.26.
19.88.
19.92.
19.93.
19.27.

19.57.

19.47.
19.28.
19.30.
19.90.
19.29.
19.89.
19.19.1.
19.63.1.
19.19.2.
19.63.2.
19.22.1.
19.66.1.
19.22.2.
19.66.2.
19.79.
19.80.
19.17.1.
19.61.1.
19.17.2.
19.61.2.
19.18.1.
19.62.1.
19.18.2.
19.62.2.

Xenwukobaktep nunopu (masok) (Metog Real-Time) (kau.)
XenukobakTtep nunopu (Masok) (Metoa Real-Time) (konuy.)
Lintomeranosupyc (Ma3sok) (kau.)

LinTomeranoBsupyc (ma3ok) (konuu.)

Lintomeranosupyc (mMoua) (kau.)

LinTomeranosupyc (moya) (konmu.)

Lintomeranosupyc (34TA) (kay.)

Lintomeranosupyc (SATA) (konuy.)

10.02.08.Bupyc npocTtoro repneca

Bupyc repneca VI Tuna (masok) (kay.)

Bupyc repneca VI Tvna (ma3ok) (konu.)

Bupyc repneca VI Tuna (mo4a) (kau.)

Bupyc repneca VI Tvna (moya) (konuy.)

Bupyc repneca VI Tuna (3ATA) (kau.)

Bupyc repneca VI Tuna(34TA) (konwuy.)

Bupyc npocTtoro repneca 1 (ka4.) — masok

Bupyc npoctoro repneca 1 (kay.) — moya

Bupyc npoctoro repneca 1 (ka4y.) — 3ATA

Bupyc npoctoro repneca 1 (konuy.) - Mmasok

Bupyc npocTtoro reprneca 1 (konuy.) - moya

Bupyc npoctoro repneca 1 (konud.) - 3OTA

Bupyc npoctoro repneca 1,2 (Ma3sok) (kau.)

Bupyc npoctoro repneca 1,2 (Ma3sok) (konuy.)

Bupyc npoctoro repneca 1,2 (Moya) (kau.)

Bupyc npoctoro repneca 1,2 (Moya) (konuy.)

Bupyc npoctoro repneca 1,2 (3ATA) (kay.)

Bupyc npoctoro repneca 1,2 (3OTA) (konuy.)

Bupyc npocTtoro repneca 2 (kay.) — Ma3ok

Bupyc npocTtoro repneca 2 (kay.) — moya

Bupyc npoctoro repneca 2 (ka4y.) — 3ATA

Bupyc npocTtoro repneca 2 (konuy.) - Masok

Bupyc npocTtoro reprneca 2 (kofnuy.) - Moya

Bupyc npoctoro repneca 2 (konu4.) - SATA
10.02.09.KomnnekcHoe nccnegoBaHmeHa rpubsl poga KaHguaa
KomnnekcHoe nccrnenoBaHue Ha rpubbl poga Kanavaa ¢ nageHtudmkauven Bo3dyaurens
(kay.)

KomnnekcHoe nccnenosaHust Ha rpubsl poaa Kanavaa (kad.)
10.02.10.YporeHnTanbHble UHMEKLUN

Baktepounabl (Bacteroides spp.) (kay.)

Baktepounabl (Bacteroides spp.) (konuy.)

Buosapbl U.Urealyticum (masok) (kay.)

Buosapekl U.Urealyticum (ma3ok) (konuy.)

Buosapsbl U.Urealyticum (moua) (kau.)

Buosapskl U.Urealyticum (moua) (konwny.)

BMNY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTMN. (Kay.)
B4 Digene-tecT (16/18/31/33/35/39/45/51/52/56/58/59/68 Tunbl) (konuy.)
B4 Digene-tecT (6/11/42/43/44 Tunbl) (konuy.)

BIMY Tun 16 (ka4.)

BMY Tun 16 (konuy.)

BIMY Tun 18 (ka4.)

BMY Tun 18 (konuy.)

BIMY Tunel 16, 18 (kav)

BMY Tunbl 16, 18 (konuy)

BIMY Tunel 16, 31, 35, 39, 59 (Ka4eCTBEHHbIN)

BIMY Twnel 16,18,31,33,35,39,45,51,52,56,58,59 reHoTtun. + konny. (MeTtog Real-Time)
(konny.)

BIMY Twnel 16,18,31,33,35,39,45,51,52,56,58,59 konny. (MeTtog Real-Time) (konny.)
BMNY Tunel 18, 33, 45, 52, 58, 67 (ka4eCTBEHHbIN)
BIMY Tunbl 51,26 (kau.)

BMY Tunbl 51,26 (konuy.)

BIMY Twunel 6, 11 (kay.)

BMY Tunel 6, 11 (konuy.)

[apgHepenna BarmHanuc (Masok) (kay.)
[apaHepenna sarvHanuc (Masok) (konu.)
apgHepenna BarmHanuc (moya) (kau.)
[apaHepenna BarnHanuc (Moyva) (konuy.)
KaHanpa anbbukaHc (Masok) (kau.)

KaHanaoa anbbukaHc (Ma3ok) (Komnmy.)
Kananpa anbbukaHc (Moya) (kay.)

Kananpoa anbbukaHc (Moya) (konuy.)
Jakto6aktepun (Lactobacillus spp.) (kay.)
Jlaktobaktepum (Lactobacillus spp.) (konuy.)
Mwukonnasma reHutannym (Masok) (kau.)
Mwukonnasma reHuTanmym (Masok) (Konmy.)
Mukonnasma reHutannym (Moua) (kau.)
Mwukonnasma reHutanuym (mo4a) (konu.)
Mukonnasma XxoMMHUC (Ma30kK) (kaY.)
Mwukonnasma XOMUHUC (Ma30ok) (Konn.)
Mukonnasma xoMmuHuUC (Moya) (Kau.)
Mwukonnasma XoMUMHUC (MoYa) (Konny.)
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250
340
250
340
250
340
250
340

250
340
250
340
250
340
300
280
300
320
300
340
250
340
250
340
250
340
340
340
340
340
340
340

800
800

340
440
250
400
250
400
800
5000
5000
250
400
250
400
250
400
340

1600

800
340
340
340
250
340
250
340
250
340
250
340
250
340
340
400
250
340
250
340
250
340
250
340



19.81.

19.82.

19.21.1.
19.65.1.
19.21.2.
19.65.2.
19.50.1.
19.50.2.
19.20.1.
19.64.1.
19.20.2.
19.64.2.
19.15.1.
19.59.1.
19.15.2.
19.59.2.
19.14.1.
19.58.1.
19.14.2.
19.58.2.

28.118.

50.2.2087.

27.39.

27.38.

28.92.

20.79.
20.22.
20.21.
20.80.

20.39.
20.118.

20.32.
20.33.
20.31.
20.29.
20.30.

20.36.
20.35.
20.34.

20.37.
20.38.

20.82.
20.81.

20.26.
20.25.
20.24.
20.23.
20.28.
20.27.

20.63.
20.61.
20.62.
20.41.
20.42.
20.43.

20.126.
20.65.
20.66.
20.47.
20.46.

20.45.
20.44.

20.76.
20.77.

MobunyHkyc (Mobiluncus curtissi) (kau.)
Mo6unyHkyc (Mobiluncus curtissi) (konuy.)
Heliccepus roHopeun (Masok) (kau.)
Heliccepusi roHopen (Masok) (konuy.)
Helccepus roHopeun (mo4a) (kay.)
Heliccepusi roHopem (moua) (konmy.)
TpenoHema nannugym (ma3ok) (Metog Real-Time) (kay.)
TpenoHema nannugym (moya) (Metog Real-Time) (kay.)
TpuxomoHac BarvHanuc (Masok) (kad.)
TpuxomoHac BarvHanuc (Ma3sok) (konuy.)
TpuxomoHac BarvHanuc (Mova) (kau.)
TpuxomoHac BarvHanuc (Mova) (konumy.)
Ypeanna3ama ypeanutukym (Masok) (kau.)
Ypeanna3ama ypeanutukym (Masok) (konuy.)
Ypeanna3ama ypeanutukym (Moya) (kau.)
Ypeanna3ama ypeanutukym (Moya) (konuy.)
Xnamuaust TpaxomaTtuc (Masok) (kau.)
Xnamuausi TpaxomaTuc (Masok) (konuy.)
Xnamugus TpaxomaTuc (Moya) (kad.)
Xnamuausi TpaxomaTuc (Moya) (konuy.)
10.02.11.0ueHka 61oLeHo3a yporeHTanbHoro Tpakra
AHOPO®IIOP

BroueHo3 yporeHMTanbHOro TpakTa y XeHLWuH Ha 12 rpynnMnKkpoopraHM3moB
(Nakrobaunnntioc, MapaHepennel, Mpe
demochnop-16 (MccneposaHme MUKpodiopbl YpOreHUTanbHOro TpakTa y XeHLMH 16
nokasaTenem)

demodhnop-8 (MccnegoBaHne MUKPOGOpbl YpOreHUTanbHOro TpakTa y XKeHLWmH 8
nokasaTenem)

10.02.12.AnarHocTuka 3aboneBaHuii yporeHTanbHoro Tpakta
®JIOPOLIEHO3 KOMIMINEKCHBIW (c gnarHoctukon UMMM)
10.03.CEPOJIOIMNA

10.03.01.CKpUHUHT

AT 1 AT kK BUY 1/2 (CKPUHWHT , KaY.)
'enaTut C, anti-HCV cymm. (kay)

Ienatut B, HBs Ag (kay)

Cudpunuc cym. AT (IgG v IgM) (kau)
10.03.02.l'enaTtut A

enaTuT A, anti-HAV IgM (n/kon)

Ienatut A, anti-HAV cym. AT (kon)
10.03.03.I'enaTtuT B

I'enatut B, anti-Hbe (n/kon)

'enaTuT B, anti-HBs (ko)

Ienatut B, Hbe Ag (kau)

I'enaTuT B, anti-HBV cor IgM (n/kon)
I'enatut B, anti-HBV cor cymm. (kay)
10.03.04.I'enaTtut C

I'enatut C cnekTp aHTuten (kad)

enatut C, anti-HCV IgG aBmaHocTb (n/kor)
Ienatut C, anti-HCV IgM (n/kon)
10.03.05.I'enatut D

I'enatut D, anti-HDV IgM (kau)

enatut D, anti-HDV cymm. (kay)
10.03.06.l'enaTtut E

[enatuT E, anti-HEV-IgG (ka4

Ienatut E, anti-HEV-IgM (ka4)
10.03.07.Cudomnmc

Cudbunuc IgG (n/kon)

Cudomnmc IgM (kad)

Cudunuc RPR (n/kon)

Cudomnmuc TPHA (n/kon)

Cudunmc nmmyHo6n0T IgG (kau)

Cudunumc nmmyHobnoT IgM (kau)
10.03.08.Xnamnanos

Xnamuamsa nHeBMoHuu IgA (n/kon)
Xnamuausi nHeBmMoHun 1gG (n/kon)
Xnamuamsa nHeBmoHun IgM (n/kon)
Xnamuaus tpaxomatuc IgG (n/kon)
Xnamuamsa Tpaxomatuc IgM (n/kon)
Xnamunaus tpaxomatuc IgA (n/kon)
10.03.09.Mukonnasmos

Mwkonnasma nHeBMoHUK IgA

Mwukonnasma nHeBmoHuu IgG (n/kon)
Mwukonnasma nHeBmMoHuu IgM (n/kon)
Mukonnasma xomuHuc IgA (n/kon)
Mwukonnasma xomunuc IgG (n/kon)
10.03.10.Ypeanna3mos

Ypeannasma ypeanutukym IgA (n/kon)
Ypeanna3sma ypeanutukym IgG (n/korn)
10.03.11.Tokconnasmos

Tokconnaawma IgG (kon)

Tokconnasma IgG aBuaHoCTb (n/kon)
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340
400
250
340
250
340
250
250
250
340
250
340
250
340
250
340
250
340
250
340

1900

1600

1900

1050

1700

250
250
250
250

610
480

400
410
430
420
440

1060
960
340

530
530

620
620

450
450
250
400
1500
1500

410
390
390
410
410
410

370
360
350
500
330

350
350

450
600



20.78.

20.58.
20.59.
20.60.

20.15.
20.16.
20.17.

20.104.
20.125.
20.105.
20.102.
20.103.

20.50.
20.51.
20.52.
20.53.
20.54.
20.55.
20.83.

20.71.1
20.85.

20.69.1
20.70.1

20.56.
20.57.

20.72.
20.73.

20.18.
20.88.

20.74.
20.75.

20.10.
20.11.

20.123.
20.124.

20.9.
20.8.
20.95.
20.93.
20.94.

20.127.
20.128.

20.115.

20.6.
20.1.
20.3.
20.2.
20.4.
20.5.

20.13.

20.91.
20.89.
20.90.

20.129.

20.117.
20.14.
20.86.
20.87.

20.106.
20.67.
20.12.

Tokconnasma IgM (kon)
10.03.12.utomeranosunpycHas nHdekums
Lintomeranoswupyc IgG (n/kon)
LinTomeranosupyc IgG aBngHocTb (n/kon)
Lintomeranoswupyc IgM (n/kon)
10.03.13.KpacHyxa

KpacHyxa IgG (kon)

KpacHyxa IgG aBuaHocTb (n/kon)

KpacHyxa IgM (n/konuy)
10.03.14.PecnupaTtopHble BUPYCHblE MHAEKLNA
ApneHosupyc IgG (n/kon)

Apnenosupyc IgM (n/kon.)

ApneHosupyc IgA (n/kon)

PecnupaTtopHbIii cyHuMTUanbHbIN BUpyc 1gG (n/kon)
PecnupaTopHbliii cuHumMTUansbHbIn Bupyc IgM (n/kor)
10.03.15.'epnec

Bupyc npoctoro repneca 1 IgG (kon)

Bupyc npoctoro repneca 1 IgM (n/kon)

Bupyc npoctoro repneca 2 IgG (kon)

Bupyc npoctoro repneca 2 IgG aBugHocTb (n/kon)
Bupyc npoctoro repneca 2 IgM (n/kon)

Bwupyc npoctoro repneca VI tuna IgG (n/kon)
Bupyc npoctoro repneca VIl Tuna IgG (n/kon)
10.03.16.B3B-unHekums

Bupyc OnwreiiHa-bapp IgG k kancugHomy Al (kon)
Bupyc OnwTeiiHa-bapp IgG k paHHemy Al (kon)
Bupyc Onwrenna-bapp IgG k agepHomy Al (n/kon)
Bupyc OnwTeiHa-bapp IgM k kancugHomy Al (kon)
10.03.17.BeTpsHas ocna

Bupyc Bapuuenna-3octep IgG (kon)

Bupyc Bapuuenna-3octep IgM (n/kon)
10.03.18.Kopb

Kopb 1gG (n/kon)

Kopb IgM (n/kon)

10.03.19.KokntoLu

Boppetenna neptyccuc IgG (kon)

Bopaetenna neptyccuc IgA (kon)
10.03.20.MapoTuT

MapoTuT IgG (n/kon)

MapotuTt IgM (n/kon)

10.03.21.KneweBon boppenunos

Boppenunos IgG (kor)

Boppenunos IgM (kon)

10.03.22.KneweBon aHuedanut

Bupyc knetesoro sHuedanuta IgG (n/kon.)
Bupyc kneweoro aHuedanuta IgM (n/kon.)
10.03.23.NepcrHmos3

WepcuHnos IgA (n/korm)

WMepcuHnos IgG (n/kon)

VepcuHusi ncesnoTybepkynesa (n/kon)
MepcuHus sHTepokonuTuka, cepotun O3 (n/kon)
WepcuHusa aHTepokonutuka, cepotun O9 (n/kon)
10.03.24.Bpyuennes

Bpyuennes IgG (kau.)

Bpyuennes IgM (kau.)

10.03.25.Jlenwmannos

Jlenwmannos, IgG (n/kon)

10.03.26.' enbMUHTO3bI

Ackapunos IgG (n/kon)

OunddepeHumanbHas gnarHocTuka renbMmHTo30B IgG (n/kor)
OnucTopxo3 IgG (n/kon)

Tokcokapos IgG (n/kon)

TpuxuHennes IgG (n/kon)

OxunHokokko3 IgG (n/kon)
10.03.27.CanbMoHennes

CanbmoHennes (rp.A, B, C, [, E, cymm., n/kon)
10.03.28.1Uvrennes

LWnrenna 3oHHe (n/kon)

LLvrenna ®nekcHepa 1-5 (n/kon)

Lnrenna ®nekcHepa 6 (n/kon)
10.03.29.Acneprunnes

Acneprunnes IgG (kau.)
10.03.30.XennkobakrepHas nHdekums

OnpepneneHne aHtureHa HELICOBACTER PYLORI B kane (M®PA)

XenukobakTtep nunopu IgG (ko)
Xenukobaktep nunopu IgA (kos)
XenukobakTtep nunopu IgM (kon)
10.03.31.0pyrne nHdpekumn
Awmebuas IgG (n/kon)

BptowHom Tnd (kay)

BptowHon Tud (n/kon)
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450

450
600
450

410
480
410

650
650
650
650
650

400
400
400
560
400
400
700

400
400
400
400

480
480

480
480

660
660

350
350

350
350

350
350

700
700
350
700
700

500
500

660

400
1300
400
400
400
400

410

600
600
600

600

1500
450
600
600

700
500
800



20.49.
20.7.
20.64.
20.116.
20.48.

17.51.

27.960.
17.61.

17.50.

17.54.

17.47.

50.2.2002.

17.43.

17.44.

17.42.
17.56.
17.53.

17.2.
17.1.
17.37.
17.40.
17.38.
17.39.
17.5.
17.57.
17.58.

17.9.
17.4.
17.60
17.6.
17.41.

17.13.
17.14.
17.16.
17.15.
17.17.

17.22.
17.25.
17.23.
17.24.

17.27.
17.28.
17.29.
17.31.
17.30.
17.36.
17.32.
17.33.
17.34.
17.35.

26.3.
26.40.
26.1.
26.2.

Kangunpa anbbukaHc IgG (kau)

Jlam6nno3 (cymm. AT, n/kon)

MukobakTepumn Ty6epkynesa (cymm. AT, kau)

CbinHow Tud (n/kor)

TpuxomoHunas IgG (kau)

11.AMMYHOINOIrMYECKME NCCINEOOBAHNA

11.00.01.OCHOBHbIE CKPUHHWHIOBbIE MaHeNnn

F'ymopanbHbIn UMMYHUTET (MMMyHOrobynuHel IgA, IgM, 1gG, IgE, unpkynupytoLume
MMMYHOKOMINNEKChI, KOMMOHEHTbI

VIMMYHHBI cTaTyc (CKPUHUHT) (ParountapHasi akTUBHOCTb NENKOLMTOB, KIIETOYHbI
UMMYHUTET, UMMYHOrNo6ynuH IgE obwumin, ummyHorno6ynuxbl IgA, IgM, I1gG)
VIMMYHHBI CTaTyC pacLUMPEHHBbI

KneTtouHbin ummyHuteT (T-numdounTsl, T-xennepsbl, T-LUTOTOKCUYECKME KNETKN,
VIMMyHOperynsiTopHbln MHaekc, B

11.00.02.JononHUTENbHbIE KOMMSIEKChI

AkTnBMpoBaHHble NuMdoumnTbl (T-nuMdoumnTbl, T-xennepbl, T-UMTOTOKCUYECKME KNETKH,
MMMYHOPErynsaTOpPHbIN MHAEK

VIMMyHOperynsiTopHbIi MHAEKC ANS OLeHKM MMMYHHOrO cTaTyca U adppekTMBHOCTY Tepanum
(MMMYHOpPerynaTopHbI MHAEKC, T-nuMdoumnTbl, T-xennepsbl, T-UMTOTOKCUYECKUE K

VccnepoBaHve napaMeTpoB MMMYHHOrO cTaTyca: onpeaerneHne abCcontoTHbIX KONUYeCTB
CD4+CD8+CD3 numdoumnToB y nauneHtoB ¢ BUY (CMWA Ha npoToyHOM LuTodrioopumeTp
WccnepoBanune cybnonynaumm B-numdoumnTos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)

KneToyHble peuenTopbl MMMMONOHOW TKaHN

af-T n yd-T:

(CD3+aB-TcR+yd-TcR, CD3+yd-TcR+aB-TcR-)

OueHka coCTOsIHWSA T-KNEeTOYHOro 3BeHa MMMyHUTETa:

(T-numdpouutsl (CD3+CD19-), T-xennepbl (CD3+CD4+CD45+)

PaHHAs akTnBaums T-kneTok n T-perynstopHblie NMMAOoLuUTbI

LInTokMHBI (bakTop Hekpo3a onyxonu, nHTepnevikuH-10, HTepNenknH-6)
11.00.03.NHAamBMAyanbHbIE UMMYHOOTMYECKNE TeCThbI

MmmyHorno6ynuH IgE obLumit

VmmyHornobynuHel IgA, IgM, 1gG

WHTepneiikvH 1 BeTa

WNHTtepnenkuH 10

WHTepneiikvH 6

WNHTepnenkuH 8

KomnoHeHTbl komnnemeHTa C3, C4

TNenkountapHo-T-nMMdOUMTaPHBIN MHOEKC

JIMN Kanbd-Kanuda

OnpepeneHne nHtepdepoHos ("anbda", "ramma", CbIBOPOTOYHBIA, CMIOHTAHHbIN)
Copepxanne UK IgG, IgM

T-xennepbl (CD3+CD4+)

daroumTapHasi akTUBHOCTb J1€/KOLIMTOB

PHO/TNFa (PakTop Hekpo3a onyxonu)

11.00.04.YyBCTBUTENBHOCTL K MpenapaTam nHTepdepoHa: (HasHayaTb TONbKO BMEcTe C
nccnepoBaHvem "Onpegenexne nHTepdepoHoB"):

FammadbepoH (MHrapoH)

WHTpOH

PeanbanpoH

PeadepoH (BudepoH)

PodepoH

11.00.05.4yBCTBUTENBHOCTL K MHOYKTOPaM MHTepdepoHa (Ha3HavyaTb TONMbKO BMECTE C
nccnegosaHnem "OnpegeneHne nHTepdepoHoB"):

AMUKCUH

Karouen

Heosup

LinknodepoH

11.00.06.YyBCTBUTENBHOCTL K MMMYHOMOAYNATOPAaM (Ha3Ha4yaTb TONbKO BMeCTe C
nccnegoBaHnem "OnpegeneHne nHTepdepoHoB"):

[anasuT

enoH

VmmyHan

VimmyHomakc

MmMmyHodaH

VimyHopuKc

Tukonung

MNMonuokcnaoHun

TakTuBuH

TumoreH

12.AYTOUMMYHHAA ONATHOCTUKA

12.00.01.lLUutoBmaHas xenesa

AT k peuentopam TTI (kon)

AT-MATI (aHTUTena K MMKpOCOMarbHOM hpakumn TMpouuToB) (kon)

AT-TT (kon)

AT-TNO (kon)

12.00.02.MogxenynoyHas xenesa
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15
15
15
15

15
15
15
15

15
15
15
15
15
15
15
15
15
15
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350
400
800
800
350

2390

3380
14470

3170

2760

1560

2130

2020

2890

4910
2550
6730

350
600
1500
1500
1500
1500
300
150
150

2100
850
1200
400
1100

490
490
490
490
490

490
490
490
490

490
490
490
490
490
490
490
490
490
490

1000
600
350
350



26.30.
26.29.
26.28.

26.161.

26.162.

26.6.
26.8.
26.5.
26.4.

26.163.
50.4.1385.
20.167.

26.26.
26.27.
26.165.

26.11.
26.10.
26.12.

26.21.
26.18.
26.20.
26.19.

26.9.

50.13.2181
26.23.
26.22.
26.25.
26.44.

26.13.

26.7.

26.14.
26.15.
26.16.
26.17.

26.24.

26.164.
26.41.
26.31.
26.39.
26.36.
26.38.
26.37.

26.33.

26.34.
26.160.

26.35.

26.66.
26.77.
26.52.
26.76.
26.63.
26.60.

26.71.
26.79.
26.74.
26.54.
26.58.

26.68.

26.53.

AT - GAD (kon)

AT k beTa-kneTkam NomxenynoyHou xenesbl (ko)
AT K MHCYnuHy (kon)

12.00.03.Cepaue

AHTUTENA K MUOKapAY C ONpeAerneHnemM Tuna cBeveHus
12.00.04.TpombGouuToneHuns

AHTUTENa K TPpOMbBOLMTaM, meTog HPUD
12.00.05.AHTUdOCHONUNUAHBIN CUHAPOM

AT k kapavonunuHy (ckpuH. IgG, IgM, IgA)

AT Kk npoTpoMbBuHY (ckpuH. IgG, IgM, IgA)

AT k docdonunuaam IgG (ko)

AT k docdonunuaam IgM (kon)
12.00.06.AyTOMMMYHHBI renatut

AHTUTEena K Mukpocomam neyeHu-noyku (LKM-1) metogom HPU® Ha TporiHom cybeTpaTte
AHTUTENA K LMTONNA3MaTUYECKOMY aHTUIeHy NevyeHn
AT k rnagkow myckynatype (ASMA) (n/kon)
12.00.07.Uenwnakus

AT k rnnaguny IgA (kon)

AT k rnnaguny IgG (kon)

AT k sHgomuamio IgA u IgG (EMA) (kau)
12.00.08.CuctemHasi kpacHas BonvaHka

AT k asycnupanbHon JHK (kon. IgG)

AT k ogHocnupansHon OHK (kon. 1gG)

AT K aKCTparmpoBaHHbIM saepHbiM AlT (ko)
12.00.09.CuctemHasi cknepoaepmMmusi
AHTULEHTPOMEpHbIe AT (kon. IgG)

AT k aHTureHy Scl-70 (kon. IgG)

AT k Hykneocomam (kon. IgG)

AT k umtonnasmatuydeckomy AlC Jo-1 (kon. IgG)
12.00.10.AyTOMMMYHHble 3abonesaHns XKT
AHTUHYKeapHble AT (kon. IgG)

AHTUHYKNeapHbI akTop Ha KrneTo4How nuHumM HEp-2 ¢ onpegeneHnemM 6 TMNOB CBeYeHUs
AT K BHYTpeHHeMy cbakTopy (ko)

AT k MuTOXOHAPUSM (kon. IgG)

AT k napueTanbHbIM kneTkam (kon. IgG)

KanbnpoTekTuH B kane

12.00.11.JlekapcTBEHHas Bon4aHka

AT k ructoHam (kon. IgG)

12.00.12.Mapkepbl ayTOMMMYHHbIX 3a6onesaHui, accoummpoBaHHbix ¢ CKB
AT k 6eTa-2-rnukonpoTenHy (ckpuH. IgG, IgM, IgA)

AT k umtonnasmatudeckomy Al SS-A (RO) (kon. IgG)

AT k umtonnasmatundeckomy Al" SS-B (La) (kon. IgG)

AT Kk akcTparupyemomy saepHomy AT Sm (kon. IgG)

AT k akcTparnpyembim saepHbiM AT RNP\Sm (kon. 1gG)
12.00.13.AyTOMMMYHHble 3ab0neBaHnsi NoYek

AT k 6asanbHoit MembpaHe rromepynsipHoro annapara (kon. IgG)
12.00.14.MonoBas cchepa

anti-hGC AHtutena k X' (kau)

AHTVCNepManbHble aHTUTeNna B LiepBMUKanbHON Cnmaun, CyMMm. (kay)
AHTUCnepmanbHble AT (kon)

AHTucnepmanbHble AT (B cnepme, kor)

AT K TKaHu anyHuka, Ig A (kay)

AT K TKaHu andHuka, IgG (kad)

AT K TKaHu anyHuka, IgM  (kay)

12.00.15.CuctemHble BacKynuTbl

AT k uutonnasme Hewtpodwmnos (AHLA) (n/kon. IgG)
12.00.16.PeBmMaTOnaHbIN apTpUT

AHTU-MCV (AHTUTENA K UUTPYNIMHUPOBAHHOMY BUMEHTUMHY) (Kor. 1gG)
AHTUKEpaTUHOBbIE aHTUTENa

AHTuTena CCP (AHTUTENa K UMKNUYeCcKoMy LMTPYNIIMH coaepxaluemy nentuay) (kon)

12.00.18.KomnnekcHas AnarHocTvka ayTOMMMYHHbIX U CUCTEMHbIX 3aboneBaHui
AHTUHENTPOMUNbHbIE aHTUTENA

AHTUTENa K KapavonunuHy knaccos IgG n IgM

AHTUTENA K OCHOBHbIM aHTUreHam CKB (aHTutena k acHK n Hykneocomam)
AHTUdOChONMMNUAHLIE aHTUTENA

BbisiBneHve aHTuTEN Kk peTukynuHy knaccos IgG u IgA

[narHocTnka ayTouMmyHHoro nopaxenus novek (AHLIA, BMK, AH®)

[narHocTuka 6eicTponporpeccupytolero rmomepynoHedputa (AHUA 1 aHtutena k BMK)
[wnarHocTtuka BocnanutenbHbix Muokapauonatun (Mio n AMA)

[lnarHocTnka BTOPMYHOro aHTudochonunuaHoro cuiapoma (AKI n AH®)

[warHocTtuka rpaHynemarto3sHbix Backynutos (AH® n AHLA)

[InarHocTuKa Ny3bIpHbIX 4EPMAaTO30B (ayToaHTUTENA K aHTUrEeHam KOXu)
NndpdepeHumnanbHas anarHoctuka 6onesHn KpoHa u sisBeHHoro konuta (AHLIA IgG n ASCA
IgA)_new

KomBuHuposaHHoe obcnegosaHne npu BocnanutenbHbix 3abonesanunax kuwevnuka (AHLIA
IgG/IgA, ASCA (IgG/IgA)
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15
15
15
15
15
15

15
15
15
15
15

15

980
980
550

1300

2000

1000
1000
600
600

900
500
1000

540
540
660

540
540
1000

1000
1000
1000
1000

660

1000
1100
1000
1100
2200

1200

940
1190
1190
1190
1190

1540

600
850
530
1190
770
770
770

550

1320
1070

1210

3220
1680
2100
4320
1220
3220

2540
2120
3090
2540
3360

2260

3780



26.55.
26.67.
26.78.
26.56.

26.62.
26.61.

26.72.

26.75.
26.73.

26.59.

26.65.

26.64.
26.70.
11.14.
26.57.
26.80.
26.69.
26.51.

41.515.

40.10.

40.2.

40.3.

40.5.
40.39.
40.40.

40.1.

40.15.

40.16.

40.57.

40.58.
40.7.

40.33.

40.34.
40.35.
40.36.
40.65.
40.63.
40.64.

41.48.
41.19.
41.7.
41.17.
40.324.
41.11.
41.5.
41.1.
41.9.
41.3.
41.15.
41.13.
41.173.
41.174.
40.270.
40.271.
40.211.
40.215.
41.473.

KomnneKcHbIN TeCT AUarHOCTUKM paccesiHHOro ckrepo3aa (onuroknoHasnbHbin IgG un
cB06OAHbIE Nerkve Lenu MMMyH

O6cnenoBaHue Npy BONMYaHOYHOM Hedpute

O6cnenoeanve npu CKB (AH®, acOHK n AKJT)

MNonHoe ceponornyeckoe obcnenoaHue npu uenuakum (ASA, TTI, APA, ATA)
Pa3sBepHyTas guarHoctuka aHtudochonunuaHoro cuHgpoma (AH®, aHTuTena k
kapguonununy IgG/IgM, 6eta2 rnu

Pa3BepHyTas ceponornsi ayTouMMyHHbIX 3a6oneBaHuii nevyeHn

PasBepHyTOe o6crnenoBaHve npy NonMHeBpUTax (CKpUHWUHT napanpoTtenHa, AH®, AHLIA,
ENA, aHTn-GM1, GD1b, GQ

PasBepHyTOe ceporormyeckoe obcrieqoBaHve npu NONIMMMo3uTe ¢ kKommeHtTapmem (AHO,
ENA, aHtn-Mi-2, Ku, Pm-

CBobopHble nerkue kanna n naméaa LuenyM MMMyHornobynuHoB B Moye

CBobopHble nerkue kanna/nsmbaa Luenu MMMyHOrnobynmHOB B CbIBOPOTKE KPOBU
CBobopHble nerkme nambaa/kanna uenm MMMyHornobynvMHoB B LiepebpocnHansbHowm
XKMOKOCTN

CKPUHUWHI ayTOMMMYHHOro nopaxeHus nevexnn (AH®, AMA, ATMA, LKM, AMKXX)
CKpUHUHT BonesHei coegnHuTenbHom TkaHn (AH® n ENA-ckpuH)

CKPUHWHIT M-TPAOVEHTA (6enka bexc-IxoHca) B MOYE

CkpuHuHTr uenuakum (AAT IgG n TTI2 IgA)

TunuposaHue M-rpagueHTa (6enka BeHc-[xoHca) B Moye

YTouHeHve anarHosa uenvakum (ASA n TTTI)

AnekTpocopes 6enkoB MoK C onpederieHMem Tuna NPoTENHypuUm
13.ANATHOCTUKA ANNEPI N

13.01. TEXHONOIr' A IMMUNOCAP

13.01.01.1 STAI MNepBuYHbIE TECTBI HA ANNEPTUIO (CKPUHUHT)

ANNEPIOYMN ISAC (112 anneprokoMnoHeHTOB 13 51 UCTOYHMKA annepreHoB)
(ImmunoCAP)

CMecb annepreHoB NULLM (SIMYHBIA Genok, MOIIOKO KOPOBbE, Tpecka, NeHNYHasa myka,
apaxwuc, cos) IgG (FX5, ImmunoCAP)

CmMecb annepreHoB NULLK (AnYHbIN Genok, Monoko, Tpecka, neHuua, apaxuc, cos) IgE (FX5,
ImmunoCAP)

Cmecb bbIToBLIX annepreHos (qomaluHas neinb (Hollister-Stier), D. pteronyssinus, D. farinae,
Blatella germanica (tapakax-npycak) IgE (HX2, ImmunoCAP)

Cwmecb rpubkoBbix annepreHos (Penicillium notatum, Cladosporium herbarum, Aspergillus
fumigatus, Alternaria alternata) IgE (MX1, ImmunoCAP)

CMech 3naKkoBbIX: MweHuua, poxb, suMeHb, puc IgE (FX20, ImmunoCAP)

CMecb 3nakoBbIX: MlUeHnua, poxb, sumMeHb, puc IgG (FX20, ImmunoCAP)

Cmecbk Mukpockonuyeckux rpmbos (Penicil. notatum, Cladosporium herbarum, Asper.
fumigatus, Candida alb., Alt. alternata, Helminthosp) IgE (MX2, ImmunoC

Cmecb MOpenpoayKTOB: Tpecka, KpeBeTka, CUHAS Muaus, TyHew, nocock IgE (FX2,
ImmunoCAP)

Cmecb MOpenpoayKTOB: Tpecka, KpeBeTka, CUHSAS Muaus, TyHew, nocock IgG (FX2,
ImmunoCAP)

CMeCb MACHBIX NPOAYKTOB: CBUHWHA, roBsianHa, Kypuua IgE (FX73, ImmunoCAP)

CMecCb MACHBIX NPOAYKTOB: CBUHWHA, roBsianHa, Kypuua IgG (FX73, ImmunoCAP)
Cwmecb nepbeB NTUL: rycsi, Kypuubl, YTk1, nHaerku Ige (EX71, ImmunoCAP)

Cwmecb cpykToBasi Ne1: anenbcuH, si6noko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)

Cwmecb cpykToBasi Ne1: anenbcuH, si6noko, 6aHaH, nepcuk IgG (FX15, ImmunoCAP)
Cmecb dpykToBas Ne2: s6noko, 6aHaH, rpywa, nepcuk IgE (FX17, ImmunoCAP)
Cwmecb dpykToBasi Ne2: si6noko, 6aHaH, rpywa, nepcuk IgG (FX17, ImmunoCAP)
Tpuntasa IgE (ImmunoCAP)

®daguaton IgE (ImmunoCAP)

dapnaton getckui IgE (ImmunoCAP)

13.01.02.2 3TAI BbisiBneHne nHavemayanbHOro annepreHa

Alternaria alternata IgE (M6, ImmunoCAP)

Aspergillus flavus IgE (M228, ImmunoCAP)

Aspergillus fumigatus IgE (M3, ImmunoCAP)

Aspergillus niger IgE (M207, InmunoCAP)

Botrytis cinerea IgE (M7, InmunoCAP)

Candida albicans IgE (M5, InmunoCAP)

Cladosporium herbarum IgE (M2, ImmunoCAP)

Helmintosporium halodes IgE (M8, ImmunoCAP)

Mucor racemosus IgE (M4, InmunoCAP)

Penicillium notatum IgE (M1, InmunoCAP)

Pityrosporum orbiculare IgE (M70, ImmunoCAP)

Rhizopus nigricans IgE (M11, InmunoCAP)

Abpukoc IgE (F237, ImmunoCAP)

Abpukoc IgG (F237, ImmunoCAP)

ANNEPIUA HA KOLWKY IgE (ImmunoCAP)

AINNEPINA HA COBAKY IgE (ImmunoCAP)

ANNEPINSA HA ANLO IgE (ImmunoCAP)

Amb6po3ust - ans ACUT IgE (ImmunoCAP)

AmBpo3ust Bbicokas IgE (W1, ImmunoCAP)

15
15
15
15

15
15

15

15
15

15

15

15
15
15
15
15
15
15

NNNNNWNRNRNDNDNDNNNNNNNNERENDNDOWNDW

4470
1850
3360
5430

3640
5560

4740

4740
1030

1160

1050

3090
1960
1720
2130
3640
2810
1770

46200

1430

1430

1430

1430
1430
1430

1430

1430

1430

1430

1430
1430

1430

1430
1430
1430
3700
2380
2910

490
490
490
490
420
490
490
490
490
490
490
490
490
490
3930
5890
3350
3150
490



41.183.
41.184.
41.283.
41.284.
41.181.
41.182.
40.343.
40.197.
40.350.
40.352.

41.87.
41.88.

41.443.
41.103.
41.104.
41.243.
41.244.
41.447.
40.337.
40.212.
41.189.
41.190.
41.187.
41.188.
41.463.
41.105.
41.106.
41.113.
41.114.
41.199.
41.200.
41.279.
41.280.
40.334.
40.332.
41.191.
41.192.
40.356.
41.391.
41.393.
41.295.
41.296.
41.449.
41.193.
41.194.
41.383.

41.85.
41.86.

40.213.
41.451.
40.323.
40.325.
41.115.
41.116.
41.151.
41.152.
41.153.
41.154.
41.233.
41.234.
41.261.
41.262.
41.201.
41.202.
41.439.

41.25.
41.27.
41.23.
41.37.
41.77.

41.771.
41.409.
41.431.
41.435.
41.433.
41.465.
41.483.
41.207.
41.208.
41.139.
41.140.

AnenbcuH IgE (F33, ImmunoCAP)

AnenbcuH IgG (F33, ImmunoCAP)

Apaxuc IgE (F13, ImmunoCAP)

Apaxuc IgG (F13, ImmunoCAP)

Apbys3 IgE (F329, InmunoCAP)

Apbys IgG (F329, ImmunoCAP)

AcTma 1 puHUT y B3pocnbix IgE (ImmunoCAP)
Actma u punuT y getert IgE (ImmunoCAP)
Ba3zoBbIn komnnekc anst B3pocnbix IgE (ImmunoCAP)
Ba3soBbI komnneke ans geten IgE (ImmunoCAP)
Benok anyHbin IgE (F1, ImmunoCAP)

Benok anyHbin IgG (F1, ImmunoCAP)

Bepesa IgE (T3, ImmunoCAP)

Bobbl coeBble IgE (F14, ImmunoCAP)

Bob6bl coesble IgG (F14, ImmunoCAP)

Bpokkonu IgE (F260, ImmunoCAP)

Bpokkonu IgG (F260, ImmunoCAP)

Byk IgE (T5, ImmunoCAP)

BeiToBble anneprenbl IgE (ImmunoCAP)
BeceHHue aepebs - ans ACUT IgE (ImmunoCAP)
BuHorpap IgE (F259, ImmunoCAP)

BuHorpag IgG (F259, ImmunoCAP)

Buwhs IgE (F242, ImmunoCAP)

BuwHs 1gG (F242, ImmunoCAP)

Bs3 IgE (T45, InmunoCAP)

ntoteH IgE (F79, ImmunoCAP)

nioteH 1gG (F79, ImmunoCAP)

Iopox IgE (F12, ImmunoCAP)

lopox I9G (F12, ImmunoCAP)

perindpyT IgE (F209, ImmunoCAP)

penindpyT IgG (F209, ImmunoCAP)

"peukunin opex IgE (F256, ImmunoCAP)

peukuin opex IgG (F256, ImmunoCAP)
'pubkoBble annepreHbl (pacwmpeHHast) IgE (ImmunoCAP)
'pnbkoBble anneprexsbl IgE (IMmunoCAP)

pywa IgE (F94, ImmunoCAP)

pywa IgG (F94, ImmunoCAP)

[na petei nepen BakumHaumer IgE (ImmunoCAP)
HomawHss neinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
HomawHsia nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)
poxoxu IgE (F45, ImmunoCAP)

Opoxokn 1gG (F45, ImmunoCAP)

[y6 IgE (T7, ImmunoCAP)

ObiHs IgE (F87, ImmunoCAP)

[biHa IgG (F87, ImmunoCAP)

Exa cbopHas IgE (G3, ImmunoCAP)

XKentok anunbin IgE (F75, ImmunoCAP)

YKentok suynbin IgG (F75, ImmunoCAP)
3nakosble Tpasbl - Ang ACUT IgE (ImmunoCAP)
WBa IgE (T12, ImmunoCAP)

KasewuH IgE (F78, ImmunoCAP)

KaseuH IgG (F78, ImmunoCAP)

Kakao IgE (F93, InmunoCAP)

Kakao IgG (F93, ImmunoCAP)

Kanbmap IgE (F258, ImmunoCAP)

Kanbmap IgG (F258, ImmunoCAP)

Kambana IgE (F254, InmunoCAP)

Kamb6ana IgG (F254, ImmunoCAP)

Kanycra IgE (F216, InmunoCAP)

Kanycta IgG (F216, InmunoCAP)

KapTtodbens IgE (F35, ImmunoCAP)

KapTtodpens 1gG (F35, ImmunoCAP)

Kueu IgE (F84, ImmunoCAP)

Kuem IgG (F84, ImmunoCAP)

KneH sicerenucTHelii IgE (T1, ImmunoCAP)

Knew gomawHen neinum Dermatophagoides farinae IgE (D2, ImmunoCAP)

Knew, gomawHen neinn Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew gomawHen neinn Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)
Knew, gomawHen nbinu Euroglyphus maynei IgE (D74, ImnmunoCAP)

Kosbe monoko IgE (F300, ImmunoCAP)

Kosbe monoko IgG (F300, ImmunoCAP)

Komap IgE (171, ImmunoCAP)

Kopm Ans pbi6 Aptemus IgE (0202, ImmunoCAP)
Kopm ans pbi6 JadHus IgE (0207, ImmunoCAP)
Kopm Ans pbi6 TetpamuH IgE (0203, ImmunoCAP)
KocTtep IgE (G11, ImmunoCAP)

Kpanuea asynomHas IgE (W20, ImmunoCAP)
KpacHas cmopoaumHa IgE (F322, ImmunoCAP)
Kpachas cmopoauta IgG (F322, ImmunoCAP)
KpeeTku IgE (F24, InmunoCAP)

KpeeTku IgG (F24, ImmunoCAP)

WNWNNNNNNDNODNNNNNNWOWNONONONWONWNWNNNONRNDODNDNWOWNNNNOWNNRNONODNGONWNNONONNDNDDNDODNONNONNNNDNDONDOWNDWN

490
490
490
490
490
490
3500
3500
4800
7420
490
490
490
490
490
490
490
490
2180
3150
490
490
490
490
490
490
490
490
490
490
490
490
490
4360
3060
490
490
4640
490
490
490
490
490
490
490
490
490
490
3150
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
420
490
490
490
490
490
490
490
490
490



41.109.
41.110.
41.481.
41.445.
41.213.
41.214.
41.469.
41.167.
41.168.
41.263.
41.264.
41.219.
41.220.
41.215.
41.216.
41.291.
41.292.
41.269.
41.270.

41.73.
41.74.
41.71.

41.600.
41.259.
41.260.
41.411.

41.89.
41.90.
41.97.
41.98.
41.95.
41.96.

41.101.
41.102.
41.371.
41.372.
41.375.
41.376.
41.389.
41.385.
41.241.
41.242.
41.485.
41.277.
41.278.
41.237.
41.238.

41.51.
41.69.
41.78.

41.223.
41.224.

41.41.
41.45.

40.354.
41.471.
41.475.
40.214.
41.479.

41.55.
41.91.
41.92.

41.477.
41.127.
41.128.
41.239.
41.240.
41.253.
41.254.
41.143.
41.144.
41.423.
41.424.
41.145.
41.146.
41.203.
41.204.
41.461.
41.459.

40.66.
40.67.

Kykypy3a IgE (F8, InmunoCAP)

Kykypy3sa IgG (F8, ImnmunoCAP)

Jlebena yeueBnuesugHas Ige (W15, ImmunoCAP)
JNewwna IgE (T4, ImmunoCAP)

JnmoH IgE (F208, ImmunoCAP)

JumoH IgG (F208, ImmunoCAP)

Jncoxeoct nyrosow IgE (G16, ImmunoCAP)
Jlococs IgE (F41, ImmunoCAP)

Jlocochb IgG (F41, ImmunoCAP)

Jlyk IgE (F48, ImmunoCAP)

Jyk 1gG (F48, ImmunoCAP)

Manwna IgE (F343, InmunoCAP)

Manuna IgG (F343, ImmunoCAP)

MangapuH IgE (F302, ImmunoCAP)

Manaaput 1gG (F302, ImmunoCAP)

Mégn IgE (F247, ImmunoCAP)

Mépn IgG (F247, ImmunoCAP)

MuHgans IgE (F20, ImmunoCAP)

Mungans IgG (F20, ImmunoCAP)

Monoko kunsyeHoe IgE (F231, ImmunoCAP)
Monoko kunsyeHoe IgG (F231, ImmunoCAP)
Monoko koposbe IgE (F2, ImmunoCAP)

Monoko koposbe IgG (F2, ImmunoCAP)
Mopkosb IgE (F31, ImmunoCAP)

Mopkosb IgG (F31, ImmunoCAP)

MoTbinb IgE (173, ImmunoCAP)

Myka rpeyHesas IgE (F11, ImmunoCAP)

Myka rpeyHeBas IgG (F11, ImmunoCAP)

Myka oBcsanas IgE (F7, InmunoCAP)

Myka oBcsiHasi IgG (F7, ImmunoCAP)

Myka nweHnnyHas IgE (F4, ImmunoCAP)

Myka nweHunyHas 1gG (F4, ImmunoCAP)

Myka pxaHas IgE (F5, ImmunoCAP)

Myka pxxaHas IgG (F5, ImmunoCAP)

Msco nHaenku IgE (F284, ImmunoCAP)

Msco uHaeikm IgG (F284, ImmunoCAP)

Msco kponwuka IgE (F213, ImmunoCAP)

Msco kponuka IgG (F213, ImmunoCAP)

MsaTnuk nyroson IgE (G8, ImmunoCAP)
OgcsiHunua nyrosasi IgE (G4, ImmunoCAP)
Orypey IgE (F244, InmunoCAP)

Orypey IgG (F244, ImmunoCAP)

OpysaHuuk IgE (W8, ImmunoCAP)

Opex Kewsbto IgE (F202, ImmunoCAP)

Opex Kewbto IgG (F202, ImmunoCAP)

Mepeu IgE (F218, ImmunoCAP)

Mepew IgG (F218, ImmunoCAP)

Mepo rycuroe IgE (E70, ImmunoCAP)

Mepo kypuupl IgE (E85, ImmunoCAP)

Mepo yTkm IgE (E86, ImmunoCAP)

Mepcwik IgE (F95, ImmunoCAP)

Mepcuk IgG (F95, ImmunoCAP)

MepxoTb (anutenuit) kowwkm IgE (E1, ImmunoCAP)
MepxoTb cobakm IgE (E5, ImmunoCAP)
Muwesas anneprus (6asosas) IgE (ImmunoCAP)
MNopopoxHuk naHuetoBuaHein IgE (W9, ImmunoCAP)
MopconHeuHuk IgE (W204, ImmunoCAP)
MonbiHb - ans ACUT IgE (ImmunoCAP)

MonbiHb IgE (W6, ImmunoCAP)

NomeT BonHucToro nonyranyuka Ige (E77, ImmunoCAP)
Puc IgE (F9, ImmunoCAP)

Puc IgG (F9, ImmunoCAP)

Pomauuka IgE (W206, ImmunoCAP)

CapguHa ganbHeBocTouHas IgE (F615, ImmunoCAP)
CappavHa ganbHesocTouHas IgG (F615, ImmunoCAP)
CaxapHas cBekna IgE (F227, ImmunoCAP)
CaxapHas csekna IgG (F227, ImmunoCAP)
Cgekna IgE (F319, InmunoCAP)

Csekna IgG (F319, ImimunoCAP)

Cenbgab IgE (F205, ImmunoCAP)

Cenbgpb IgG (F205, ImmunoCAP)

Cems nogconHeyHuka IgE (K84, ImmunoCAP)
Cems nogconHeyHuka IgG (K84, ImmunoCAP)
Ckymbpus IgE (F206, ImmunoCAP)

Ckymbpus IgG (F206, ImmunoCAP)

Cnuea IgE (F255, ImmunoCAP)

Cnuga IgG (F255, ImmunoCAP)

CocHa IgE (T213, ImmunoCAP)

CocHa BevimyToBa IgE (T16, ImmunoCAP)
CradumnokokkoBbin aHTepoTOKCuH A IgE (M80, ImmunoCAP)
CtadrnnoKkokkoBbli aHTepoTokenH B IgE (M81, ImmunoCAP)

NNPNDNWONWNWNWNWNONONNWNNNNNNNRNNDONDNNNONWONNONNNDONGONWONWNWONOWNRNONDGONONWOWNWNOWNOWNDONDODNDNWNNNWN

490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
420
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
420
490
2620
490
490
4710
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490



41.900.

41.75.
41.76.

41.405.
41.387.
41.453.
41.155.
41.156.
41.165.
41.166.
41.257.
41.258.
41.121.
41.122.
41.281.
41.282.
41.141.
41.142.
41.285.
41.286.
41.251.
41.252.
40.199.
41.255.
41.256.
41.319.
41.320.
40.340.

41.62.
41.47.
41.65.

41.399.
41.395.

41.83.
41.84.

41.457.

40.311.
40.306.
40.316.
40.321.
40.345.
40.310.
40.349.
40.357.
40.358.
40.359.
40.360.
40.304.
40.305.
40.346.
40.347.
40.302.
40.315.
40.303.

40.307.
40.301.
40.300.
40.348.
40.308.
40.309.
40.318.
40.319.
40.361.
40.363.
40.362.

24.17.

24.100.

24.9.

24.11.

24.21.

CradunokokkoBbin aHTepoTokeuH TSST IgE (M226, ImmunoCAP)
CbIBopoTKa kopoBbero monoka IgE (F236, ImmunoCAP)
CbiBOpoTKa kopoBbero monoka IgG (F236, ImmunoCAP)
TapakaH pbbkuit IgE (16, ImmunoCAP)
TumodbeeBka nyrosas IgE (G6, ImmunoCAP)

Tononeb IgE (T14, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP)

Tpecka IgG (F3, ImmunoCAP)

TyHey IgE (F40, ImmunoCAP)

TyHey IgG (F40, ImmunoCAP)

TeikBa IgE (F225, ImmunoCAP)

ToikBa IgG (F225, ImmunoCAP)

Paconeb IgE (F15, ImmunoCAP)

daconb IgG (F15, ImmunoCAP)
Puctawku IgE (F203, ImmunoCAP)

ducrawkm IgG (F203, ImmunoCAP)

Popensb IgE (F204, ImmunoCAP)

dopenb IgG (F204, ImmunoCAP)

dyHayk IgE (F17, ImmunoCAP)

dyHayk 1gG (F17, ImmunoCAP)

LiBeTHas kanycta IgE (F291, ImmunoCAP)

LiBeTHas kanycta IgG (F291, ImmunoCAP)
Liennakus IgE (ImmunoCAP)

YecHok IgE (F47, ImmunoCAP)

YecHok IgG (F47, ImmunoCAP)
Yunuickuii nepey IgE (F279, ImmunoCAP)
Yunuickun nepeu 19G (F279, ImmunoCAP)

Ok3ema IgE (ImmunoCAP)

Anutenuit kponuka IgE (E82, ImmunoCAP)

3nutenuin mopckoi cBuHku IgE (E6, ImmunoCAP)

Anutenuit xomska IgE (E84, ImmunoCAP)

An ocbl 06bikHOBeHHOM IgE (13, ImmunoCAP)

Ap nuensl fomatren IgE (11, ImmunoCAP)

Aigo IgE (F245, ImmunoCAP)

Anuo IgG (F245, ImmunoCAP)

AceHb Bbicokuit IgE (T25, ImmunoCAP)

13.01.03.3 3TAIN OnpegeneHne anneprokoMnoOHEHTOB
Alternaria alternata rAlt al Igg (M229, InmunoCAP)
Tumodbeeska nyrosas rPhl p1, rPhl p5b IgE (G213, ImmunoCAP)
AnbbymuH cbiBopoTkM kowku nFel d2 IgE (E220, ImmunoCAP)
AnbbyMuH cbiBopoTKK cobakn nCan f3 IgE (E221, ImmunoCAP)
Anbda-naktansbymuH IgE (F76, ImmunoCAP)

Am6po3ns nAmb a1 IgE (W230, ImmunoCAP)

Apaxuc rAra h1 IgE (F422, InmunoCAP)

Apaxwc rAra h2 IgE (F423, ImmunoCAP)

Apaxuc rAra h3 IgE (F424, ImmunoCAP)

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP)

Apaxuc rAra h9 LTP IgE (F427, InmunoCAP)

Bepésa rBet v 1 PR-10 IgE (T215, ImmunoCAP)

Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP)
Beta-nakrornobynuH IgE (F77, ImmunoCAP)

Kapn (Mapeans6ymuH) rCyp c1 IgE (F355, ImmunoCAP)
KoHanbbymuH siiua nGal d3 IgE (F323, ImmunoCAP)

Kowka rFel d1 IgE (E94, InmunoCAP)

Jlnsoumm saiiua nGal d 4 IgE (K208, ImmunoCAP)

MUWHOpPHbIE KOMMOHEHTBI MbINbLbl U NPOAYKTOB pacTUTENbHOro nponcxoxaexus Ige (G214
ImmunoCAP)

OBanbbymuH siita nGal d2 IgE (F232, ImmunoCAP)
OBomykoua aiiua nGal d1 IgE (F233, ImmunoCAP)

Owmera-5 NuaguH nwennub! rTri a19 IgE (F416, ImmunoCAP)
MonbiHb nArt v1 IgE (W231, ImmunoCAP)

MonbiHb nArt v3 LTP IgE (W233, ImmunoCAP)

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP)
CbIBOPOTOYHBIN anbbymuH nBos d6 IgE (E204, ImmunoCAP)
TponomunosuH kpesetok rPen a1 IgE (F351, ImmunoCAP)
13.02.TEXHONOIr'nA IMMULITE

13.02.01.1 STAT MNepBUYHbIE TECTbI HA ANNEpPruio (CKPUHMHI)
CMECb BbITOBbIX ANINEPTEHOB

(momawwHsia neinb (greer), dermatophagoides pteronyssinus, dermatophagoides farinae,
TapakaH-npyccak) Igg (HP1, Immulite)

CMECb OEPEBbBEB Ne 3 (onbxa, 6epesa, newmHa o6bikHOBeHHas!, Ay6, nea) IgE (TP9,
Immulite)

CMECbH JEPEBbLEB Ne1

(kneH siceHenucTbiv, 6epesa, ayb, BA3, rpeukuii opex) IgE (TP1, Immulite)
CMECb JEPEBbLEB Ne2

(onbxa, newmHa o6bIKHOBEHHas!, Bs3, uBa 6enas, Tononb) IgE (TP5, Immulite)
CMECb KNELLEBbIX ANNIEPTEHOB

(kneww-aepmatoddar NepuHHBbINA, knewl-gepmatodar my4Hol, dermatophagoides microceras,
lepidoglyphus destructor, tyrophagus putresc
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490
490
490
420
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
2150
490
490
490
490
4360
490
490
490
420
420
490
490
490

2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
600
2180
600

2180
600
600

2180

2180

2180

2180

2180

2180

2180

2180

1300

1300

1300

1300

1300



24.5.

24.6.

24.7.

24.8.

24.3.

24.4.

24.13.

24.15.

25.91.
25.37.
25.31.
25.35.
25.33.
25.39.
25.93.
25.95.
25.97.
25.99.

25.101.
25.108.

25.59.

25.133.
25.134.
25.137.
25.138.

25.9.
25.10.

25.135.
25.136.

25.25.
25.26.
25.1.

25.2.

25.55.
25.11.
25.12.
25.61.

25.129.
25.130.
25.125.
25.126.

25.47.
25.21.
25.22.

25.141.
25.142.

25.57.

25.157.
25.158.

25.51.

25.163.
25.164.
25.151.
25.152.
25.147.
25.148.

25.53.

25.107.
25.1009.
25.105.
25.127.
25.128.

25.15.
25.16.
25.13.
25.14.
25.23.
25.24.

CMECb MACHbIX NPOOYKTOB

(cBMHWHA, roBsiAMHa, KypuHoe Msico, 6apaHuHa) IgE (FP73, Immulite)
CMECb MACHbIX NPOOYKTOB

(cBMHWHa, roBsiAMHa, KypuHoe Msico, 6apaHuHa) IgG (FP73, Immulite)
CMECbH OBOLLEN

(noMuaopsbl, MOpPKOBb, kapTodernb, YecHok, ropunua) IgE (FP51, Immulite)
CMECbH OBOLLEN

(noMuaopsbl, MOPKOBb, kapToderb, YecHok, ropunua) IgG (FP51, Immulite)
CMECbH MNMULLEBBLIX NPOOYKTOB

(AnYHBIN 6enok, KopoBbe MOSIOKO, TPeckKa, NieHNYHas Myka, apaxuc, coesble 606b1) IgE
(FP5, Immulite)

CMECbH MNMVLLEBBLIX NPOOYKTOB

(AnYHBIN Genok, KOpPoBbE MOJIOKO, TPEeCKa, NEeHNYHas Myka, apaxuc, coesble 606b1) IgG
(FP5, Immulite)

CMECb TPAB Ne1 (uBeTeHve Maii-nionb)

(exxa cbopHasi, oBCAHULA NyroBasi, poXb MHOTOMETHSA, TUMOdeeBKa, MATIVK nyrosoii) IgE
(GP1, Immulite)

CMECb TPAB Ne2 (uBeTeHuWe aBrycT-ceHTsbpb)

(ambpo3usi 06bIKHOBEHHAS!, NOMbIHb 0GbIKHOBEHHASs!, NOAOPOXHUK, Mapu Genasi, 305bHUK,
consiHka) IgE (WP1, Immulite)

13.02.02.2 STAT BhisiBNeHve MHAMBUAYanbLHOro annepreHa
Alternaria alternata IgE (M6, Immulite)

Aspergillus flavus IgE (M311, Immulite)

Aspergillus fumigatus IgE (M3, Immulite)

Aspergillus nidulans IgE (M310, Immulite)

Aspergillus niger IgE (M207, Immulite)

Candida albicans IgE (M5, Immulite)

Cladosporium herbarum IgE (M2, Immulite)

Mucor racemosus IgE (M4, Immulite)

Penicillium brevi-compactum IgE (M305, Immulite)

Penicillium notatum IgE (M1, Immulite)

Pityrosporum orbiculare Igg (M70, Immulite)

Rhizopus nigricans IgE (M11, Immulite)

Akauusi IgE (T19, Immulite)

AHaHac IgE (F210, Immulite)

AnaHac IgG (F210, Immulite)

AnenbcuH IgE (F33, Immulite)

AnenbcuH IgG (F33, Immulite)

Apaxvc IgE (F13, Immulite)

Apaxuc IgG (F13, Immulite)

BanaHb! IgE (F92, Immulite)

BaHaHb! IgG (F92, Immulite)

BapaHuHa IgE (F88, Immulite)

BapaHuHa IgG (F88, Immulite)

Benok anyHbin IgE (F1, Immulite)

Benok anyHbiv IgG (F1, Immulite)

Bepesa IgE (T3, Immulite)

Bo6bl coeBble IgE (F14, Immulite)

Bobbl coesble IgG (F14, Immulite)

Byk IgE (T5, Immulite)

BuHorpap IgE (F259, Immulite)

BuHorpap 1gG (F259, Immulite)

Buwhs IgE (F242, Immulite)

BuwHs 1gG (F242, Immulite)

Bsas IgE (T8, Immulite)

[oBsguHa IgE (F27, Immulite)

losiguHa IgG (F27, Immulite)

penndpyT IgE (F209, Immulite)

penndpyT IgG (F209, Immulite)

0y6 IgE (T7, Immulite)

XKentok anunbin IgE (F75, Immulite)

YKenTtok smunbin IgG (F75, Immulite)

MBa 6enas IgE (T12, Immulite)

KaseuH IgE (F78, Immulite)

KasewuH IgG (F78, Immulite)

KanycTa kouaHHas IgE (F216, Immulite)

Kanycrta kovaHHas IgG (F216, Immulite)

Kaptodpens IgE (F35, Immulite)

KapTodpens IgG (F35, Immulite)

KneH acenenuctHbiv IgE (T1, Immulite)

Knew, gomatuHei nbinv Dermatophagoides farinae IgE (D2, Immulite)
Knew gomawHen nbinn Dermatophagoides microceras IgE (D3, Immulite)
Knew, gomatuHen nbinv Dermatophagoides pteronyssinus IgE (D1, Immulite)
Kny6Huka IgE (F44, Immulite)

Kny6Huka IgG (F44, Immulite)

Kodpe IgE (F221, Immulite)

Kodpe 1gG (F221, Immulite)

KpeeTku IgE (F24, Immulite)

KpeeTku IgG (F24, Immulite)

KypuHoe msco IgE (F83, Immulite)

KypuHoe msco IgG (F83, Immulite)
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25.89.
25.49.

25.139.
25.140.
25.153.
25.154.
40.239.
40.240.

25.17.
25.18.
25.3.
25.4.

25.143.
25.144.
25.113.
25.169.
25.170.
25.171.
25.172.

25.7.
25.8.

25.167.
25.168.
25.165.
25.166.
40.245.
40.246.

25.43.

40.273.
40.277.
25.121.

25.27.

25.123.

25.29.
25.85.

25.173.
25.174.

25.19.
25.20.
25.65.

40.282.

25.41.

40.281.

25.42.

25.149.
25.150.

25.45.
25.5.
25.6.

40.255.
40.256.
25.179.
25.180.
25.119.
25.111.
25.115.
25.131.
25.132.

41.495.
41.494.
40.169.
40.168.
41.491.
40.170.
41.497.
41.496.
41.498.
41.421.
41.492.
41.493.
40.166.
41.419.
41.425.
41.490.

41.500.
41.501.
41.504.
41.507.

Ne6epna IgE (W37, Immulite)

JlewmHa obbikHoBeHHas IgE (T4, Immulite)

JumoH IgE (F208, Immulite)

JumoH IgG (F208, Immulite)

Jococs IgE (F41, Immulite)

Jlocochb IgG (F41, Immulite)

MOJIOKO IgE (Immulite)

MOJIOKO IgG (Immulite)

Monoko kunsyeHoe IgE (F231, Immulite)

Monoko kunsyeHoe IgG (F231, Immulite)

Monoko koposbe IgE (F2, Immulite)

Monoko kopoBbe IgG (F2, Immulite)

Mopkosb IgE (F31, Immulite)

MopkoBb IgG (F31, Immulite)

Mopckas ceuHka (anutenuit) IgE (E6, Immulite)
Myka rpeuHeBas IgE (F11, Immulite)

Myka rpeyHeBas IgG (F11, Immulite)

Myka oBcsiHasi IgE (F7, Immulite)

Myka oscsiHas 1gG (F7, Immulite)

Myka nweHunyHas IgE (F4, Immulite)

Myka nweHunyHas IgG (F4, Immulite)

Myka pxxanas IgE (F5, Immulite)

Myka pxanas IgG (F5, Immulite)

Msco uHaevikm IgE (F284, Immulite)

Msco nHaeikm IgG (F284, Immulite)

OBOLWM IgE (Immulite)

OBOLLUN 1gG (Immulite)

Onbxa IgE (T2, Immulite)

OPEXW IgE (Immulite)

OPEXW IgG (Immulite)

Mepo BonHucToro nonyranyumka IgE (E78, Immulite)
MepxoTb (anutenuit) kowku IgE (E1, Immulite)
MepxoTb nowaau IgE (E3, Immulite)

MepxoTb cobaku IgE (E5, Immulite)

MonbiHb 0bbikHOBEHHAs IgE (W6, Immulite)

Puc IgE (F9, Immulite)

Puc IgG (F9, Immulite)

CsuHuHa IgE (F26, Immulite)

CsuHMHa IgG (F26, Immulite)

CocHa BeiimyToBa IgE (T16, Immulite)
CradunoKkokkoBbIi 3HTepoTokenH B 1gG (M81, Immulite)
CracunnokokoBbI 3HTEPOTOKCUH A IgE (M80, Immulite)
CradunokokoBbIn 3HTepoTokcHH A IgG (M80, Immulite)
CTacunnokokoBbI 3HTEPOTOKCUH B IgE (M81, Immulite)
Tomar IgE (F25, Immulite)

Tomar IgG (F25, Immulite)

Tononb IgE (T14, Immulite)

Tpecka IgE (F3, Immulite)

Tpecka IgG (F3, Immulite)

OPYKThI IgE (Immulite)

OPYKTbI IgG (Immulite)

dyHayk IgE (F17, Immulite)

PyHayk IgG (F17, Immulite)

SAnuTtenun kponuka IgE (E82, Immulite)

Anutenuin cobakm IgE (E2, Immulite)

SAnuTtenun xomska IgE (E84, Immulite)

Abnoko IgE (F49, Immulite)

Abnoko IgG (F49, Immulite)

13.03.AIINMEPINA HA NEKAPCTBEHHbIE CPEACTBA
13.03.01.TexHonoruns ImmunoCAP
Awmokenumnnui IgE (C6, ImmunoCAP)
AwmnuumnnuH IgE (C5, ImmunoCAP)

AHTU6KMOTUKM (IMmMunoCAP)

AHTUCENTNYeckue n aHTnbakTepuaneHble cpegctea (ImmunoCAP)
XKenatuh koposuii IgE (C74, ImmunoCAP)
WHecynuH IgE (ImmunoCAP)

WHcynuH 6biumnii IgE (C71, ImmunoCAP)

WHcynuH ceuHowm IgE (C70, ImmunoCAP)

WHcynuH vyenoseveckuii IgE (C73, ImmunoCAP)
TNatekc IgE (K82, ImmunoCAP)

Mernumnud G IgE (C1, ImmunoCAP)

MeHnumnuH V IgE (C2, ImmunoCAP)
MpeponepaunoHHas nanens IgE (ImmunoCAP)
dopmanbaerna/dpopmanut IgE (K80, ImmunoCAP)
XnopamuH IgE (K85, ImmunoCAP)

XnoprekcuauH IgE (C8, ImmunoCAP)
13.03.02.TexHonorus Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTukaunH n YnbTtpakauH IgE (C68, Dr. Fooke)
BeHsokauH IgE (C86, Dr. Fooke)

BynuBakawvH, AHekavH n MapkawuH IgE (C89, Dr. Fooke)
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41.505.
41.502.
41.506.
40.339.

50.44.2217.

41.508.
41.503.
41.510.

41.511.

41.512.

41.513.

41.514.

1911

1.99.1
1.92.1
1.96.1.
1.97.1
1.93.

1.94.1
1.95.1

1.98.1

GNO001
GNO002

GNP028
GNPO053
19.94.

GNPO21
GNP043
GNP023
GNP022
GNPO066
GNPO055

GNP052
GNP032
GNP026
GNPO008
GNPO030
GNPO046
GNP045
GNP044
GNP025

GNPO050
GNPO61
GNP049
GNPO51
GNPO60

GNPO034

GNP020
GNP048
GNPO57
GNPO19

GNP029
GNPO11

GNP047
GNP069
GNPO35

20.120.
20.119.

Kap6okauH IgE (C87, Dr. Fooke)

JInpokavH n AcunokauH IgE (C82, Dr. Fooke)

MenwusakanH v NonokauH IgE (C88, Dr. Fooke)

MecTHble aHecTeTukM 1 MnopenakcaHTbl (10 wT) IgE (Dr. Fooke)
HanpokceH (c110)

MpunokawH n Uutanect IgE (C100, Dr. Fooke)

MpokauH n HosokawnH IgE (C83, Dr. Fooke)

TeTpakavH n [dukavH IgE (C210, Dr. Fooke)

13.04. TEXHONOI' A RIDA ANMNEPITOCKPUH PASBEPHYTBIE MAHEN
MAHENb NEOVATPUYECKAA

(RIDA-uMMyHOG0T)

(7 pecnupaTtopHbix 1 13 nuLeBbIx annepreHos) IgE

MAHENb MUWEBBLIX ANNMEPIEHOB (RIDA-MMyHO6510T)

(20 nuwweBbIx annepreHos) IgE

MAHENb PECMUPATOPHbIX ANNEPTEHOB (RIDA-mmyHO6n0T)
(20 pecnupaTopHbIx) IgE

YHVWBEPCAINbHAA NAHESb (RIDA-uMMyHO6MOT)

(13 pecnupaTopHbIX U 7 NuLeBbIX annepreHos) IgE

14. TOKCUKONOIr'MYECKNE NCCNEQOBAHUA

AHanua mouun "BpeaHble NpuBbIYKL" (@nKoronb, HUKOTWUH, HaPKOTUYECKME N NCUXOAKTUBHbIE

BelecTBa - 6bonee 800 npeacTasutenen)

VccnepoBaHne MoYm Ha BbisiBNEHWE YNOTPEGIEHUs) CUHTETUYECKUX KaHHaBUHOMA0B
"CnawicoB"

KonuuectBeHHOe onpeaeneHne ampetamMmmHa 1 ero Npou3BOAHbLIX B MOYe
KonunyecteeHHoe onpeneneHne 6apbutypatos B Move

KonunuyectBeHHoe onpeneneHve 6eH3oanasenvHoB B Moye

KonunyecTtBeHHoe onpefenexHve kaHHabMHoMaoB B MoYe

KonunuecTBeHHOe onpeaerneHvne kokamHa u ero MmetabonmTos B Moye
KonuuyecTtBeHHoe onpefeneHne onnaToB B MoYe

npeﬂBapMTeJ’leblVl aHanus Mo4n Ha BbisiBrieHve 9 rpynn HapKOTUYECKNX N MCUXOAKTUBHbIX

BeLLecTB (onuatkl, KaHHabuHoMAbl, aMeTamMnH, MeTaMETaMMH, KOKauH, IKCTasmn
15.FTEHETUYECKME MCCNEOOBAHUA
15.01.YCNYTH

Boigenexue OHK (sBnsietca o6s13aTenbHON 4OMNONMHUTENBHON YCIYron Npu OCyLWecTBNEHNN

3akasa)

3akntoyeHne Bpava-reHeTMka No o4HOMY BUAY UCCreaoBaHNiA
15.02.KOMIMJIEKCbI FTEHETUYECKMX MCCIEAOBAHUN
15.02.01.TepaneBTUYECKME UCCNEfOBaHMS

BonesHb KpoHa

BPOHXWAITIbHAA ACTMA (6a30Bbii1)

BoisiBnenwe annenu 27 nokyca B HLA (HLA-B 27)
[eHeTyKa KOMNNEKC NPOTPOMOUH

'vnepToHunsa

WHrmbuTop aktnuBaTopa nna3MmuHoreHa

JlenpeHoBckasi myTauus

MYKOBUCLINOO3

HACNEOCTBEHHbIV TEMOXPOMATO3

HenpoceHcopHasi HecuHapomanbeHas TyroyxocTe (GJB2). Monumopdusm: 35DelG
HenepeHOCHMOCTb NakTo3bl

Octeonopos

CuHgpoM XKunbbepa

CnuHanbHas ammnoTpogus

Tpombodunus - 6asoBbIn

Tpombounus - CKPUHUHF

TPOMBO®PUITNA paclumpeHHas

PeHnnkeToHypus

15.02.02./1ekapCTBEHHbIN MOHUTOPUHT

MeTabonuam BapcapuHa - 6a30Bbii

METABON3M KNOMNAOOIPENA

Tpombodunus - opanbHble KOHTPaLLEeNnTMBbI
YyBCTBUTENBHOCTL K BUTaMuUHy [

YYBCTBUTENbHOCTb K IEYEHUIO VPUHOTEKAHOM

YyBCTBUTENMBHOCTb K NTEYEHWIO XPOHUYECKOro renatuta pubaBnpnHoM u nHTepepoHom
15.02.03.0HKoreHeTvka

HenonvnosHhbI pak TONCTOWM KULWIKN

Pak Mono4Ho xenesbl 1 SM4HUKOB - 6azoBasi

PAK MOJTOYHOW >KENE3bl N ANYHUKOB (paclumpeHHbii)
Pak ToncTon KUK 1 xenyaka

15.02.04.3p0poBbIN 06pas Xun3Hn

[MpeapacnonoXeHHOCTb K ankoronnsmy

CKINOHHOCTb K OXMPEHUI0

15.02.05.Penpoaykuus

MeTabonuam conatos

MY>XCKOE BECMNOAVE

daktop Asoocnepmun (AZF)

15.02.06.KaproTtvnmposaxmne

Ananus kapuoTtuna (c oTorpadmen xpomocom) 1 nauueHTa
AHanus kapvotuna 1 nauneHTa
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4360
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4360

4360

3300

4050
2060
2060
2060
2060
2060
2060

1980

250
900

2740
2960
1590
1370
4620
760
760
3260
1950

1480
760
4790
760
2510
3800
1820
5120
4790

1980
2740
1320
830
1480

800

2740
3470
4740
1370

1370
4110

2480
4830
2480

7550
7080



19.41.
19.42.
19.40.

30.48.
30.13.

30.16.
30.3.
30.4.

30.8.

30.28.
30.29.
30.30.
30.31.
30.32.

GNO0020
GNO0016
GN0299
GNO0190
GNO0191
GNO0049
GNO0050
GNO0254
GNO0255
GNO0253
GNO0091
GNO0151
GN0152
GNO0168
GNO0167
GNO0222
GN0224
GNO0223
GN0242
GNO0243
GN0245
GNO0244
GN0246
GNO0247
GN0248
GNO0249
GN0252
GNO0250
GNO0251
GNO0324
GN0325
GNO0005
GNO0006
GNO0024
GNO0021
GNO0023
GN0022
GNO0008
GNO0009
GNO0007
GNO0017

GNO0076
GNO0018
GNO0019
GNO0015
GNO0014
GNO0013
GNO0032
GNO0034
GNO0033

GNO0204
GNO0026
GNO0027
GNO0025
GNO0338
GNO0011
GNO0010
GNO0012

15.02.07.TunupoBaHue reHos HLA |

Nokyc DQA 1

Jlokyc DQB 1

Jlokyc DRB 1

15.03.TECTbI AHK HA OTLIOBCTBO/ MATEPUHCTBO
15.03.01.NHdOpMaLMOHHbIE UcCreaoBaHUs

BrnnsHeLoBbIV TECT (2 yenoseka)

Tect JHK Ha maTepuHCTBO (MHbOopMaLMOHHbIN) MaTb/pebeHok

Tect JHK Ha maTepnHCTBO (MH(OPMALMOHHbIN) TECT Ha MaTEPUHCTBO C poaUTENSMMU
maTtepu (pebeHok/geaywka n 6abyluka no matepm)

Tect AHK Ha oTuoBCTBO (MHOPMaLMOHHBI) OTewl/pebeHok

Tect JHK Ha oTuoBCTBO (MH(bOPMauWoHHBI) OTeu/pebeHok/MaTb
Tect JHK Ha 0TUOBCTBO (MH(hOPMaLMOHHBIA) TeCT Ha OTLOBCTBO C poaAUTENSMM OTua
(pebeHok/aepywka n 6abylika no otuy)

15.03.02.TecTt AHK nHMOPMaLMOHHBIA, [ONONHUTENbHBIA YHaCTHUK
[ononHnTenbHbIA y4acTHUK 1

Tect JHK nHcopmMaLmMOHHbIN, AOMNOMHUTENBHBIN Y4aCTHUK 2

Tect AHK MHOPMaLUMOHHbIV, JOMONHUTENbBHBIA Y4acTHUK 3

Tect JHK nHcopmMaLmoHHbIN, AOMNOMHUTENBHBIN Y4aCTHUK 4

Tect AHK MHOPMaLUMOHHbBIV, JOMONHUTENbBHBIA Y4acTHUK 5
15.04.MHOMBUOYANBHBIE TEHETUYECKUE UCCINEOOBAHNA
ANKK1: Glu713Lys; DRD2: TaqlA

BupycHbin oHkoreH AKT1: Glu17Lys (E17K)

DdakTop BbKMBAHUS MOTOPHbIX HeMpoHOBSMN1: EX7DEL
3-ruppokcun-3-meTunrnytapun-koaHaum A peagyktasa HMGCR: rs12654264
3-rmpgpokeun-3-meTunriytapun-koaHamm A pegyktaza HMGCR: T/G SNP 29
CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C

CDKN2B aHTtnceHc RNA 1 CDKN2B-AS1: rs1333042

CDKN2B aHtuceHc RNA 1 CDKN2B-AS1: rs1333048

CDKN2B aHTtnceHc RNA 1 CDKN2B-AS1: rs2891168

CYP1A1l: CYP1A1*2A (Mspl Polymorphism)

G-npoteuH, nonunentug 3 GNB3: C825T

G-npoteuH, nonunentug 3 GNB3: G-350A

HLA-komnnekc, rpynna 9 HCG9: rs3823375

HLA-komnnekc, rpynna 9 HCGY: rs6904029

LIM-npoTtenH LPP: rs13076312

LIM-npotenH LPP: rs13091753

LIM-npoTteunH LPP: rs1464510

MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)

MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)
N-auetunTtpaHcdepasa 2 NAT2: C481T

N-auetunTtpaHcdepasa 2 NAT2: lle114Thr (T341C)
N-auetunTtpaHcdepasa NAT2: Arg197GIn (G590A)
N-auetunTpaHcdepasa NAT2: Gly286Glu (G857A)
N-aueTtnntpaHcdepasa NAT2: Lys268Arg (A803G)

NOD-noao6HbI peuentop 2 NOD1: T-160C (G796A)
NOD-nogo6Hei peuentop 2 NOD2: 3020InsC

NOD-nopo6Hebivi peuentop 2 NOD2: Arg702Trp (R702W)
NOD-nogo6Heiit peuentop 2 NOD2: Gly908Arg (G908R)
T-kneTouHbIN nuraHg, youkemntuHa-1 UBASH3A: rs11203203
T-kneTouHbIi NuraHg yovkeutunHa-1 UBASH3A: rs2839511

AnpyuvH 1 anbdpa ADD1: G1378T

ApayuvH 2 (6eta) ADD2: C1797T

AneHomaTo3HbI nonuno3s ToncToun kuwwkn APC: 1061Del5
AneHomaTo3HbIN nonunos Toncton kuwkn APC: 1309Del5
AneHomaTo3HbIN nonunoa ToncTton kuwku APC: Glu1317GIn (E1317Q)
ApeHomaTosHbI nonuno3d Toncton kuwkm APC: [le1307Lys (11307K)
ApvnoHektuH ADIPOQ: G276T

ApunoHekTnH ADIPOQ: T45G

AnkoronbaernaporeHasa 1B (knacc 1) ADH1B: ADH1B*2 (Arg48His; Arg47His)
AnbpervpaervgporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)

Anbda-5-HukoTHOBbIN xonuHeprudeckuii pedentop CHRNAS: Asp398Asn (D398N)
AwmenoreHnH AMELX: rs17878486

AwmenoreHnH AMELX: rs5933871

AHruotensuH Il peuentop, Tun 1 AGTR1: A1166C

AHrnoteHsuHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoteHanHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)

AxpporeHoBbin peuentop AR: E211G/A (AR-E211G>A)

AngporeHoBbIi peuentop AR: rs2223841

AHpporeHoBbi peuentop AR: rs6625163

AHTaroHuct peuentopa nHtepnenkuda 1 IL1RN: L/S (Allele 2; 86-bp VNTR intron 4)
AnonunonpoteunH C-lll APOC3: C-482T

AnonunonpoTtenH C-Ill APOC3: C3238G

AnonunonpoteunH C-lll APOC3: T-455C

Benok, cogepxalwuii LMHK-cBsi3biBarowmn fomeH ZNRD1: rs9366752
beta-2-agperopeuentop ADRB2: GIn27Glu (Q27E)

Beta-2-appeHopeuentop ADRB2: Gly16Arg (G16R)

beta-3-agperopeuentop ADRB3: Trp64Arg (W64R)
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GNO0192
GN0193
GNO0170
GNO0169
GNO0166
GNO0171
GNO0172

GNO0189
GNO0150

GNO0048
GNO0003
GNO0002
GNO0001
GNO0159
GNO0161
GNO0160
GNO0162
GNO0164
GNO0165
GNO0148
GNO0147
GNO0146
GNO0105
GN0104
GNO0107
GNO0109
GNO0108
GN0103
GNO0102
GNO111
GNO0110
GNO0112
GNO0113

GN0292
GNO0211

GN0212
GN0200
GN0199
GNO0202
GN0201
GN0203
GNO0196
GN0198
GN0197
GN0206
GN0209
GN0208
GN0210

GN0215

GN0213

GN0214
GNO0045
GNO0089
GNO0085
GNO0081
GNO0080
GNO0079
GNO0082
GNO0083

GNO0334
GNO0336
GNO0332
GNO0333
GNO0335
GNO0149
GNO0217
GNO0077

GN0227
GN0221

BupycHbin oHkoreH HRAS: GIn61Lys (Q61K)

BupycHbin oHkoreH HRAS: Gly12Ser/Arg/Cys (G12S/R/C)
emoxpomaTo3 HFE: Cys282Tyr (C282Y)

'emoxpomaTto3 HFE: His63Asp (H63D)

'manypoHaH-cBs3biBaoLwmin npotenH 2 HABP2: Gly534Glu (G534E)
["naBHbLIN KOMMNEKC rmctocoBmecTumocTu, knacce |, A HLA-A: rs2517715
naBHbIN KOMMNEKC rmctocoBmecTumocTu, knacc |, A HLA-A: rs6457110

"NaBHbI KOMMNEKC rMCTOCOBMECTUMOCTH, knacc |, J (ncegoreH) HLA-J: rs4959039
muko3untpaHcdepasa 6 GLT6D1: rs1537415

"nuko3undocthaTnannmHo3nTon-cea3aHHbli 6enok CD14: C159T; T-259C; C260T
nukonpoTeunH-P ABCB1: ABCB1*8 (C1236T)

mukonpoTenH-P ABCB1: C3435T

nukonpotenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

nytatnoH S-TpaHcdepasa M1 GSTM1: null genotype

nytatnoH S-tpaHcdepasa M1 GSTP1: Ala114Val (A114V)

nytaTtnoH S-TpaHcdepasa Mn1 GSTP1: lle105Val (1105V)

nytatnoH S-TpaHcdepasa Tetal GSTT1: null genotype

paH3nm B GZMB: Arg55GIn (R55Q)

paH3nm B GZMB: rs2273844

'T® umknorngponasa 1 GCH1: rs10483639

['T® umknorngponasa 1 GCH1: rs3783641

'T® umknorngponasa 1 GCH1: rs8007267

HedeH3nH, 6eta 1 DEFB1: rs1799946

HedeHanH, 6eta 1 DEFB1: rs1800972

[vrnaponnpumnanH aervaporeHasa DPYD: DPYD*2A (IVS14+1G>A)
OuruaponupumnauH aervaporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
AvrnaponnpumnanH aervaporeHasa DPYD: Met166Val (M166V)
[NO®A-pekapbokeunasa DDC: rs3735273

OO®DA-nekapbokcunasa DDC: rs921451

HodammHobin peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
NodammHoBbin peuentop D1 DRD1: rs686 (*62C>T)

HodammHobin peuentop D2 DRD2: 141Cins/Del (-141CIns/Del)
HodammHosbIn peuentop D2 DRD2: rs6277

WHrmbuTop aktneaTopa nnasmuHoreHa SERPINE1: 4G/5G (PAI1: 4G/5G; Ins/Del G)
WHTerpuH, anbda 2 ITGA2: C807T

WHTerpuH, 6eta 3 (TpomboumTapHsbii rukonpoTeuH llla) ITGB3: PIA1/PIA2 (Leu33Pro;
T1565C; HPA-1b)

WHTepneiikvH 1, anbda IL1A: C-889T

WHTepneiikvH 1, anbda IL1A: G4845T

WHTtepnenkuH 1, 6eta IL1B: C-511T

WHTepneiikvH 1, 6eTta IL1B: C3954T (C3953T; Taql)

WHTtepneiikuH 1, 6eta IL1B: T-31C (C-580T)

WHTtepnenkuH 10 IL10: A-1082G

WHtepneiiknn 10 IL10: A-592C

WHTtepnenkuH 10 IL10: T-819C

WHTtepneiikux 4 IL4: C-589T (C-590T)

WHTepnenkuH 6 IL6: G-1363T

WHTepneiikvH 6 IL6: G-174C

WHTepnenkuH 6 IL6: G-572C

Kanwuesbi kaHan, noteHuman-3asncumbii (nogcemencteo H) KCNH2: Arg1047Leu (R1047L)
KanueBbii kaHan, noteHuman-3asncumbii (nogcemencteo H) KCNH2: Arg784Trp (R784W)

Kanwuesbii kaHan, noteHuman-3asncumbivi (nogcemenctso H) KCNH2: Lys897Thr (K879T)
KanbuntorunHosbin peuentop CALCR: C1377T (Pro447Leu)

KatencuHn C CTSC: lle453Val (1453V)

Katexon-O-meTtuntpaHcdepaza COMT: A-98G (-118A>G)

KonnareH tun |, anbda 1 COL1A1: 1663Ins/DelT

KonnareH Tvn |, anbcpa 1 COL1A1: G-1997T

KonnareH tun |, anbda 1 COL1A1: Sp1-polymorphism (G2046T)

KonnareH Tvn lll, anbdpa 1 COL3A1: G2092A (Ala698Thr; A698T)

KonnareH tun V, anbda 1 COL5A1: C267T (BstUI-polymorphism)

Komnnekc anokcua-penyktasbl ButamuHa K, cyobveamnHuua 1 VKORC1: C1173T (C6484T)
Komnnekc anokcua-penyktasbl ButamuHa K, cydbveamnHuua 1 VKORC1: C2255T (C7566T)
Komnnekc anokcua-penyktassl ButamuHa K, cyoveamnHuua 1 VKORC1: C381T (T-4931C)
Komnnekc anokcua-penyktassl ButammHa K, cyobveamnHuua 1 VKORC1: G-1639A (G3673A)
Komnnekc anokcua-peaykTtassl ButamuHa K, cyobeamHmua 1 VKORC1: G6853C (G1542C)
KoHHekcuH 26 GJB2: 35DelG

JNaktaza LCT: T-13910C (C/T-13910)

JlektuH, C-tun CLECT7A: Tyr238Ter (Y238X)

JlekTuH, cBAsbIBaloWmMn MaHHO3y MBL2: Gly54Asp; G54D
JlentuHoBbIN peuenTop LEPR: GIn223Arg (Q223R)
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GNO0220
GN0219
GNO0256
GN0257
GNO0239
GNO0238
GNO0240
GN0226
GNO0301
GN0225
GNO0262

GNO0293
GN0294
GNO0295

GNO0296
GNO0036

GNO0125

GNO0126

GNO0127

GNO0128
GN0268
GNO0316
GNO0278
GN0279
GNO0106

GNO0326
GNO0277
GNO0307

GNO0044

GNO0345
GN0282
GNO0087
GNO0086
GNO0284
GN0285
GNO0287
GN0288
GNO0039
GNO0038
GNO0040
GNO0041
GNO0042
GNO0043
GNO0234
GN0235
GNO0232
GNO0233
GNO0035

GNO0060

GNO0061

GN0062

GNO0064

GNO0069

GNO0056

GNO0068

GNO0066

GNO0059

GNO0055

GNO0065

GNO0067

JentuHoBbIn peuentop LEPR: Lys109Arg (K109R)

JlentHoBbIV peuenTtop LEPR: Lys656Asn (K656N)

Jokyc, Hekogupytowass RNA LOC100270679: rs1160312

Jokyc, Hekopmpytowast RNA LOC100270679: rs913063
MeTtunenTeTtparngpodonarpeaykraza MTHFR: A1298C (Glu429Ala)
MeTtunenteTparugpoconatpeaykrasza MTHFR: C677T (Ala222Val)
MeTuoHuH cuHTasa MTR: Asp919Gly (A2756G)
MuToren-aktnsnpyemas npotenHknHasa 1 MAP3K1: rs16886165
MuTtoxoHapuanbHas cynepokcuagaucmyTasa 2 SOD2: Val16Ala (V16A)
MoHoamuHokcuaasa A MAOA: 30-bp VNTR (L/H)

Hewponentug Y NPY: Leu7Pro (T1128C)

HelipoTpaHcMuTTepHbI nepeHocunk godammHa SLCBA3: 3'UTR 9/10 VNTR (40-bp VNTR)
HelpoTpaHcMuTTEpHBIV NepeHocunk godammHa SLCBA3: G2319A
HelpoTpaHcMuTTepHbI nepeHocunk gocdammHa SLCBA3: intron 8 VNTR

HelpoTpaHcMUTTEpHbI NepeHocunk cepoToHnHa SLC6A4: Long/Short (L/S; 44-bp Ins/Del)
HenpotponHei chaktop mo3sra BDNF: Val66Met; V66M

Hu3skoadduHHbIN peuenTtop Fc-pparmenTa IgG, tun lla (CD32) FCGR2A: His131Arg (H131R)

Hu3skoadpuHHbIN peuentop Fc-pparmenTa IgG, Tun lib (CD32) FCGR2B: 11e232Thr (1232T)
Hu3skoadduHHbI peuentop Fc-dpparmenTa IgG, Tun llla (CD16a) FCGR3A: Phe158Val
(Phel76Va; A559C; T559G)

Hu3skoaddpuHHbIN peuentop Fc-pparmenTa IgG, Tun lllb (CD16b) FCGR3B: NA1/NA2
Polymorphism

OnunoungHbin peuentop M1 OPRM1: Asn40Asp (N40D; A118G)

Onyxonesbi npotenH P53 TP53: Arg72Pro (Ex4+119C>G)

MapaokcoHasa 1 PON1: C-161T (A162G)

MapaokcoHasa 1 PON1: GIn192Arg (Q192R)

MnaueHTapHbI 1 Nnpoctatuyecknin DLG DLG5: Arg140GIn (R30Q)

Monunentug 1A cemeiictea YA®-rniokypoHuntpaHcdepassl 1 UGT1A1: UGT1A1*28
MpoonnomenaHokoptTH POMC: Arg236Gly (R236G)
MpoTeunH 2, noaobHbIA TpaHckpunuuoHHomy daktopy 7 TCF7L2: IVS3C>T

MpoTeunH 6, cxoaHbin ¢ C1Q n dakTopom Hekposa onyxonent C1QTNF6: rs229527

MpoTeunH 6, cxoaHbin ¢ C1q u chaktopom Hekposa onyxonert C1QTNF6: rs5756546
MpoTeunH-TuposnHdocdartasa 22 PTPN22: Arg620Trp (R620W)
MpoTeunH, ceasbiBaloLwmin kopTukonmbepuH CRHBP: rs1875999
[MpoTeunH, ceasbiBaloLWwmMi kopTukonmbepuH CRHBP: rs7728378
MpoTtooHkoreH RET: Cys611 (Cys611Trp)

MpoTooHkoreH RET: Cys618 (Cys618Ser/Arg)

MpoTooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)
MpoTooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak monoyHoii xenesbl 1 BRCA1: 4153DelA

Pak monoyHon xenesbl 1 BRCA1: 5382InsC

Pak mono4yHoi xene3sl 1 BRCA1: A1708E/V; Ala1708Glu/Val

Pak monoyHon xenesbl 1 BRCA1: Arg1699Trp; R1699W

Pak monoyHoit xenesbl 2 BRCA2: 6174DelT

Pak monouHon xenesbl 2 BRCA2: Asn372His (N372H)

Pak npsamot KuLkW, Henonuno3sHel (tun 2) MLH1: Ala681Thr

Pak npsmon Kuwwikn, Henonuno3sHein (tTun 2) MLH1: G-93A (93G>A)
Pak npamot kuwkn, Henonuno3Heiii (Tun 2) MLH1: His329Pro (H329P)
Pak npsimMon KuLKn, HenonunosHein (tTun 2) MLH1: Pro648Ser
Perynatop anontosa BCL2A1: G141A

Perynatop TpaHcMeM6paHHO NpoBoAUMOCTU Npu MykoBucumaose CFTR: 1677DelTA (2-bp
Del, 1677TA)

Perynatop TpaHcMeM6paHHO NpoBoANMOCTU Npu MykoBucumaose CFTR: 2143DelT
Perynsatop TpaHcMeMGpaHHO NpoBoANMOCTU Npu MykoBucumaose CFTR: 2184InsA
Perynsatop TpaHcMeMbpaHHO NpoBoANMOCTM Npu MykoBucumaose CFTR: 3821DelT

Perynatop TpaHcMemM6paHHO NpoBoANMOCTM Npu MykoBucumaose CFTR: 3849+10kbC>T
PerynsTtop TpaHcMeMBpaHHO NpoBOAMMOCTH Npu MykoBucumaose CFTR: Arg117His
(R117H)

PerynsTop TpaHcMeMBpaHHO NpoBOAMMOCTH Npu MykoBucumaose CFTR: Arg334Trp
(R334W)

Perynsatop TpaHcMeM6paHHo npoBoAnMOoCTU Npu MykoBucumaose CFTR: Asn1303Lys
(N1303K)

Perynatop TpaHcmMembpaHHol npoeoAuMocTu npu mykoBucumaose CFTR: Del_lle507; Delta
1507

Perynsatop TpaHcMemM6paHHo npoBoAnMOocTu npu mykoBucumaose CFTR: F508Del; delta508
PerynsTtop TpaHcMeMBpaHHO NpoBOAMMOCTH Npn MykoBucumaose CFTR: Gly542Ter (G542X)

Perynatop TpaHcMem6paHHo npoBoAnMOoCTM Npu MykoBucumaose CFTR: L138Ins
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GNO0057
GNO0241
GN0263
GNO0329
GNO0328
GNO0330
GNO0142
GNO0143
GNO0145
GNO0144

GNO0281
GN0205
GNO0230
GNO0131
GNO0132
GNO0136
GNO0134
GNO0135
GNO0133
GNO0114
GNO0291
GN0194
GNO0302
GNO0303

GN0314

GNO0315
GNO0300
GNO0306
GN0323
GNO0319
GNO0320
GN0322
GNO0321
GNO0310
GNO0312
GNO0309
GNO0308

GNO0154

GNO0155

GNO0153
GN0317
GNO0298
GN0122
GNO0123

GNO0124
GNO0121
GNO0313
GN0231
GNO0272
GNO0271
GNO0275
GN0270
GNO0276
GNO0274
GNO0269
GN0273
GNO0129
GNO0130

GNO0141
GNO0046
GNO0078
GN0265
GN0264
GNO0258
GNO0095
GNO0096
GNO0097

GNO0099

Perynsatop TpaHcMemMGpaHHOW NpoBoANMOCTM Npu MykoBucumaose CFTR: Trp128Ter
(W1282X)

Pepnyktasza MTRR: lle22Met (A66G)

Peuentop Y1 Henponentuaa Y NPY1R: rs6837793

PeuenTtop ButamunHa D VDR: A-3731G (Cdx2)

Peuentop ButamuHa D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)
PeuenTtop ButamuHa D VDR: Fokl Polymorphism; Ex4+4T>C

PeuenTop ramma-amuHobyTmpoBoii kucnoTel A (anbda 1) GABRA1: rs2279020
Peuentop ramma-amnHobyTmpoBoi kucnoTel A (anbda 2) GABRA2: rs279871
PeuenTop ramma-amuHobyTrpoBoii kucnoTel A (anbda 6) GABRAG: C1236T
PeuenTop ramma-amvHobyTnpoBoii kucnotsl A (anbta 6) GABRAG: rs3219151

PeuenTop ramma, aktueupyembiin nponudepatamu nepokcucom PPARG: Pro12Ala (P12A)
PeuenTtop nHTepneriknHa 2, anbda IL2RA: rs706779
PeuenTop menaHokopTuHa (4 Tvn) MC4R: Val103lle
Peuentop daktopa pocta hubpobnactos (tvn 2) FGFR2: rs1219648
Peuentop daktopa pocta hnbpobnactos (tun 2) FGFR2: rs2981578
Peuentop daktopa pocta hubpobnactos (tvn 2) FGFR2: rs2981579
Peuentop daktopa pocta hnbpobnactos (tun 2) FGFR2: rs2981582
(
(

—_———

Peuentop daktopa pocta hubpobnactos (tvn 2) FGFR2: rs3135718
Peuentop daktopa pocta hnubpobnactos (tun 2) FGFR2: rs7895676
PeuenTtop aktogncnnasmHa A2 EDA2R: rs1352015

CekpeTornobuH SCGB1A1: A38G

CepoToHunHoBbIN peuenTtop 2C HTR2C: Cys23Ser (C23S)
Crepoua-5-anbdapenykrasa, anbda-1-nonmnentng SRD5A1: rs1691053
Crepouna-5-anbtapenykrasa, anbga-2-nonunentug SRD5A2: Val89Leu (V8IL)
CynepcemeicTBo peuenTtopa daktopa Hekposa onyxonei, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemeicTBO peuenTtopa daktopa Hekposa onyxonen, nentug 11b TNFRSF11B: T245G
(245T>G)

Cynpeccop 1 uutokmHoBou curHanusaumum SOCS1: rs243327

Tn-60kc 21 TBX21: rs17244587

TuposuHasa TYR: Arg402GIn (R402Q)

TuposuHasza TYR: rs10765198

TuposuHasza TYR: rs11018528

TuposuHasa TYR: rs1393350

TuposuHasza TYR: rs1847134

Tonn-nogo6HbIv peuentop 2 TLR2: A-15607G (-15607A/G)

Tonn-nopo6HeIv peuentop 4 TLR4: Thr399lle (C1196T)

TpaHcdopmupytowmin aktop pocta, 6eta 1 TGFB1: Arg25Pro (G915C)
TpaHcdopmupytowmin daktop pocta, 6eta 1 TGFB1: Leu10Pro (T29C)

TpomboumnTapHbI rmukonpoteuvH Ib, anbda-nonunentng GP1BA: Ins/Del (VNTR A, B, C, D)
TpomboumnTapHbIi rmukonpoTteuH Ib, anbda-nonunentng GP1BA: T-5C; Kozak sequence

TpomboumnTapHbii rmukonpoTteunH Ib, anbda-nonunentug GP1BA: Thr161Met (T161M)
TydpTtenmn 1 TUFT1: rs3790506

DakTop BbKMBAHUS MOTOPHbIX HepoHoB SMN1: EX8DEL

dakTop koarynsuum Il (Tpom6uH) F2: G20210A

dakTop koarynsaumm Il (Tpombux) F2: Thr165Met (T165M)

daktop koarynsiumm V (F5 daktop enaena) F5: Factor V Leiden (G1691A; Arg506GIn)
dakTtop koarynsauuum Xl (nonunentng A1) F13A1: Val34Leu (Val35Leu)

dakTop Hekpo3sa onyxonen TNF: TNF-308 (G-308A)

dakTop, UHIMGMpYoLWMIA Murpaumio makpodaros MIF: G-173C (173G>C)
deHunananuHrugpokcunasa PAH: Arg158GIn (Arg158Pro)
deHnnanaHmHrngpokennasa PAH: Arg252Gly (Arg252Trp)
deHunananuHrugpokcunasa PAH: Arg408GIn (R408Q)

deHnnanaHmHrngpokeunasa PAH: Arg408Trp

denunanaHuHrngpokcunasa PAH: lle65Asn (lle65Thr; lle65Ser)
®deHnnanaHmHrngpokeunasa PAH: IVS10-11g>a

PeHunanaHuHrugpokecunasa PAH: IVS12+1g>a

deHnnanaHmHrugpokcunasa PAH: Pro281Leu (P281L)

PubpuHoreH (KoarynaumonHbini daktop 1) FGB: C-148T

DdubpuHoreH (KoarynaumoHHbi chaktop 1) FGB: G-455A (G-467A)
DdonnukynocTumMynupyoLmin ropMoH, 6eta nonunentug FSHB: Tyr76Ter (Tyr94Ter; Y76X;
Y94X)

XemokuH RANTES CCL5: G-403A; G-470A

Xumaza 1 CMA1: G-1903A (BstXI-polymorphism)

XuHoHoBast HAL(®)-aernaporeHasa 1 NQO1: Arg139Trp (C465T; NQO1*3)
XuHoHoBasa HAL(®)-aernaporeHasa 1 NQO1: Pro187Ser (C609T; NQO1*2)
Xpomocoma 20 NC_000020.10: rs2180439

LinToxpom P450, cemeiicto 2, nogcemeicteo C, nonunentug 9 CYP2C9: CYP2C9*2
(Arg144Cys; R144C)

Lintoxpom P450, cemeiicteo 2, nogcemericteso C, nonunentug 9 CYP2C9: CYP2C9*3
(lle359Leu; 1359L)

LinToxpom P450, cemeiicto 2, nogcemeicteo E, nonvnentug 1 CYP2E1: C-1053T
(CYP2E1*5B)

LinToxpom P450, cemeiicteo 2, nogcemeincteo E, nonvnentng 1 CYP2E1: G-1293C
(CYP2E1*5B)
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GNO0071
GNO0073
GNO0074
GNO0070
GNO0072

GNO0259
GN0261
GNO0117
GNO0116
GNO0120
GNO0119
GNO0118
GN0266
GNO0267
32.6.
32.7.1.
32.8.1.
32.9.
32.1.1.
32.2.1.
32.3.1.
32.8.
32.7.

166.0.03.28.11.1

166.0.03.30.11.

166.0.03.15.11.

155.0.03.28.00.!

155.0.03.30.00.!

155.0.03.15.00.!

124.0.05.19.00.!

124.0.05.19.01.

124.0.05.19.01.:

123.0.05.19.00.!

123.0.05.19.01.

123.0.05.19.01.:
141.0.05.19.00.!

141.0.05.19.01.

141.0.05.19.01.

130.0.05.19.00.!

130.0.05.19.01.
120.0.05.19.00.!

120.0.05.19.01.

120.0.05.19.01.

170.0.01.39.01..

170.0.01.39.02.

140.0.01.05.01.

YeknowHT-knHa3a 2 CHEK2: 1-bp Del, 1100C (1100DelC)
YeknonHT-knHasa 2 CHEK2: Arg181His (R181H)
YeknonHT-knHa3a 2 CHEK2: Glu239Lys/Ter (E239K/X)
YeknonHT-knHasa 2 CHEK2: lle157Thr (1157T)
YeknowHT-knHa3a 2 CHEK2: Pro85Leu (P85L)

OHpoTenuanbHasi cuHTasa okcuaa asota, Tun 3 NOS3: 4b/a VNTR polymorphism (4a/4b)
OHpoTenunanbHasa cuHTasa okcuaa asota, Tun 3 NOS3: T-786C

Onokcuarnaponasa 1 EPHX1: His139Arg (A416G)

Onokenarvagponasa 1 EPHX1: Tyr113His (Y113H)

AcTporeHosbin peuentop 1 ESR1: Btgl Polymorphism (G2014A)

ScTtporeHoseii peuentop 1 ESR1: Pvull (T-397C)

ScTtporeHosbii peuentop 1 ESR1: Xbal Polymorphism (A-351G)

ApnepHbin peuentop NR112: rs2461823

ApnepHbin peuentop NR112: rs7643645
16.A40MNMONHUTENBHBLIE MEAULIMHCKUE YCIYTU
2-11 yac pon Bpemenun paboTbl M/cecTpbi(B T.4 HAC 18%
3-11 yac gon BpemeHu paboTbl M/cecTpbi(B T.4 HOC 18%
4-14 yac gon BpemeHn pabotel m/cecTpbl(B T.4 HOC 18%
5-11 yac gon BpemeHu paboTbl M/cecTpbi(B T.4 HOC 18%
B3aTtne 6Guomatepuana (KpoBb BEHO3Has)

B3aTne 6uomaTepmana (KpoBb kanumnnsipHasi)

B3atne 6uomatepuana (mMa3ok)

Bblesq 3a 6uomar. k knueHty (kypbep)( T.4. HOAC 18%)
[octaska pesynbTatos (B T.4. HOC 18%)
17.MUKPOBMONOTINMYECKAA ANATHOCTUKA
17.01.TOMN-NCCNEAOBAHUA

17.01.01. MMKPOCKOINMMNYECKWE UCCITEQOBAHUA
Mwukpockonuyeckoe nccneaoBaHue BONoC Ha rpmbbl
Mwukpockonuyeckoe nccnegoBaHve cockoba ¢ KoXu Ha rpubbl
Mukpockonuyeckoe nccrnegoBaHme cockoba ¢ HOrTeBo NNacTUHbl Ha rpubbl
17.01.02. MMKOJTOrMYECKWME NCCINEAOBAHNA

NN

Mwukonoruyeckoe nccriegoBaHue Boroc Ha gepmatomuueTsl (Trichophyton spp., Microsporum

spp., Epidermophyton spp.)

Mwukonoruyeckoe uccrnegoBaHue cockoba c koxu Ha gepmatomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

Mwukonoruyeckoe uccnepgoBaHue cockoba ¢ HOrTEBOW NNACTUHBI HA AePMaTOMULETbI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

17.01.03. MMKPOBMOJTOr'MYECKNE MCCITEOOBAHUA
17.01.02.01.MUKPOBUOJTOMMMYECKAA OANATHOCTUKA MUKPO®NOPLI XXENYAOKA U
KULWEYHNKA

Mwukpobuonornyeckas amarHocTuka AnucbakTepmosa KuLeYHvKa

MI/IKDOGI/IOJ'IOFI/NSCKaH AnarHoCTuka ,CI,VIC63KTepI/IO3a KUlleYyHMKa C onpegeneHmem
YYBCTBUTENbLHOCTU BO36y,D,MTeJ'IH K aHTMGGKTGpI/IaJ'IbeIM npenapartam

Mwukpo6uonormyeckast AMarHocTvka AncHakTeprosa KULeyHrKa ¢ onpeaeneHnem
YyBCTBUTENBHOCTM BO30YAMTENS K aHTUbakTepuanbHbIM npenapaTtam u 6aktepmodaram
[MoceB kana Ha BO30GyauTeneln KUWeYHoN rpynmbl

MoceB kana Ha BO3GyaMTenel KULWeYHON rpynnbl C onpeaeneHnem YyBCTBUTENBHOCTU
B030yauTens K aHTUbakTepuanbHbIM NpenapaTam

MoceB kana Ha Bo3byauTeneii KULLEeYHON rpynbl ¢ onpeaeneHnem YyBCTBUTENBHOCTU
BO36yauTens K aHTMbakTepuanbHbIM Npenapartam u 6aktepmodaram
Moces kana Ha 3o0noTUCTLIN cTadunokokk (Staphylococcus aureus)

[MoceB kana Ha 30M0TUCTLIM cTadUNOKOKK (Staphylococcus aureus) ¢ onpeaeneHvem
YYBCTBUTENbLHOCTW BO30YAUTENS K aHTUGaKkTepranbHbIM npenapaTtam

MoceB kana Ha 3onoTUcTbIN cTadunokokk (Staphylococcus aureus) ¢ onpegeneHvem
YyBCTBUTENbHOCTW BO3OyAMTENs K aHTMOakTepuanbHbIM Nnpenapatam u 6akteprodara
Moces kana Ha knoctpuammn (Clostridium difficile)

Moces kana Ha knoctpuaum (Clostridium difficile) c onpegeneHnem 4yBcTBUTENBHOCTU
B036yAuTens k aHTUOakTepuanbHbIM Npenaparam

MNoceBs kana Ha Mukpodnopy

Moces kana Ha Mukpodbnopy ¢ onpeaeneHnemM YyBCTBUTENbHOCTY BO3GyaAMTENs K
aHTWGaKTepuanbHbLIM Npenaparam

Moces kana Ha Mukpodbnopy ¢ onpeaeneHnemM YyBCTBUTENbHOCTY BO3GyaAMTENs K
aHTWGaKkTepnanbHbIM Npenapatam u 6aktepuodaram

17.01.02.02.MVUKPOBMONOTMYECKASA OINATHOCTUKA MUKPO®TOPLI MOYEMOJIOBOW

CUCTEMbI

KomnnekcHoe uccnefoBaHue MUKPOGIOpbl yporeHUTarnbHoro TpakTa ¢ onpeaeneHneM
YYBCTBUTENbHOCTM BO3OYAMTENS K aHTUBaKTepMarnbHbIM Npenapatam u 6akreprodaram

KomnnekcHoe nccnefoBaHne MUKpOdnopbl yporeHUTarnbHoro TpakTa ¢ onpeaeneHnem
YyBCTBUTENBHOCTM BO3BYAMTENS K paCLUMPEHHOMY CMEKTPY aHTUGaKTepuanbHbIX npenap

MoceB 13 Bnaranuwa Ha mukonnasmy xomuHuc (Mycoplasma hominis) ¢ onpeagenexvem
YYBCTBUTENbBHOCTW BO30YAUTENS K aHTUGaKkTepranbHbIM npenapaTtam
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Moces 13 Bnaranua Ha MUKpodhnopy ¢ onpeaerieHnem YyBCTBUTENLHOCTM BO3OYANTENS K
120.4.01.05.01.| aHTMGakTepuanbHbIM Npenaparam

Moces 13 Bnaranuwa Ha MUKpodhnopy ¢ onpeaerieHnem YyBCTBUTENLHOCTM BO3OYAUTENS K
120.4.01.05.01.; aHTMGakTepuanbHbIM Npenapatam u 6akrepuodaram
138.0.01.05.00.! MoceB n3 Bnaranuuia Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces 13 Bnaranuvwa Ha ypeannaamy ypeanutukym (Ureaplasma urealiticum) ¢
139.0.01.05.01./ onpefeneHnem YyBCTBUTENbHOCTY BO3OyAMTENs K aHTUGakTepuanbHbIM npenapatam

MoceB 13 ypeTpbl Ha aHaspobHy0 MUKpOdnopy ¢ onpeaeneHnem YyBCTBUTENBHOCTH
121.0.01.26.01./ B036yanTens k aHTubakTepumanbHbIM NpenapaTam

MoceB 13 ypeTpbl Ha Mukonnasmy xommHuc (Mycoplasma hominis) ¢ onpegeneHvem
140.0.01.26.01./ yyBCTBUTENBHOCTY BO3OYANTENS K aHTUOaKTepuanbHbIM Npenaparam

MoceB 13 ypeTpbl Ha MUKPOMNOPY C onpeaeneHnem YyBCTBUTENLHOCTN BO3OyanTens K
120.4.01.26.01.l aHTUOaKkTepmanbHbIM Npenapartam

MoceB 13 ypeTpbl Ha MUKPOMNOPY C onpeaeneHnem YyBCTBUTENbLHOCTN BO3OyanTens K
120.4.01.26.01.: aHTUbOakTepmanbHbIM Npenapartam 1 6aktrepuodaram

MoceB 13 ypeTpbl Ha ypeannasmy ypeanuTukym (Ureaplasma urealiticum) ¢ onpegenexHvuem
139.0.01.26.01./ yyBCTBUTENBHOCTY BO30YAMTENS K aHTUGaKTepuanbHbIM Npenapatam

MoceB 13 LepBUKanbHOro kaHana Ha aHaapobHy MUKPOMNopy C onpeaeneHnem
121.0.01.27.01./ yyBCTBUTENBHOCTY BO3OYANTENS K aHTUOaKTepuanbHbIM Npenaparam

MoceB 13 LepBUKanbHOro kaHana Ha Mukonnaamy xomuHuc (Mycoplasma hominis) c
140.0.01.27.01./ onpefeneHnem YyBCTBUTENbHOCTY BO3OyAMTENs K aHTMGakTepuanbHbIM npenapatam

MoceB 13 LiepBMKanNbHOro KaHana Ha MMKPOdNopy ¢ onpeaeneHneM YyBCTBUTENbHOCTH
120.4.01.27.01./B036yanTens k aHTubakTepuanbHbIM Npenapatam

MoceB 13 LepBUKanbHOro kaHana Ha Mukpodnopy ¢ onpeaeneHnemM YyBCTBUTENBHOCTH
120.4.01.27.01.. Bo36yanTens k aHTubakTepuanbHelM npenapatam u baktepuodaram

MoceB 13 LepBUKanbHOro kaHana Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) ¢
139.0.01.27.01./ onpefeneHnem YyBCTBUTENbHOCTY BO3OYAMTENS K aHTMOaKkTepuanbHbIM npena

MoceB Moun Ha MYKpOdiopy C onpeaeneHnemM YyBCTBUTENBHOCTY BO3ByanTenNs K
120.1.06.24.01.| aHTMGaKkTEepUanbHbIM Npenaparam

MoceB Moun Ha MYKpodiopy C onpeaeneHvemM YyBCTBUTENBHOCTY BO3ByanTens K
120.1.06.24.01.; aHTMGaKkTepUanbHbIM Npenapatam u 6akreprodaram

MoceB cekpeTa nNpocTaThbl HA MUKPOGOPY C onpeaernieHneM YyBCTBUTENBHOCTM BO3OyAnTens
120.4.09.22.01./ k aHTUGaKTepuanbHbIM NpenapaTam

MoceB cekpeTa nNpocTaTtbl Ha MUKPOMIIOPY C onpeaeneHnem YyBCTBUTENbHOCTW BO3byauTens
120.4.09.22.01./ k aHTubaKTepnanbHblM Npenapatam u baktepuodaram

MoceB cnepmbl Ha MUKpONopy € onpeaeneHneM YyBCTBUTENBHOCTY BO3OYyAUTENS K
120.4.08.23.01.l aHTUbGakTepmanbHbIM Npenapartam

MoceB cnepmbl Ha MUKPONopy € onpeaeneHneM YyBCTBUTENBHOCTY BO3OYANUTENS K
120.4.08.23.01.; aHTMOakTepuanbHbIM Npenapatam n 6akrepuodaram

17.01.02.03.MUKPOBMOJTOTMYECKAA OANATHOCTUKA MUKPO®NOPBLI OTOENAEMOIO

YXA N TTIA3A

MoceB 13 neBoro rnasa Ha aHadpobHY0 MUKPOMOPY C onpeaeneHnem YyBCTBUTENbHOCTU
121.0.01.06.01./ Bo36yanTens k aHTubakTepmanbHbIM NpenapaTam

MoceB 13 neBoro rnasa Ha MUKPOdopy ¢ onpeaeneHnem 4yBCTBUTENLHOCTU BO3OyanTens k
120.6.01.06.01.l aHTUBakTepmanbHbLIM NpenapaTam

MoceB 13 neBoro rnasa Ha MUKPOdopy C onpeaeneHnem 4yBCTBUTENbLHOCTY BO3OyanTens k
120.6.01.06.01.; aHTMGakTepuanbHbIM Npenapatam n 6akrepuodaram

MoceB 13 neBoro yxa Ha MMKpodropy ¢ onpeaeneHnem YyBCTBUTENbHOCTM BO3byauTens K
120.6.01.12.01.l aHTUbGakTepranbHbLIM Npenapartam

MoceB 13 neBoro yxa Ha MMKpodropy ¢ onpeaeneHnem YyBCTBUTENbHOCTM BO3byauTens K
120.6.01.12.01.; aHTMGakTepuanbHbIM Npenapatam n 6akrepuodaram

MoceB 13 npaBoro rnasa Ha aHaspobHy0 MUKPONopy C onpeAeneHnem YyBCTBUTENbHOCTH
121.0.01.07.01./ Bo36yanTens k aHTubakTepuanbHbIM NpenapaTam

[MoceB 13 npaBoro rnasa Ha MMKpPOdropy C onpeaernieHnem YyBCTBUTENBHOCTU BO3byanTens
120.6.01.07.01./ k aHTUbaKTepranbHbIM NpenapaTam

[MoceB 13 npaBoro rnasa Ha MMKpPOropy C onpeaerneHnem YyBCTBUTENBLHOCTU BO3byanTens
120.6.01.07.01./k aHTUbaKTepuanbHbIM npenapaTtam u 6akteprnodaram

MoceB 13 NpaBoro yxa Ha MMKponopy C onpeaeneHnem YyBCTBUTENBHOCTM BO3byanTens k
120.6.01.13.01.| aHTMGaKkTepuanbHbIM Npenaparam

MoceB 13 NpaBoro yxa Ha MMKpPOopy C onpeaeneHnem YyBCTBUTENBLHOCTM BO3byanTens k
120.6.01.13.01./aHTUbaKTEepuanbHbIM npenapaTtam n 6akrepuodaram

17.01.02.04. MMKPOBUMOJTOIMMYECKAA ONATHOCTUKA MUKPO®IIOPbLI BEPXHUX U

HKHUX ObIXATENbHbIX MYTEW
144.0.01.10.00.! lMoceB un3 3eBa Ha Bo3byaunTens audtepun (Corynebacterium diphtheriae)
141.0.01.10.00.! NMoceB 13 3eBa Ha 30nM0TUCTbLIN cTadmnokokk (Staphylococcus aureus)

MoceB 13 3eBa Ha 30MOTUCTBIN CTadMITOKOKK (Staphylococcus aureus) ¢ onpegeneHmem
141.0.01.10.01./ yyBCTBUTENBHOCTY BO3GYAMTENS K aHTUGaKTepuanbHbIM Npenapatam
120.2.01.10.00.! lMoces 13 3eBa Ha Mukpodriopy

MoceB 13 3eBa Ha MUKPOGOPY C oNpeaeneHneM YyBCTBUTENBHOCTU BO3ByAnUTENSs K
120.2.01.10.01.| aHTMGakTepuanbHbIM Npenaparam
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120.2.01.10.01..

142.0.01.10.01.
144.0.01.16.00.!
141.0.01.16.00.!

141.0.01.16.01.
120.2.01.16.00.!

120.2.01.16.01.

120.2.01.16.01.

145.0.01.18.01.

120.2.07.35.01.

142.0.01.10.01.

120.5.04.08.01.

120.5.04.08.01..

120.5.04.09.01.

120.5.04.09.01.

121.0.01.21.01.

120.7.01.21.01.

120.7.01.21.01.:

122.0.10.31.00.!

168.0.
166.0.
167.0.
165.0.

153.0.
152.0.

155.0.
154.0.

133.0.
170.0.
124.0.
134.0.
151.0.
171.0.
120.5.
120.9.
120.0.
120.1.
121.0.
122.0.

173.0.
123.0.
150.0.
144.0.
137.0.
143.0.
136.0.

MoceB 13 3eBa Ha MVUKPONOPY C ONpeaeneHneM YyBCTBUTENIbHOCTY BO3OYAMTENS K
aHTMbakTepuanbHbIM NpenapaTtam n 6aktepuodaram

MoceB 13 3eBa Ha NUOreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHvem
YYBCTBUTENBHOCTW BO3GYAUTENS K aHTUGaKTepranbHbIM NpenapaTam

Moces 13 Hoca Ha Bo3byauTens audtepun (Corynebacterium diphtheriae)

[MNoceB 13 Hoca Ha 30n0TUCTLIN cTadunokokk (Staphylococcus aureus)

MoceB 13 Hoca Ha 30MoTUCTbIN cTadmnokokk (Staphylococcus aureus) c onpegenexnem
YyBCTBUTENbLHOCTM BO3OyAUTENS K aHTUbaKkTepmansHbIM npenapaTtam

MoceB 13 Hoca Ha Mukpodnopy

MoceB 13 Hoca Ha MUKpOMIIopY C oNpeaeneHnem YyBCTBUTENBHOCTY BO3ByaMTENS K
aHTUGakTepuanbHbIM NpenapatamM

MoceB 13 Hoca Ha MUKPOIIopY C oNpeaeneHnem YyBCTBUTENBHOCTY BO3ByaMTENS K
aHTUGakTepuanbHbLIM Npenapatam u 6aktepuodaram

MoceB 13 poTornoTku Ha Kokmnow 1 napakokntow (Bordetella pertussis, Bordetella
parapertussis) c onpeaeneHnem YyBCTBUTENbHOCTU BO3byauTens k aHTubakTepuna
MoceB MOKPOTBLI HAa MUKPOPIOPY C onpeaeneHnem YyBCTBUTENBHOCTH BO3ByanUTens K
aHTWGaKTepuanbHbLIM Npenaparam

[MoceB Ha NMoreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpegeneHnem
YyBCTBUTENbHOCTM BO3byauTens Kk aHTubakTepmanbHbIM npenapatam u 6akreprod
17.01.02.05.MNKPOBUNOJTOMMYECKAA ONATHOCTUKA MUKPO®IOPLI TrPYOHOIO
MOJIOKA

Moces rpyaHoOro Moroka nesow rpyau Ha MUKpodnopy ¢ onpeaeneHnem HyBcTBUTENbHOCTU
B030yAnTeNs Kk aHTubaKkTepmanbHbLIM Npenaparam

MoceB rpyaHoro Monoka neBou rpyAn Ha MUKPOHIIopy C onpeaeneHem YyBCTBUTENBHOCTU
B036yauTens k aHTubakTepmanbHbIM npenapaTam u 6aktepuodaram

MoceBs rpyaHOro Monoka NpaBow rpyay Ha MUKPOIOpY C OnpefeneHnem YyBCTBUTENbHOCTU
BO36yauTens K aHTMbakTepuasbHbIM Npenapatam

MoceB rpyaHOro Monoka npaeon rpyan Ha MUKpodnopy ¢ onpeaeneHnemM YyBCTBUTENbHOCTH
B036yauTens kK aHTMbakTepmanbHbIM NpenapaTam u 6akrepuodaram
17.01.02.06.MMKPOBMONOIr'MYECKAA ANATHOCTUKA MNKPO®NOPbLI PAHEBOIO
OTAENAEMOIoO

MoceB oTAENAEMOro paHbl Ha aHa3poBHY MUKPONOPY C onpeaeneHnem
YyBCTBUTENbHOCTW BO3OyAMTENS K aHTMbakTepuanbHbIM Npenaparam

MoceB oTAeNsieMoro paHbl Ha MUKPOMopyY C onpeaeneHnem YyBCTBUTENBHOCTU
B030yauTens K aHTMbakTepuanbHbIM NpenapaTam

MoceB oTAensiemMoro paHbl Ha MUKPOGIIOpY C ONpeAerieHNeM YyBCTBUTENBHOCTM
BO36yauTens K aHTMbakTepuanbHbIM Npenapartam u 6aktepmodaram

17.01.02.07.MUKPOBUOJTOTMYECKAA ONATHOCTUKA KPOBU U MYHKTATOB
[MoceB KpoBW Ha a3pobHyYI0 1 aHa3apOBHYD MUKpOdopy

17.02. OCHOBHBIE NCCIEQOBAHUA

17.02.01.MUKPOCKOIMNNYECKUE UCCIEOOBAHNA

Mwukpockonuyeckoe nccnefoBaHve maska ¢ Okpackon no 'pamy (C OLEeHKoW no wkane
HblopxeHTa)

Mwuikpockonuyeckoe nuccrnefoBaHue Ha rpubbl

Mwukpockonuyeckoe nccnefoBaHue HaTUBHOrO Maska C okpackon no 'pamy
Mwukpockonuyeckoe uccrieqoBaHie HaTMBHOrO MaTepuana
17.02.02.MUKOJNOIr'MYECKWNE NCCIEOOBAHUA

Mukonornyeckoe nccnegoBaHue Ha acneprunnel (Aspergillus spp.)
Mukonoruyeckoe nccnegoBaHue Ha rpubsl p. Candida

Mwukonoruyeckoe uccnegoBaHve Ha aepmatomuueTsl (Trichophyton spp., Microsporum spp.,
Epidermophyton spp.)

Mukonornyeckoe nccnegoBaHme Ha kpunTokokk (Cryptococcus neoformans)
17.02.03.MNKPOBMONOIr'MYECKUNE NCCITIEOOBAHNA

[narHocTuka NuLLEBBIX TOKCUKOUHMEKLNI

KomnnekcHoe nccnegoBaHme MUKpodiopbl yporeHnTanbHoro Tpakta
Mwuikpobuonoruyeckas AuarHocTuka AucbakTepnosa KuweyHnka
Mwukpobuonornyeckas AMarHoCTUKa KULLEYHbIX MHEKLNIA

Mwuikpobuonoruyeckasi AuarHoCTUKa Xonepsbl

MwukpobuoueHos Bnaranuia

MoceB rpyaHOro Morioka Ha Mmukpodiopy

[NoceB xenun Ha Mrkpodnopy

MNoceB kana Ha Mukpodnopy

[NoceB Mo4M Ha MUKpodopy

MNoceB Ha aHa3apobHyo MUKpodnopy

MoceB Ha aapobHyto 1 aHaapobHy MUKpodopy

[MoceB Ha GeTa-reMonuTUYEeCcKnin CTpenToKoKk rpynnbl B (Streptococcus agalactiae)
MoceB Ha BO3GyauTenel KUWeYHON rpynmbl

Moces Ha Bo3byanTensa 6otynuama (Clostridium botulinum)

Moces Ha Bo36yauTens audtepun (Corynebacterium diphtheriae)

Moces Ha rapaHepennés (Gardnerella vaginalis)

MoceB Ha remodunbHyo nHdekumio (Haemophilus influenzae)

Moces Ha roHopeto (Neisseria gonorrhoeae)
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135.0.
141.0.
132.0.
129.0.
126.0.
130.0.

145.0.
147.0.
131.0.
146.0.
140.0.
142.0.
127.0.
138.0.
148.0.
139.0.
172.0.
128.0.
125.0.
120.2.
120.6.

120.3.
120.7.
120.4.
120.8.

01.
03.

02.

05.

06.

09.

08.
07.
04.

157.0.
163.0.

176.0.

158.0.
159.0.
175.0.
156.0.
162.0.
161.0.
160.0.

50.114.1405.
50.35.770.
50.3.1584.
50.1.2111.
50.16.2087.
50.17.2087.
50.14.1385.

50.4.1584.
50.16.2007.
50.85.1295.
50.5.1584.
50.1.933.

50.5.2090.
50.52.921.
50.3.1625
50.2.1584.
50.1.1584.

50.1.2027.
50.19.368.
50.4.1625.
50.5.1625.
50.6.1625.

MoceB Ha rpunbbl p.Candida

MoceB Ha 3onoTucTbIN cTadunokokk (Staphylococcus aureus)
MoceB Ha nepcuHno3 (Yersinia spp.)

Moces Ha kamnunobakTepuos (Campylobacter spp.)

MoceB Ha kunweyHyto nanouyky (Escherichia coli O157:H7)
Moces Ha knocTpuaun (Clostridium difficile)

Moces Ha kokntow 1 napakokntow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nernoHennés (Legionella)

Moces Ha nuctepuos (L.monocytogenes)

MoceB Ha meHunHrUT (Neisseria meningitidis)

Moces Ha mukonnasmy xomuHuc (Mycoplasma hominis)

[MoceB Ha NMoreHHbI CTPENTOKOKK (Streptococcus pyogenes)

Moces Ha canbmoHennes (Salmonella spp.)

MoceB Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces Ha Ty6epkynes (Mycobacterium tuberculosis)

Moces Ha ypeanna3my ypeanutukym (Ureaplasma urealiticum)

Moces Ha ypeannasmy ypeanuTkym 1 MUKONIasMy XOMUHUC

Moces Ha wurennes (Shigella spp.)

MoceBs Ha awepuxmos (Escherichia spp.)

[MoceB 0TAENSeMoro BEpXHUX AblxaTernbHbIX MyTen Ha Mukpodnopy (Hoc, 3eB)
[Noces oTaensemoro rnas, ywemn Ha Mukpodnopy

[MoceB 0TAENAEMOro HMXHUX AblXaTeNbHbIX NyTel Ha MUKpodnopy (Tpaxes, GpoHxm)
MoceB 0TAENSEMOr0 paHbl Ha MUKPOIopy

MoceB OTAENAEMOro yporeHnTanbHoro TpakTa Ha Myukpodnopy

[MoceB nyHKTaTOB Ha MuKpodnopy

17.02.04. AOMNONHUTEJIbHLIE MCCITEOOBAHUA

OnpepeneHne 4yBCTBUTENBHOCTM BO3byautens k aHTubaktepuanbHbIM npenapartam (aam)
OnpepeneHve 4yBCTBUTENBLHOCTM BO3byauTens k 6aktepuodaram

OnpepeneHne YyBCTBUTENBHOCTW BO3GYAUTENS K PACLUIMPEHHOMY CNEKTPY
aHTUGaKkTepuanbHbIX NpenapaTos

OnpepeneHne YyBCTBUTENLHOCTU k aHTMBakTepuanbHbiM npenapatam ESBL-wtammoB

OnpepeneHve YyBCTBUTENBLHOCTU Kk aHTMBakTepuanbHbiM npenapatam MRSA-wtammos
OnpepeneHve YyBCTBUTENBLHOCTU K aHTMBaKTepuanbHbIM Npenapatam BCEro cnekrpa
Bbl€NEHHOW MUKPONOopbI

OnpepeneHne YyBCTBUTENBHOCTU K aHTUMUKOTMKaM C UCMOMNb30BaHNEM TECT-CUCTEM
"Fungitest”

OnpepneneHne YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM NpenapaTam

daroTunusaumnsi cracdpunokokka

17.02.05.AHTUF'EHHBIE TECTbI, 3KCIMNPECC-AHANNS3bI

Apnexosupyc (Adenovirus, AnapenHbit CUHAPOM), aHTUTEHHbIN TeCT

WHdnoeHua A+B (Influenza A+B, rpunn), aHTUreHHbIV TecT

WccnepoBaHne Ha Escherichia coli O157:H7 (auapeviHbii CUHAPOM), aHTUrEeHHbIN TECT

Kpuntocnopuaun napsym (Cryptosporidium parvum, AnapenHbii CUHAPOM), aHTUTEHHbIN TecT
Jlambnuu (Giardia liamblia, anapenHbin CMHAPOM), @HTUIEHHbIN TECT
O6HapyxeHne poTaBypyCOB 1 aleHOBMPYCOB, aHTUIeHHbIN TECT

PotaBupyc (Rotavirus, AvapeiiHblii CUHAPOM), aHTUrEHHBI TeCT
CrtpenTokokka rp.A (Streptococcus pyogenes), aHTUreHHbI TeCT
CtpenTokokka rp.B (Streptococcus agalactiae), aHTureHHbIn TecT

TokeuH A (Clostridium difficile, nceBaomeMbpaHHbIN KONUT), aHTUFeHHbIN TeCT
18.MHANBUVOYATIbHBIE KOMIMNEKCHI N YCNYTU

FISH nccneposanne HER 2/neu

TORCH komnnekc 770

AHeMUS (CKPUHUHT)

AHTUTENA K @aHHEKCUHY V

AHTUTENa K KapanonunuHylgG (konny.)

AHTUTEna K kapavonunuHylgM (konuy.)

AP + XY

BuoxmmMms CKpUHUHT

Bupyc npoctoro repneca 1, 2  IgM(n/kon)
OHK Bupyca repneca 8 tuna — kposb SAOTA
KnuHnyecknin aHanns kposu

KoHcynbTauus rotoBbix npenapaTos

OnpegeneHne aHtuten knacca UrM k MNapBoBrpycy MMMyHOdepMeHTHbIM MeTogoM (MDA)
MoceB Ha K1LWeYHYto rpynny (CKPUHWHT) (Ma3ok)*

Mporpamma "CypporaTtHoe maTepuHCTBO"

CycTaBHOMN CMHAPOM (CKPUHWHT)

DyYHKUMSA NeYeHn+

LinTonornyeckoe nccnefoBaHme cockoboB LLENKK MaTKK, LlepBUKanbHOro kaHana,
Brnaranviia c okpackown no JlewmaHy (Matepuvan B3siT Ha CTEKIO0)

LLuToBnaHas xxenesa: nepsuyHoe obcnegosaHne

OKO-MAMA (nccnenoBaHunsi KpoBU)

OKO-MAMA (nccnepoBaHus maska)

OKO-MAMA (paclumpeHHas)
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760
500
760
760
760
880

760
760
760
760
760
700
760
1100
760
760
1380
760
760
580
680

760
680
440
760

300
200

500

300

300

400

1260
300
500

1200
1400

1800

1200
1200
1880
1000
1200
1200
1200

27500
2310
1290
1370
1010
1010
600
600
380
250
350
4130

660
530
6260
870
650

440
820
3780
5440
9220



50.8.1625. OKO-TMATMA (nccnegoBaHus KpoBwm) 2 1830
50.9.1625. OKO-MATA (uccnegoBaHusi maska) 11 3940
50.7.1625. OKO-TMATMA (paclumpeHHas) 11 5760



