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"05" saHBaps 2018 roga

MpenckypaHT LieH Ha NnabopaTopHble uccneaoBaHus, BbinonHsaeMble B 000 "Mealla6 Mnroc" (MEPBAA MEOULIMHCKAA

JIABOPATOPUSA)

Ne na6. HanmeHoBaHue nccnegoBaHun
01.01. O6wuin aHanm3 KpoBm ¢ nenkoumTapHoi popmyron + COS BeHO3Hasi KPOBb
01.02. O6wuit aHanu3 KpoBM ¢ nenkouutapHoun popmynort + COS kanunnsipHas KpoBb
01.03. O6wwuit aHanm3 mo4n (6e3 MMKpocKonuu ocagka)

01.04. OO0t aHann3 Mo4M ¢ MMKPOCKONMen ocagka

1.1. O6wwuit 6enok

1.21. ACT

1.20. ANT

1.34. Bunupy6uH obwmii

1.35. BununpybuH npsmon

1.36. BunupybuH Henpsimoii

1.22. Amunasa

1.4. KpeaTvHuH

1.5. MoueBuHa

6.3. AYTB

6.5. lMpoTpombrHOBOE Bpems, NPOTPOMOUHOBBIN MHAEKC

6.9. POMK

6.6. PunbpuHoreH

01.05. SKcnpecc aHanma KpoBuy Ha roKo3y

1.14.2. "nioko3a (BeHO3Hast KPOBb)

1.8. XonecTepuH o6LLmnii

1.102. Tpurnuuepnabl

1.33. LLlenoyHas doccoTasa
01.KOMMNEKCHBIE MCCNEAOBAHNA
01.01.0BLWWME AMATHOCTUYECKWME KOMIIEKCHI

27.103. AHemus

27.91. AHTUOCHONUNUAHBIA CUHAPOM

27.107. Bromapkepbl yHKLMOHANBHOM CNOCOBHOCTU NeYeHN (pacLUMPEHHbIN)

27.106. Bromapkepbl yHKLMOHANBHOM CNOCOBHOCTYN NEYEHN (CKPUHUHT)

28.111. BUOXMNA PACLUMPEHHAA

27.108. Broxmumuns 6a3osas

27.104. BbinageHue Bonoc (CKPUHWHT)

27.4. FEMOCTA3VOIPAMMA (Koarynorpamma)

27.1. ["ocnuTanbHbIV KOMMNEKC

28.110. rOCTNTAIbHbLIN KOMMNEKC PACLUVPEHHLI

Cpoku, gHu

NNNODODNNNNWN

LleHa,py6

350

350
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200

120

120

120

120

120

240

120

120

120

140

190

160

170

150

120

120

120

120

2690
3770
2260
1710
2930
650
1610
910
990
3420




27.50.
28.100.
27.3.
28.101.1.
27.87.
27.102.
27.56.
27.55.
27.25.
27.69.
27.93.
27.54.
27.57.
27.92.
27.21.
27.5.

28.104.

27.109.1.
27.109.2.
27.6.
27.81.
27.82.
27.80.
27.717.
27.78.
27.79.
28.103.

28.117.

28.116.

28.115.
28.3.

27.110.1.
27.110.2.
27.84.
27.62.

28.119
28.105.
27.99.1.
27.99.2.

27.49.
27.47.

3.1.1.
3.1.2.

3.4.
3.2.1.
3.2.2.

3.3.1.
3.3.2.

3.5.1.
3.5.2.

3.6.1.

3.6.2.

3.8.1.

3.8.2.

3.7.1.

3.7.2.

9.3.

9.4.

10.1.
9.2.

E>xerogHoe npodunaktuyeckoe obenegoBaHve
WBC (chakTopbl prcka 1 rneveHune)

JIvnnaHbIM KOMNNEKC (AMarHocTuka aTepockreposa)
MEPUATEJIbHAA APUTMUA

MeTabonuyeckmin npocunb

OcTeonopo3s

MeveHb

Mopyxenyno4yHas xenesa

Moykn

PeBmatongHbIn apTput

CaxapHbii guabeT

CaxapHbivi gnabeT (CKPUHMHT)

CycTaBbl

Liennakunsa

LLinToBmaHas xenesa

LLinToBmAaHas xenesa (CKPUHMHI)
01.02.JATHOCTUKA NHDEKLIIA
TORCH-NH®EKLINN

01.03.011A XXEHLNH

CHECK-UP Ne1 ONA XXEHLWWH (aHanu3 kposu)
CHECK-UP Ne2 ONA XXEHLWWH (aHanu3 ma3ska)
AgpeHoreHuTanbHbI KoMrnneke (M36bITOK MYXXCKUX TOPMOHOB Y >KEHLLIMH)
>KeHckne ropMmoHbl (ntoTenHoBas asa)

>KeHckne ropMmoHbl (MeHonaysa)

>KeHckne ropMoHbl (bonnukynspHas gasa)
O6cnepoBaHue npn 6epemeHHOCTM (1 TPUMECTP)
O6cnepoBaHue nNpn 6epeMeHHOCTM (2 TPUMECTP)
O6cnepoBaHue nNpu 6epemMeHHOCTM (3 TPUMECTp)
OHkoMapkepbl 41151 XeHLWUH (npodunaktuyeckoe obeneaoBaHme)

NIAHWPOBAHWVE BEPEMEHHOCTU UH®EKUWW (MperpaBuaapHas nogrotoska)
NNAHWPOBAHWVE BEPEMEHHOCTW OBLLEKITMHUYECKME MOKA3ATENN
(MperpaBunpgapHas noarotToBka)

MITAHWPOBAHUE BEPEMEHHOCTW LIEPBUKAINBHbLIV CKPUHWUHT, UMMM
(MperpaBuaapHas NnoarotToBka)

MPOPUITAKTUKA PAKA MOTOYHOW XEJE3bI

01.04.011A MY>KY/H

CHECK-UP Ne1 OnA MY>KYUH (aHanu3 kpoBu)

CHECK-UP Ne2 ANA MY>X4YNH (aHanu3 moun)

My>KCKMe ropmMOHBbI

OHkomapkepbl A5 MyX4¥H (NpodunakTnyeckoe obcrnegosaHue)

01.05.0)1A OETEN

CHECK-UP Ne1 OnA NMNOAPOCTKOB (aHanus kposu)

ExerogHoe obcnepnoBaHue pebeHka

3[00POBbIN PEBEHOK (BeHO3Has KpoBb)

3[0POBbIN PEBEHOK (kanunnspHas KpoBb)

01.06.9UTHEC KOMIJEKCHI

PUTHEC KOHTPOJIb CIMOPTUBHOIO NMATAHUA

PUTHEC MOHUTOPUHI

02.0BLWEKINMHUYECKWE MCCNEQOBAHNA

02.01.0BLWEKNNHNYECKWNE MCCINEOQOBAHNA KPOBU

02.01.01.06wuin aHanM3 KpoBsm

O6wwuin aHanu3 kposm 6e3 nenkouuTapHon hopMynbl BEHO3Hast KPOBb

O6wwuit aHanu3 kpoBmn 6e3 nevikouuTapHON POPMYIbl KAaNMUNNSAPHAs KPOBb
O6Wwuin aHanm3 KPOBM PacLUMPEHHBIN C NerikoLMTapHon hopmynon n petukynoumtammn (
TOMbKO BEHO3HAs KPOBb)

OO6Lwuin aHanM3 KpoBM C fnenkoLumuTapHor popMyrnolri BEHO3Hasi KPOBb

O6Lwuit aHanm3 KpoBM C NenkouuTapHor hopMynor KanunnsipHas KpoBb
02.01.02.CO3

CODQ no BecTeprpeHy (BeHO3Hasi KPOBb)

COD3 no BecTeprpeHy ( kanunnspHas KpoBb)

02.01.03.JlenkounTtapHas chopmyna

JlenkouutapHas cdopmyna (BEHO3Has KpOBb)

JlenkouutapHas chopmyna (kanunnsipHas KpoBb)

02.01.04.PeTukynouuntsl

PeTnkynounTbl BeHO3Hast KPOBb

PeTukynounTbl KanunnsipHas KpoBb

02.01.05.0ononHuTenbHbIE UccnenoBaHust K obLuemMy aHanm3ay KpoBu
OnpepeneHve NPOLEHTHOTO COAEPKaHUS MOHOHYKIeapoB B KPOBYU (BEH. KpOBb) (Ha3HavyaTb
BmecTe ¢ "OAK")

OnpepeneHne NpoLEHTHOTO COAEPXXaHNS MOHOHYKIeapoB B KPOBYM (Kan. KpOBb)(Ha3HavaTb
BmecTe ¢ "OAK")

Mopacyet TpombBoumToB nNo metoay PoOHMO (BEH. KPOBb) (HasHavyaTb BMecTe ¢ "OAK")

MoacyeT TpomboumToB No Metody PoHWo (kanun.kpoBb) (Ha3HayaTe BMecTe ¢ "OAK")
02.02.0BLUEKNNHNYECKNE NCCINEAOBAHUA MO4YU

2-x cTakaHHas npoba

3-x cTakaHHas npoba

AHanum3 moun no 3MHULIKOMY

AHanu3 moun no HeunnopeHko

I\J(A)I\J-bNNNNANI—‘NI—‘NNGNN@MNNNN@NNNN

N

N

NNEFEPRFRPEPNNENNNNENONNEREOMS

P NNEFENNEFENNDNEDNDNDDN

NNNNEFEDN

1400
1830
750
4310
3110
3350
1200
820
1010
2190
3160
1220
1330
2980
2060
1500

3400

9330
5060
1240
560
1110
3000
8370
630
4720
3250

4660

3310

3790
4100

9140
4180
3420
2290

6020
3260
550
550

2340
3780

200
250

300
250
250

100
200

200
250

150

250

150

150

150

150

350

350

200
200



9.1.

9.5.

21.12.
21.11.
21.6.
21.2.
21.14.
21.7.
21.3.
21.13.

21.10.
21.5.

1.3.

1.64.1
1.2.
1.53.
1.641.1.
1.641.2.
1.4.
1.52.
15.

1.1.

1.103.
1.58.
1.49.
1.57.
1.105.
1.54.
1.51.
1.50.
1.46.
1.101.

1.6.
1.7.
1.13.
1.12.

1.65.1

1.67.1

1.66.1
1.102.
1.8.
1.10.
1.9.
1.11.

1.18.
1.14.2.
1.16.
1.16.1.
1.107.
1.63.
1.108.
1.109.
1.19.
1.17.

1.21.
1.20.
1.22.
1.23.
1.28.
1.26.
1.29.
1.27.
1.24.
1.31.

O6wuin aHanM3 Mo4u

O6wwuin aHanM3 Mo4M METOAOM NMPOTOYHOMW LIMTOIYOPUMETPUM (BICOKOHYBCTBUTENbBHbLIN
TECT)

02.03.0BWEKITNHNYECKNE NCCIEOOBAHUA KANA
BnacTtouucTbl

M'mmeHonennaosbl

WccnepoBaHve cockoba Ha aHTepobros

Konporpamma

JleHTo4Hble YepBu

MpocTenwne

CkpbITast KpoBb

CTpoHrunovabl

Tect «Colon View Hb n Hb/Hp» Ha ckpbITyto kpoBb B kane (0bHapyxeHue remornobvHa unu

KoMMnekca remornobuHal/rantornobuHa B kane)

Alua renbMUHTOB

03.BNOXNMNYECKUE NCCINEOQOBAHUA
03.01.BUOXUMNYECKWME NCCITIEAOBAHNA KPOBU
03.01.01.5€enkoBbI 1 aMUHOKUCIIOTHBIN OGMEH
AnbBbyMuH

AHanu3 KpoBK Ha copepXaHue HesaMeHUMbIX aMUHOKMCIOT (16 nokasaTtenen -
acnaprvHoBasl, TPEOHWH, rMyTaMWHOBAs, MMWLMWH, anaHuH, CEpWH, BamnvH, METVOHWH, NenLy
BenkoBble dpakumm B T.4. ObLwmIn Benok

omouunctenH

KoMnnekcHbIN aHanua Ha aMmMHOKUCIOThI (32 nokasaTtens) (KpoBb)
KomnneKcHbI aHanm3 Ha aMMHOKMCIOThI (32 nokasartens) (Moya)
KpeatuHuH

MoueBas kucnota

MoueBnHa

O6wwuit 6enok

03.01.02.Cneumndunyeckune 6enkmn

Anbda-1-aHTUTpUncuH

Anbda-2-makpornobynuH

AHTucTpentonmanH-O (ACI0)

anTornobuH

Kprorno®ynuHsl

[MpokanbLUMTOHUH

PeemaToungHbi bakTop

C-peakTnBHbIN 6enok (ynbTpadvyBCTBUTENbHDBIV)

Llepynonna3muH

O03UMHOUIbHBIN KAaTUOHHbIM GeNnok

03.01.03.JIunugHbIn 06MeH

AnonvnonpoTtenH A1

AnonunonpoTtevH B

MHpekc ateporeHHocTu (XC obwmn, JIMBIT)

JlvnonpoTewH (a)

HeHacebiLLeHHbIe X1pHble kncnotbl cemerictea OMEGA-3 (snko3aneHTaeHoBas KucnoTa-
EPA, noko3arekcaeHoBas kucrnota-DHA, anbda-nuHoneHoBasi kucnota-ALA)

HeHacblLLeHHble XupHble kncnoTbl cemerictea OMEGA-6 (nuHonesasi, raMma-nvMHoneHoBasl,

Avromoramma-nvMHoIeHoBasi, apaxmaoHoBasi, 31MKo3aaneHoBasl, Joko3aaAMeHoBast, 10
Onpepenenne Omera-3 nHaekca (OueHka pucka BHe3anHow CepAeyHoOn cMepTu, MHdapkTa
MUoKapaa v Apyrux cepaeyHo-cocyamncTbix 3abonesaHuin)

Tpurnuuepnabl

XonecTepuH o6LLmnii

XonectepuH-JTBI1

XonectepuH-JTTHI

XonectepuH-ITNOHTIT (B Tom Yncne Tpurnuuepuabl)

03.01.04.YrneBoHbIi 06MeH

"MuknpoBaHHbIN remornobuH (HbA1c)

'mioko3a (pTopua)

'moko3oTonepaHTHbIN TecT (0-120)

'mioko3oTonepaHTHbIN TecT (0-60-120)

["MioKO30TONEepPaHTHLIN TECT C onpeaerieHneM rMioko3bl U MHCYNMHA
["MioKo30TONepaHTHLIN TECT C onpeaerieHMeMm rmoko3sbl 1 C-nentuaa
"MioKo30TONEepaHTHLIN TECT C onpeaenieHvem rmioko3sel, C-nentnaa, HCyNuHa
WHaekc nHcynuHopesuncteHTHocT HOMA-IR

Jlakrar

DpyKTO3aMUH

03.01.05.PepmeHTbI

AcnapTtatammHoTpaHcdepasa (ACT)

AnaHvHamuHoTpaHcdepasa (ANT)

Amunasa

AmMunasa naHkpeaTnyeckas

Famma-I'T

"'mopokcubytupataernaporeHasa ( 1-a pakums)

KpeaTuHknHasa

TNaktataerngporeHasa (NAr)

Jlunasa

docarasa kucnas HenpoctaTnyeckas

N

NNNNNNNNEDN

NEFERFRPEFEPNN

NNNNEFENNNNDNBENNDNOORFRNNNNNNDNDWN

NNNNNNNNDNNENNDNDNDNDNDNDNDNNNRENNDNDDNDDNDN

200

200

360
360
150
300
360
360
200
360

1000
200

120

3500
330
1050
5000
5000
120
120
120
120

560
460
280
480
530
2000
290
260
500
660

450
340
320
640

3600

3600

3600
120
120
120
120
340

400
120
530
650
1050
1250
1600
580
450
220

120
120
120
210
120
200
190
130
240
170



1.30.

1.32.
1.33.
1.25.

1.36.
1.34.
1.35.

1.62.
1.60.

1.601.
1.59.

1.591.

4.9.
4.2.
4.8.
4.1.
4.6.
4.5.
4.3.
4.7.

13.3.
13.2.
13.4.
13.1.

7.2.
7.1.
7.5.
7.4.
7.3.

1.110.
4.14.
4.18.
50.24.2121.
4.19.
4.20.
4.21.
4.22.
4.17.
4.16.
4.15.
4.11.
4.4.
4.23.1
4.24.1
4.25.1
4.26.1
1.56.1

1.61.1

1.42.
1.72.1.
1.72.2.
1.72.3.
1.72.4.
1.48.11.
1.48.31.
1.48.41.
1.48.21.
1.69.1.
1.69.2.
1.69.3.
1.69.4.
1.79.1.
1.79.2.
1.79.3.
1.79.4.
1.87.1.
1.87.2.
1.87.3.
1.87.4.

docgarasa kucnas obasi

docdpartasa kucnas npoctatnyeckas (Pocgatasa kucn.obuwas, docdarasa Kicn.
HenpocTaTuyeckas)

docarasa LenovHas

XonuHactepasa

03.01.06.MUrMeHTHbIN 06MEH

BunupybuH Henpsimoli (BunupyouH npsimoii, Bunnupy6buH obLuii)
Bunmpy6ouH obumnii

Bunupy6uH npsimon

03.01.07.dnarHocTuka naTonornm rnedeHn 6es ruoncum
CreaToCkpuH

PubpoMakc

durbpoMakc (TonbKo pacyeT Npu HanuuMu pesynbTaToB nccrnegoaHns CteatoCKpuH)
dunbpoTect

PrnbpoTecT (TONbKO pacyeT Npu HanNn4uK peaynbTaToB nccnenoBaHms CteatoCKpuH)
03.01.08.narHoctrka aHemumn

KoahduumeHT HacbiweHns TpaHcdeppuHa

OXXCC (CbiBopoToyHOe xene3so, JIXCC)

PactBopuMble peuentopbl TpaHcdheppuHa (STIR)
CbIBOPOTOYHOE XEeNe3o

TpaHcheppuH

deppuTuH

donathbl

OpuUTPONO3THH

03.01.09.AHTNOKCUOAHTHBIN CTaTyC

8-OH peokcuryaHosnH

'mytaTnoHnepokcuagasa (')

O6wwi aHTHokeuaaHTHeIn ctatyc (TAS)
Cynepokeugancmytasa (COL)
03.01.10.Kapanomapkepsbl

KpeaTtunHknHasza Mb

MwuornobuH

Moasrosow HaTpuiiypetndeckuin nentug (NT-proBNP)
CB06OAHbIE XUPHBIE KUCMOThI

TponoHuH |

03.01.11.ButamuHel

25-OH ButamuH D cymmaphbi (25-OH Butamud D2 n 25-OH ButamuH D3, o6wmin
pesynbTar)

BbeTta-kapoTuH

ButamuH B1

ButamuH B12, akTuBHbIN (XonoTpaHckobanamuH)
ButamunH B2

ButamuH B3 (HuauuH)

ButamunH B5

ButamnH B6

ButamuH C

ButamuH E

ButamuH K

ButamuH A

Butamunu B12

ButamuHbl rpynnel B (B1,B2,B3,B5,B6,B9,B12)
BopopacteBopumble BuTamuHbl (B1,B5,86,C)
>KupopactBopumble BuTamuHbl (A,D,E,K)

KomMnnekcHbI aHanus kpoBu Ha BuTamuHbl (Butamuusl A,D,E,K,C,B1, B5,B6)
KomMnnekcHbIn aHanusa kpoBu Ha ButamuHel rpynnesl D (D2 n D3)
MeTtabonutsl BuTamuua rpynnel D (1,25- OH ButamuH D3 1 25-OH ButamuH D3,
pasgenbHbIN pesynbTar.)

03.01.12.MyHeparnbHbIn 06MeH

Ca++, Na+, K+

AMIOMUHNI (BOMOChI)

AMIOMUHUIN (KPOBb)

AnoMuHn (Moya)

AMIOMUHNIN (HOITW)

AHanun3 MmHepanbHoro obmeHa (23 anemeHTa) (BOnochl)
AHanu3 MyHeparnbHoro obmeHa (23 anemeHTta) (Moya)
AHanu3 MuHepanbHoro obmeHa (23 anemeHTa) (HOrTH)
AHanu3 MvHepanbHoro obmeHa (23 anemeHTa) (nna3ma)
Bop (Bonockl)

Bop (kpoBb)

Bop (moua)

Bop (Hortn)

XKeneso (Bonocel)

>Kene3so (kpoBb)

>Keneso (moya)

>Kene3so (Hortn)

Kagmuii (Bonocel)

Kagmuii (kpoBb)

Kagmuii (Mmoya)

Kagmuia (HorTu)
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180

340
120
190

240
120
120

6500
6500

7800
5400

7050

470
290
1310
160
360
390
710
820

3000
2500
2700
2900

260
450
2150
2000
590

1200
3300
2170
550
3300
3300
2170
2170
2170
2170
2170
2170
440
13000
7000
7000
15000
7260

7700

490
980
980
980
990
4350
4350
4620
4350
980
980
980
990
990
990
990
990
980
980
980
990



1.74.1.

1.39.

1.74.2.
1.74.3.
1.74.4.
1.75.1.
1.75.2.
1.75.3.
1.75.4.

1.38.
1.37.

1.80.1.
1.80.2.
1.80.3.
1.80.4.
1.68.2.
1.68.1.
1.68.3.
1.68.4.

1.43.

1.71.1.
1.71.2.
1.71.3.
1.71.4.
1.78.1.
1.78.2.
1.78.3.
1.78.4.

1.45.

1.82.1.
1.82.2.
1.82.3.
1.82.4.
1.86.1.
1.86.2.
1.86.3.
1.86.4.
1.84.1.
1.84.2.
1.84.3.
1.84.4.
1.70.1.
1.70.2.
1.70.3.
1.70.4.
1.81.1.
1.81.2.
1.81.3.
1.81.4.
1.89.1.
1.89.2.
1.89.3.
1.89.4.
1.90.1.
1.90.2.
1.90.3.
1.90.4.
1.85.1.
1.85.2.
1.85.3.
1.85.4.
1.88.1.
1.88.2.
1.88.3.
1.88.4.
1.73.1.
1.73.2.
1.73.3.
1.73.4.
1.76.1.
1.76.2.
1.76.3.
1.76.4.

1.44.

1.77.1.
1.77.2.
1.77.3.
1.77.4.

1.47.

1.83.1.
1.83.2.

Kanuia (Bonocel)

Kanuia (K+), Hatpun (Na+), xnopuabl

Kanuii (kpoBb)
Kanuia (moya)
Kanuia (Hortn)
Kanbuuii (Bonochbl)
Kanbuuii (kpoBb)
Kanbuui (moya)
Kanbuuii (Hortn)

Kanbuuii noHnsnpoBaHHbI (Ca++)

Kanbuuii obwuin
KobanbT (Bonocsbl)
KobanbT (kpoBb)
KobanbT (Mo4a)
KobanbT (HorTtn)
Jlutnin (kpoBb)
Jutnia (Bonocel)
Jutni (moya)
Jutun (Hortn)
Maruun

MarHnwuir (Bonochbl)
MarHwuin (KpoBb)
Marnwuin (moya)
Marnwuia (HorTm)
MapraHeL (Bornochbl)
MapraHeL (kpoBb)
MapraHeu (Mmo4a)
MapraHew, (HorTn)
Menb

Megb (Bonochbl)
Megab (KpoBb)
Megab (Moya)
Megab (HorTu)
MonubaeH (Bonochbl)
MonnbaeH (KpoBb)
MonnbaeH (moya)
MonubaeH (Hortu)
MbIWwbsik (Bornockl)
MbILWbsIK (KPOBb)
MbIWwbsik (Mo4a)
MbIWwbsik (HOrTH)
HaTtpui (Bonochbl)
HaTtpwuin (kpoBb)
HaTtpwuin (moya)
HaTtpwuii (HorTu)
Hukenb (Bonochbl)
Hukenb (kpoBb)
Hukenb (Moua)
Hukenb (Hortu)
PTyTb (BOMOCHI)
PTyTb (KpOBbB)
P1yTb (MOYa)
PTyTb (HOITW)
CsuHeL (Borochbl)
CsuHeL (KpoBb)
CsuHel (Moya)
CsuHeL, (HorTun)
CeneH (Bonochbl)
CeneH (kpoBb)
CeneH (Moya)
CeneH (HorTu)
CypbMa (Bonochl)
CypbMa (KpoBb)
CypbMa (Mo4a)
CypbMa (HorTu)
Tannuii (Bonochl)
Tannui (kpoBb)
Tannuii (Mo4a)
Tannuii (HorTn)
TwTaH (Bonochl)
TwTaH (KpoBb)
TuTaH (Moya)
TwTaH (HorTun)
docop HeopraHNYeCKnn
Xpom (Borochl)
Xpom (KpoBb)
Xpom (Moya)
Xpom (HorTu)
LinHk

LinHk (Bonocol)
LinHk (kpoBb)

Py Py

e e g iy
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980
250
980
980
990
990
980
990
990
150
120
980
980
980
990
980
980
980
990
150
990
980
120
990
980
980
980
990
280
990
980
990
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
980
980
980
990
990
990
990
990
980
980
980
990
150
980
980
980
990
150
980
990



1.83.3.
1.83.4.

11.1.
11.4.1.
11.4.2.
11.5.
11.6.1.
11.6.2.
11.10.
11.7.1.
11.7.2.
11.3.1.
11.3.2.
11.9.1.
11.9.2.
11.8.1.
11.8.2.

11.11.1.
11.11.2.

11.2.1.
11.2.2.
11.13.
10.2.
11.15.

11.12.1.
11.12.2.

11.16.1

21.1.
21.9.
21.4.

16.8.

16.9.

2.1,
2.2,
2.3.
2.4.
2.7.
2.6.
2.8.
2.5.

2.17.
2.54.
2.11.
2.52.
2.18.
2.50.
2.53.
2.12.
2.51.
2.16.
2.14.
2.10.
2.9.

2.13.
2.15.
2.19.
2.22.
2.21.
2.20.
2.57.
2.55.

2.27.
2.25.
1.100.
2.26.
2.24.

2.32.

2.62.

LimHk (Moya)

LIMHk (HorTm)

03.02.BMOXUMUHECKUE NCCNEAOBAHNA MOYN
pH (pasoBas)

Amunasa (pa3oBast)

Amunasa (cyTovHas)

BunupybuH (pasosas)

mioko3a (pa3oBast)

"mioko3a (cyToyHast)

Kanbuuii (Tonbko cyToyHast)

KpeaTuHuH (pasoBas)

KpeaTuHuH (cyToyHast)

MukpoanbbymuH (anbbymnH) (pasosasi)
MwukpoansbymuH (anbbymumH) (cyTouHas)

MoueBas kucnota (pasosasi)

MoueBas kucnota (cyToyHas)

MoueBwuHa (pa3oBas)

MoueBwuHa (cyTo4Has)

Hatpwuin, Kanuin (pasoBas)

Hatpwuir, Kanuii (cyTouHas)

O6wuin 6enok (pasoBas)

O6wuit 6enok (cyToyHas)

Okcanatbl (Tonbko pasoBasi)

Mpob6a Pebepra (cyTo4Has)

Mpob6a CynkoBuya (Kanbumii Moun, Ka4eCTBEHHBI TeCT) (pa3oBasi)
docop HeopraHnyeckui (pasosasi)

doccop HeopraHNYecknin (CyTovHas)

XvMUYeckuini aHann3 Mo4eBOro kKamHsl (CNeKTPOCKOMNMWS, KOMMYECTBEHHO)
03.03.BMOXMMUNYECKUE NCCINEOOBAHUA KATA
Broxumnyeckuin aHanus kana

MaHkpeaTnyeckas anacTasa 1

Yrnesogpl

03.04.BMOXMMUYECKUE NCCNEQOBAHNA CIOHbI
Broxvmmnyeckuin aHanus critoHbl
03.05.BMOXMMUNYECKUE NCCINEQOBAHNA CIMNEPMbI

Buoxvmuyeckoe uccnegosaHue cnepmbl (lIuMoHHas kucnota, dPpykrosa, LinHk)

04.rOPMOHAJIbHbBIE NCCITEAOBAHUA
04.01.F"OPMOHAJbHBIE MCCNEJOBAHWNA KPOBU
04.01.01.lLnToBNaHas xenesa

T3 o6

T3 cBoGOAHBIN

T4 obLwmnin

T4 cBoboAHbIN

TecT NornoLleHnst TMPEOUAHbLIX FTOPMOHOB
TupeornobynuH

TWPOKCUHCBA3bIBALLMIA TNOGYNNH

TTr

04.01.02.NonoBble rOpMOHbI
17-OH-nporecTtepoH

AHOPOCTEHANON FNIOKYPOHMA,
AHApOCTEHANOH

AHTUMIONNEpoB ropmoH (AMH/MIS)
"Mo6ynuH, cBA3bIBaOLLMIA NONOBbLIE FOPMOHbI
[vrnapoTtecTocTepoH

WHrMbuH B

nr

MakponponakTuH, B T.4. [ponakTuH
MporectepoH

MponakTnH

CB0GOAHbIN TECTOCTEPOH

TecTocTepoH

dCIr

OcTtpaguon
04.01.03.I'vnodm3apHo-HaanoYeYHnKoBas cuctema
AKTI

AnbooCcTepoH

ArA-S

KopTtuson

PeHuH npsmon

PeHnHOBas akTMBHOCTb
04.01.04.MeTabonmam KOCTHOMN TKaHu
B-cross laps

KanbumMToHuH

Mapkép dopmmpoBaHus kocTHOro matpukca P1NP
OcTeokanbumH

MapatropMoH

04.01.05.MopxenynoyHas xxenesa / XXenyao4HO-KULLEYHBIA TPaKT
FacTpuH

acTponaHens (ckpuHUHT) (MFacTpuH-17 6a3anbHeii, MencuHorew-1, MNencuHoreH-Il,

Helicobacter pylori 1IgG

NNNNNNNNDNNNDNDNDNDNDNDNDNDNDNDNNNNPEOO
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[Ce]

980
990

200
120
120
160
120
120
120
120
120
200
200
120
120
120
120
250
250
120
120
650
220
160
150
150
4000

1600
1300
450

1800

800

270
270
270
270
480
520
580
270

400
900
840
950
320
1090
980
270
730
270
270
270
270
270
270

530
380
300
270
750

790
720
1400
550
530

530

3500



acTponaHens( ¢ Harpy3kow) (FacTpuH 17, MacTpuH 17-cTMynupoBaHHbIR, [MNencuHoreH |,

2.35. MencuHoreH I, H.Pylori 1IgG) 9 3500
2.28. WHcynuH 2 430
2.31. JlentnH 9 650
2.29. [MponHcynuH 9 760
2.30. C-nentug 2 350
04.01.06.MNpeHaTanbHas guarHocTuka 1
2.36. B-Xr4y 2 350
2.37. B-XI'Y cBoboaHbIV 2 420
2.39. Benok accounvpoBaHHbI ¢ 6epemeHHocTbio (PAPP-A) 2 550
2.40. MnaueHTapHbIA nakTorex 6 560
2.41. MpeHaTanbHbI CKpUHUHT | TpumecTpa (11-13 Hepens) 3 960
2.42. MpeHaTtanbHbIN CKPUHWHT || TpumecTpa (14-20 Hepgens) 3 1050
2.38. AcTtpron cBoboaHbIN 2 390
04.01.07.KatexonamuHbl 1
2.43. AgpeHanuvH, HopagpeHanuH 9 980
2.44. AgpeHanuvH, HopagpeHanuH, godaMuH 9 1820
04.01.08.51oreHHble aMmyHbI 1
2.46. 'ctamunH 9 850
2.47. CepoToHWNH 9 850
04.01.09.dPakTopbl pocta 1
2.49. N®P-1(ComaTtomeamnH C) 2 850
2.48. CTr 2 400
04.02.MOPMOHAINbHbIE NCCITEAOBAHNA MO4A 1
12.1. 17-KC 15 1000
12.2. 17-KC xpomatorpadumyecknini Metoq (CyTovHas Mo4a) 8 1000
12.6.1. AgperanvH+HopagpeHanuH (pasoBasi Moya) 9 1500
12.6.2. AgpeHanvH+HopaapeHanuH (CyToyHas moya) 9 1500
12.7.1. AgpenanvH+HopagpeHanuH+[odamuH (pasoBas moya) 9 2000
12.7.2. AgpenanvH+HopagpeHanuH+[odamuH (CyTouHas moya) 9 2200
AHanM3 Mo4n Ha coaepXxaHne NPOMEXyYTOYHbIX MeTabonMTOB KaTexonamMnHOB: MeTaHedpuH,
12.10.1. HopMmeTaHedpuWH (CyToYHas Mo4a) 8 2900
12.4. OrA-S (cytovHas moua) 2 320
12.12. ONWNO (oe3okeunupuaMHoOnuH) B Move 2 1000
KomMnnekcHoe nccrnepoBaHne Ha KaTexonamuyHbl, CEPOTOHUH U X MeTabonuThbl
(romMoBaHWNVMHOBas, BaHUNUNMUHAANEBAs, 5-rTMAPOKCUNHAONYKCYCHAsA KMCNOThI) (Mnasma
12.8.1 AT 8 3060
12.3. KopTtuson (cytouHas) 2 800
12.5. C-nenTtna (cyToyHas) 2 600
12.11. CBo60aHbIN KOPTU30M 8 900
05.MMMYHOIEMATOJIOIT'MYECKWME UCCIIEAOBAHUA 1
5.4. AHTUrensl cuctemol KELL 7 690
5.3. AT Kk pesyc-dakTopy (kayecTB) 2 450
5.2. AT Kk pesyc-gaktopy (TUTp) 2 650
5.1. pynna kpoBu, pe3syc-dakTop 2 350
06.FEMOCTA3NOJION'NMYECKUE UCCITIEOOBAHUA 1
6.8. D-gonmep 2 860
6.11. AKTVUBMPOBaHHOE BpeMms pekanbuvdmkaumm nnasmel (ABP) 2 200
6.12. AHTUTPOMOWH I 2 280
6.3. AYTB 2 140
6.13. BonyaHOYHbIN aHTUKoarynsHT 2 650
6.10. MHO (+MTB n NTW) 2 220
6.15. MpoteunH C 8 1100
6.16. MpoTeuH S 8 1100
6.5. lMpoTpombrHoBOE Bpems, [MpoTPOMOUHOBBIN MHAEKC 2 190
6.9. POMK 2 160
6.4. TpombrHoBOE Bpems 2 100
6.14. dakrop VI 2 800
6.17. dakTop Bunnebpanga 9 800
6.6. DnbpUHOreH 2 170
6.7. PunbpuHonNMTUYECKas akTMBHOCTb 2 200
07.OHKOANATHOCTUKA 1
07.01.OHKOMAPKEPbI 1
8.7. CA 125 (av4Hukn) 2 450
8.6. CA 15-3 (MOMo4Hble xenesbl) 2 450
8.8. CA 19-9 (nopxenynoyHas xernesa, NpsmMasi ¥ CUrMOBUAHAS KULLIKA) 2 450
8.9. CA 72-4 (xxenypok) 2 650
8.22. CA-242 (nopxenyaoyHas xxenesa, TONCTbI KALLEYHVK, NPSAMas KyLLKa) 9 650
8.10. Cyfra 21-1 (HEMENKOKMETOYHbIN pak Nerkux) 2 650
8.25. Cyfra 21-1 B moye 2 1750
8.19. HE4 (snutenunanbHbin pak AU4HMKOB) 2 680
8.17. pro-GRP 2 1500
8.18. S-100 (HeNpO-3HAOKPUHHBIE OMYyXOmnK) 2 1500
8.12.1. -2 mukporno®ynuH (Mumdoma, MHOXeCTBEHHas MMenoma) 2 670
8.12.2. -2 mukporno®ynuH (Mumdoma, MHOXeCTBEHHas MMenoma) 2 670
8.1. Anbda-ceTonpoTenH (NeyeHn) 2 280
AHTWUreH NrocKoKNeTo4YHoN KapumHombl (SCC) (kapuuHOMa LUEVKM MaTKW, HOCOTTOTKM,
8.14. nuweBsoaa, yxa v ap. fiokanusauuii) 2 880

8.13. AHTUreH paka mo4veoro ny3bips (UBC) (Mo4eBOM Ny3bipb) 9 870



8.21.
8.20.

8.26.
8.11.

8.80.
8.2.
8.15.
8.4.
8.5.
8.3.
8.24.
14.16.
14.19.
14.18.
14.15.
14.14.
14.11.
14.2.
19.102.1.

14.21.

14.13.

14.3.

14.17.

14.6.
14.12.

14.10.

14.1.

14.5.

14.20.

14.9.

14.8.
14.7.

29.21.

15.31.

15.32.

15.32.1.

15.33.

15.34.

15.34.1.

15.35.
15.36.
15.39.1.

15.39.2.
15.37.

MHpekc ROMA B nocTmeHonayse (anMTenuarnbHblii pak SUYHUKOB)

MHpekc ROMA B npemeHonayse (anutenuarnbHbli pak SUHHUKOB)

WHpekc 3gopoBbs npocTaThl (phi-nHaekc) (OueHka pucka Hanmuusi paka npeacTatenbHow
xenesbl) (PSA cBoboaHblin, PSA obwwmin, -2proPSA)

Henpocneuunduyeckas eHonasa

Hecneumnduyeckuii KOHTPOMb NEYEHNs OHkorornyeckmx 3abonesaHuii metogom AP ATA-
TecT. AHanun3 TpaHCMOpTHbIX CBOMCTB AnbOyMUHa METOAOM 3MEKTPOHHOIo napamarHm
O6wwi MNCA (MpocTaTnyeckuii cneumnUyeckin aHTUreH)

OnyxoneBas M2 nupyBaTkvMHa3a (KOnopeKTarnbHbI pak)

MCA cBo6oaHbIA/NTCA obwnin (aud. AnarHocTvka afeHoMbl U KapLMHOMBbI NpeacTaTenbHoM

xernesbl)

P3A (Toncras kvwwka, npsaMas KuLLka)

CeobogHbin NCA (npeactaTtenbHas xenesa)

XpomorpaHuH A

07.02.UNTOJIOrNA

07.02.01.MNyHKTaTbl LUNTOBUAHOW Xenesbl

VccnepoBaHue NyHKTaATOB LUUTOBUAHOW Xernesbl

VMccnepoBaHue NyHKTATOB LUUTOBUAHOW Xenesbl MeTOA40M XUAKOCTHOW uutonorum BD
ShurePath

07.02.02.MyHKTaTbl MONIOYHOM Xene3bl U COCKOObI KOXM

WccnepoBaHve NyHKTaTOB KOXWU M MOMTOYHON Xene3bl METOAOM XWUOKOCTHOW umTtonorun BD
ShurePath

ViccnepoBaHue NyHKTaTOB MOMOYHOW Xeresbl

WccnepoBaHme cockoba Koxu

07.02.03.Cockobbl C ek MaTKu U LLePBUKaNbHOrO KaHana

WccneposaHve cockoboB ¢ wenku matku (no MNananvkonay, Pap-tecT)

WccnepoBaHve COCKOBOB € LUENKU MaTKM 1 LIePBUKANbHOro KaHana

KOMIMNEKCHbIN CKPUHUHTI PAKA LLEVKN MATKW: LinTonornyeckoe nccnenosaHune
COCKOBOB LLENKN MaTKI 1 LiepBUKanbHOro kaHana meTtonom XXUAKOCTHOW LIMTONOrmn
BD SurePat

PACLIMPEHHBLI KOMMITEKCHbLIV CKPUHWHI PAKA LLEVKA MATKW: Liutonormyeckoe
nccnegoBaHne COCKOOOB LLIENKM MaTku

CKPUHWHI PAKA LUEMK MATKW: Lintonormyeckoe nccrneaosaHne cockoboB LLeiikn MaTKm
U LepBMKanbHoro kaHana metogom XUAKOCTHOM LIMTONOM MM BD SurePath FocalPoint

07.02.04.Acnupat NnonocTn maTku

VccnepoBaHue acnupaTa NosiocTy MaTtku

Lintonornyeckoe nccnegosanve MAVMENb-BUOMNCU SHOOMETPUA metogom
»unakocTtHom umtonorn BD SHURE PATH

07.02.05.3Hp0cKonmnyeckn matepman

WccnepoBaHne 3HOOCKONMUMYECKOro MaTepuana

WccneposaHve aHaockonuyeckoro matepuana Ha Helicobacter pylori
07.02.06.LuTonorna mo4n

LinTonormyeckoe nccrnegosaHne moum

07.02.07.MccnepoBaHne MOKpPOThI

WccnepoBaHve MOKpOThI

07.02.08.4pyrve nccrnenoBaHus

WccnenoBaHve NyHKTaTOB APYrMX OPraHOB U TKaHewn

VccnepoBaHue NyHKTATOB APYrMX OPraHoB U TKaHEN MeTOA0M XUOKOCTHOM uutonorum BD
ShurePath

WccnepoBaHve cockoboB 1 oTnevyaTKoB Onyxorner 1 ornyxoneBonofobHbIx obpasoBaHuii
WccnepoBaHve cockoGOB 1 0TNeYaTKkoB 3p03uni, 3B, paH, CBULLEN

WccnepoBaHve 3KkcCyaaToB, TpaccyaaToB, CEKPETOB, AKCKPETOB
07.03.MMMYHOLUNTOXUMUA

VIMMYHOLIMTOXMMWUYECKNI CKPUHUHT paka ek maTku: p16ink4, Ki67 (HasHavaeTcs
[AOMOMHUTENBHO NN BMECTe

07.04.r’MCTONOINA

07.04.01.lLUuToBMnaHas xenesa

'McTonornyeckoe NccnefoBaHve LWMTOBUAHOW Xenesbl

07.04.02.Mono4Has xenesa

'mcTonornyeckoe nccnegoBaHe MOMOYHON xenesbl (B1oncuiHbIN MaTepuan)

'McTonormyeckoe nccnegoBaHne MOOYHON Xernesbl (OnepauroHHbI MaTtepran)
07.04.03.CntoHHbIe Xenesbl

'McTonormyeckoe nccnenoBaHne CrIOHHbIX XXernes
07.04.04.>Xenyao4HO-KULLIEYHBIV TPaKT

McTonormyeckoe UCcneaoBaHue Xenyao4YHO-KULWEYHOro TpakTa (6UoncuinHbIn matepuann)

"'McTonorMyeckoe NCCrnefoBaHme XenyaouHO-KULLEYHOro TpakTa (onepaumoHHbIN MaTepuan)

07.04.05.Msarkvue TkaHu

['McTonormyeckoe uccrnegoBaHe MArkMx TKaHemn (CTeHKVI paHeBbIX KaHanoB, TKaHb CBULLIEBbIX

XO[O0B Y rpaHynsiL
07.04.06.Koxa

'McTonormyeckoe nccnegoBaHne KOXHbIX Y MOAKOXHbIX HOBOOBpa3oBaHuii
07.04.07.Matka / an4HuKN

'McTonormyeckoe nccnegoBaHne MaTky ¢ npyaaTkamm

"'McTonormyeckoe nccrneoBaHne LePBUKANbHOMO kKaHana
'mcTonornyeckoe nccnegoBaHue WENnKM MaTku
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1700
1370

5000
880

330
1500

660
450
330
2000
520
1600
1600
650
650
1000
440

2000

3800

1900

550

1550

680
960

880

250

680

1700

670

500
860

4400

1800

1800

1800

1800

1800

1500
1800
5000

1800
1800



15.38.

15.39.

15.40.2.

15.40.1.

15.40.

15.41.

15.42.

15.43.

15.44.

15.45.

15.46.

15.46.1.

15.47.

15.48.

50.105.1405.
50.106.1405.
50.110.1405.
50.108.1405.

29.34.
29.38.
29.37.
29.25.
29.23.
29.22.
29.32.

29.33.
29.26.
29.24.
29.30.
41.801
29.27.
29.31.
29.29.
29.28.
29.41.

29.39.

29.43.

29.5.

29.35.

16.1.
16.1.1.
16.2.
16.1.2.

16.18.

"'McTonornyeckoe nccnenoBaHne 3HAOMEpPUS (AMarHOCTUYECKOE BbiCkabnvBaHue)
McTonormyeckoe nccneposanme sHaometpua (MAMMENb-EMOMNCUS)
07.04.08.MNpeactaTenbHasn xenesa

'McTonormyeckoe nccneposaHune buoncuv NpeacTatensHon xenesbl (6onee 12 obpasuos)
"'McTonormyeckoe nccrnegoBaHune Gruoncum nNpeacTaTensHon xenessl (4o 12 o6pasLos)

McTonorMyeckoe NccrnegoBaHve NpeacTaTeribHoOM Xenesbl (onepaumoHHbIi MaTepuan)
07.04.09.MNonocTb pTa

'mcTonornyeckoe nccnegoBaHve onyxonenofobHbIx 06pa3oBaHuin NONocTy pTa
07.04.10.MonocTtb Hoca

'mcTonornyeckoe nccnenoBaHve obpa3oBaHuin Nasyx Hoca

07.04.11.MNo4kn / MoyeBon ny3bipb

'cTonornyeckoe nccnefoBaHne Novek, OpraHOB MOYEBbIAENUTENbHOWM CUCTEMBI
07.04.12.Nerkoe

'cTonornyeckoe nccnenoBaHue nerknux

07.04.13.CeneseHka

l'vcTonornyeckoe nccnefoBaHne ceneseHku

07.04.14.JlnumcdbaTtnyeckme yanbl

I'cTonornyeckoe nccnegosaHue numdarnyeckux y3nos (1-5 numdoysnos)

'mcTonornyeckoe nccnegosaHne numdaTnyeckmx ysnos (6onee 5 numdoysnos)
07.04.15.Cocygpl

'McTonornyeckoe nccneaoBaHe CocyaoB

07.04.16.0pyrast nokanusauusi

'McTonormyeckoe nccrnegoBaHne matepuana Apyron nokanvsauum
07.05.MMMYHOI'MCTOXUMUA

07.05.01.0npeaeneHne n oLeHka NPOrHOCTUYECKN 3HAYMMbIX MapKEPOB B 3110Ka4€CTBEHHbIX
anuTenuarsnbHbIX OMyXOomnsax

EGFR (anugepmanbHbiii haktop pocTa)

HER 2/neu

Ki67

p53

VGFR

UIX-uccnepnoBaHme Ha xpoHu4eckuin aHgomeTput (CD-138)

IMX-ncenepgosaHme peuentuBHocTy aHaomeTpus: RE, RP

MIMMYHOIMCTOXMMMUYECKOE UCCIEAOBAHNE XENYAOYHO-KMLLIEYHOrO TpaKTa
MIMMYHOIMCTOXMMUYECKOE UCCNEAOBAHNE LUMTOBUOHOWN >Xenesbl
MIMMYHOIMCTOXMMMUYECKOE UCCrEeAOBaHNE MMHEKONOTMYECKOro MaTepuana
VIMMYHOIMCTOXMMMUYECKOE UCCreAOBaHME APYrMX OPraHoB U TKaHeN
VIMMYHOIMCTOXMMMUYECKOE UCCrEeAOBaHME 3NOKaYeCTBEHHbIX Onyxonen 6e3 BbiBNEHHOTO
NnepBUYHOrO ovara

MIMMYHOIMCTOXMMMUYECKOE UCCIEA0BaHNE KOXU

MIMMYHOIMCTOXMMMUYECKOE UCCred0oBaHME NErkoro

MMMyHOIMCTOXMMMUYECKOE UCCreaoBaHMe NMUMMaTUYECKUX Y3108
NMMYHOIMCTOXMMWNYECKOE MCCNEQOBAHME MOJTOYHOW XENE3bI (ER, PR,
Her2/neu, Ki67)

VIMMyHOIMCTOXMMUYECKOE UCCrEeA0oBaHNE MSAMKUX TKaHel (MbllLieYHasl, XupoBasi, HepBHas
N CUHOBMarbHas T

NMMyHOrMcToxmmmyeckoe nccrefoBaHne ornyxosnen rofioBHOrO U CMUHHOTO MO3ra
MMMyHorncToxmmumnyeckoe nccnegoBaHne noyYek u Apyrux opraHoB MoYeBbIAENUTENBHON
CUCTEMbI

MIMMyHOrMcToXmMmmnyeckoe nccnegoBaHme npeacraTernibHON Xenesbl
07.06.0HKOJIOIMMYECKAA SKCINEPTN3A

Mepecmotp rotosbix TMCTOJIOTMYECKWX npenapatoB BeayLwmmMm Poccuiickumm
Okcneptamu (BTOPOE MHEHWE), ueHa 3a cnyvan

MepecmoTtp rotoBbix TMCTOJIOMTMYECKUX npenapatoB Bpadamu Jlabopatopuu FemoTecT
(BTOPOE MHEHWE) (kpome naTonoruv KocTHou TkaHu, onyxonen LIHC, numdo-nponudep
Mepecmotp rotoBbix LIUTONOIMNMYECKUX npenapaToB BeayLummn Poccuickumm
Okcneptamm (BTOPOE MHEHWE), ueHa 3a crny4yain

07.07.JONONIHUTESIbHBIE YCIYTU

[lononHuTensbHOe N3roToBIEHWE rMCTONOMMYeCcKVX NpenapaTos

LindppoBoe ckaHuMpoBaHWe NpenapaToB Ha CkaHupytoLlel cucteme Aperio ScanScope
System AT (3a cnyyaw)

08.MUKPOCKOTMNYECKWME NCCITIEOOBAHUA

08.01.MNKPOCKOIMNYECKUE NCCNEQOBAHNA YPOTEHUTAIIBHOIO TPAKTA
'MHekonornyeckmMmn masok Ha driopy

Ma3sok Ha cnopy 13 Bnaranuiia

Ma3sok Ha chnopy 13 ypeTpbl

Ma3sok Ha chnopy 13 LiepBrKanbLHOro kaHana

Mwukpockonuyeckoe uccrnefoBaHvie Maska 13 LiepBrKanbHOro kaHana v U3 Bnaranuiia ¢
okpackou no 'pamy (C oueHkor Mo wkane HetogxeHTa)

08.02.MNKPOCKOIMYECKWE NCCNEQOBAHNA CINEPMbI N CEKPETA NMPOCTATbI
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16.3.
16.14.

16.15.
16.5.
16.4.

16.17.

16.16.
16.12.
16.10.

19.1.
19.44.
19.5.
19.3.
19.45.
19.8.
19.95.
19.10.
19.6.
19.97.

19.49.

19.96.

19.91.1.
19.56.1.
19.56.2.
19.91.2.
19.55.

19.107.

19.106.

19.38.

19.35.2.
19.71.2.
19.35.1.
19.71.1.
19.51.2.
19.51.1.

19.52.2.

19.52.1.

50.8.2090.

19.54.

19.53.

19.34.2.
19.34.3.
19.34.1.
19.36.

19.33.

19.85.

19.86.

19.43.

19.32.2.
19.32.4.
19.32.3.
19.39.2.
19.74.2.
19.39.3.
19.74.3.
19.39.1.
19.74.1.
19.37.1.
19.72.2.

CekpeT npocTathbl

TecT Ha peTporpagHyto 3AKynsaumo

08.03.MUKPOCKOIMMNYECKUE NCCNEQOBAHUA OPYIX NOKANU3ALINNA
AHanm3 MoKpoTbl Ha MukobakTepun Tybepkynesa

AHanu3 Ha AemofeKc (pecHULbI, Koxa)

KnuHnyeckuin aHanus MokpoThbl

Ma3ok Ha 303MHOUIBI OTAENAEMOro CnNM3NCcTbix 0bonoYek (Masku U3 Hoca, 3eBa, yxa,
oTAEeNsiemMoro rnasa)

Mwukpockonuyeckoe nccneaoBaHue HaTMBHOMO Maska (okpacka no 'pamy) (Masku 13 3eBa,
yxa, OTAEeNsemMoro rnasa, nnesparnbHas, NepuToHeanbHas XMAKoCTW, paHeBoe
Mwukpockonuyeckoe nccnefoBaHne CUHOBUANbHON XUOKOCTW
PuHoumnTorpamma

10.JMATHOCTUKA NHOEKLINIA

10.01.MNKPOBMOJTOIMMYECKUE NCCNEOOBAHNA
10.02.MUP-ANATHOCTUKA

10.02.01.BupycHble renatuThbl

Bupyc renatuta B - (kau.)

Bupyc renatuta B - (konn4.) (MeTog Real-Time)

Bupyc renatuta C - (reHotun.) (Meton Real-Time)

Bupyc renatuta C - (kau.)

Bupyc renatuta C - (konuny.) (MeTog Real-Time)

Bupyc renatuta D - (kau.)

Bupyc renatuta D (konuny.)

Bupyc renatuta G - (kay.)

Bupyc renatuta A - (kau.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 3a, 4, 5a, 6) (ka4.)
10.02.02.BUY-nHbekummn

BWY-1 (kay.) (MeTtog Real-Time) (kau.)

10.02.03.PaHHsasa anardocTtuka renatuta B, C, BUY-1, BUY-2

PaHHss gnarHoctuka uHdekuunin: PHK HCV, OHK HBV, PHK BUY-1, PHK BY-2
(ynbTpadyBCTBUTENBHBIV MeTOA) (Kay.)

10.02.04.KneLweBble nHdpekunm

Boppenus 6yproopdepu (Borrelia burgdorferi) (kpoBb)(konuy.)

Boppenusa 6ypraopdepm (Borrelia burgdorferi) (kpoBb) (kau.)

Boppenusa 6yproopdepu (Borrelia burgdorferi) (mova) (kau.)

Boppenusa 6yproopdepu (Borrelia burgdorferi) (moya) (konmd.)

Bupyc knewesoro saHuedanuta (Metog Real-Time) (kay.)

KomnnekcHoe nccneposaHne Ha nHdpekummn, nepegasaemMble knewamm (Gnomartepuan KpoBb)
(ka4ecTBEHHbIN aHanu3)

KomnnekcHoe nccnepoBaHune Ha Knellesble MHdeKumn: 6oppennos, kneweson aHuedanur,
3pPrNXMO3, aHannasmos (

10.02.05.PecnupaTtopHble nHekummn

Boppetenna neptyccuc (kau.)

Bupyc SnwreriHa-bapp (mas3ok) (kay.)

Bupyc SnwreriHa-bapp (Masok) (koruy.)

Bupyc SnwreriHa-bapp (3ATA) (kay.)

Bupyc SnwrernHa-bapp (3ATA) (konuy.)

Mukonnasma nHeBMOHWUM, XnaMmmuausi MHEBMOHUM (Ma30K)

Mwukonnasma nHeBMoHUK, Xnamuans nHeBmoHnn (SOTA)

Heviccepust MeHuHMUTUANMC, M'emodunyc nHdpnoeHua, CTpenTOKOKKYC MHEBMOHMM (Ma3okK)

Heviccepusa MmeHnHMTManc, Memodunyc nHdpnoeHua, CTpenTokokkyc nHeBMoHuUK (SATA)
Onpepenenne PHK Bupyca rpunna A (H1N1-swine) B knuHnyeckom matepuane MeToaoMm
nupP

10.02.06.0cTpble KMLLEYHbIE UHEKLMM

Potasupycsl rpynnel A (Rotavirus A), Hoposupycel 2 reHotuna (Norovirus 2 reHoTvn) un
AcTtpoBupycel (Astrovirus) (kay.)

Lvrenna (Shigella spp.) n aHTepouHBasusHble E. coli (EIEC), CanbmoHenna (Salmonella
spp.), Kamnunob6akrepuu (Campylobacter spp.) (kau.)

10.02.07.0pyrve 6aktepuarnbHbie 1 BUPYCHbIE NHEPEKLNM

Bupyc Bapuuenna-3octep (Ma3ok) (kau.)

Bupyc Bapuuenna-3octep (Mouva) (kauy.)

Bupyc Bapuuenna-3octep (34TA) (kau.)

"eMonMTUYECKNn CTPENTOKOKK (Kay.)

Kopunebaktepum andtepun (kad.)

KpacHyxa (kay.)

KpacHyxa (konwuu.)

Jluctepus MoHouuToreHec (kau.)

MukobakTepum Ty6epkynesa (Ma3sok)

MukobakTepum Tybepkynesa (MokpoTa)

Mukobaktepum Tybepkynesa (Moua)

Tokconnaama MoHam (masok) (kau.)

Tokconnaama MoHan (mMasok) (konud.)

Tokconnaama MoHam (moua) (kau.)

Tokconnaama MoHan (mMoua) (konuy.)

Tokconnaama MNoHan (3AOTA) (kau.)

Tokconnasma MNoHan (3OTA) (konuy.)

Xenukobaktep nunopu (kan) (Metoa Real-Time) (kay.)

Xenuvkobakrep nunopu (kan) (Meton Real-Time) (konuy.)
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2130

590
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800

1230

2050
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1730

740

740

250
250
250
350
250
530
600
250
250
250
250
250
440
250
440
250
440
250
340



19.37.2.
19.72.1.
19.31.2.
19.69.2.
19.31.3.
19.69.3.
19.31.1.
19.69.1.

19.24.2.
19.68.2.
19.24.3.
19.68.3.
19.24.1.
19.68.1.
19.108.2
19.108.3
19.108.1
19.109.2
19.109.3
19.109.1
19.23.2.
19.67.2.
19.23.3.
19.67.3.
19.23.1.
19.67.1.
19.110.2
19.110.3
19.110.1
19.111.2
19.111.3
19.111.1

19.777.
19.77.

19.83.
19.84.
19.16.1.
19.60.1.
19.16.2.
19.60.2.
19.46.
19.75.
19.76.
19.25.
19.78.
19.26.
19.88.
19.92.
19.93.
19.27.

19.57.

19.47.
19.28.
19.30.
19.90.
19.29.
19.89.
19.19.1.
19.63.1.
19.19.2.
19.63.2.
19.22.1.
19.66.1.
19.22.2.
19.66.2.
19.79.
19.80.
19.17.1.
19.61.1.
19.17.2.
19.61.2.
19.18.1.
19.62.1.
19.18.2.
19.62.2.

Xenvkobakrep nunopu (ma3ok) (Meton Real-Time) (kau.)
Xenukobakrep nunopu (ma3ok) (Metog Real-Time) (konuny.)
LinTomeranosupyc (mas3ok) (kay.)

LinTomeranosupyc (ma3ok) (konuy.)

LinTomeranosupyc (moua) (kau.)

LinTomeranosumpyc (moua) (koruy.)

Lintomeranosupyc (SATA) (kay.)

Lintomeranosupyc (SOTA) (konwny.)

10.02.08.Bupyc npoctoro repneca

Bupyc repneca VI Tuna (ma3ok) (kay.)

Bupyc repneca VI Trna (ma3ok) (konwy.)

Bupyc repneca VI Tuna (mo4a) (ka4.)

Bupyc repneca VI Tuna (Mmo4a) (konny.)

Bupyc repneca VI tuna (SOTA) (kau.)

Bupyc repneca VI Tuna(34TA) (konwuy.)

Bupyc npocToro repneca 1 (kay.) — ma3ok

Bupyc npocToro repneca 1 (ka4.) — moya

Bupyc npocToro repneca 1 (kay.) — SATA

Bupyc npocToro repneca 1 (konuy.) - masok

Bupyc npocToro repneca 1 (konu4.) - moya

Bupyc npocToro repneca 1 (konuy.) - SATA

Bupyc npocToro repneca 1,2 (Ma3ok) (kauy.)

Bupyc npocToro repneca 1,2 (Ma3ok) (konuy.)

Bupyc npocToro repneca 1,2 (mo4a) (kau.)

Bupyc npocToro repneca 1,2 (mo4a) (konuy.)

Bupyc npoctoro repneca 1,2 (OATA) (kay.)

Bupyc npocToro repneca 1,2 (SATA) (konwuy.)

Bupyc npocTtoro repneca 2 (kay.) — Ma3ok

Bupyc npocTtoro repneca 2 (kay.) — moya

Bupyc npocToro repneca 2 (ka4y.) — SOTA

Bupyc npocTtoro repneca 2 (Konmy.) - Ma3ok

Bupyc npocTtoro repneca 2 (konuy.) - mova

Bupyc npocToro repneca 2 (konuy.) - SATA
10.02.09.KomnnekcHoe uccnegoBaHneHa rpnbbl poga Kanguaa
KomnnekcHoe nccneposaHue Ha rpubsl poga Kananaa ¢ ngeHtudukauven Bo3byantens
(kay.)

KomnnekcHoe nuccneposanus Ha rpubsl poga Kanamaa (kad.)
10.02.10.YporeHnTanbHble NHeKLMM

Bakreponapl (Bacteroides spp.) (kay.)

Bakreponapl (Bacteroides spp.) (konuy.)

Buosapsl U.Urealyticum (ma3ok) (kay.)

Brosapsl U.Urealyticum (ma3ok) (konwud.)

Broeapbl U.Urealyticum (moua) (kau.)

Buosapbl U.Urealyticum (mo4a) (konny.)

BINY 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTMN. (Ka4.)
BIMY Digene-tecT (16/18/31/33/35/39/45/51/52/56/58/59/68 Tunbl) (konwny.)
BMY Digene-tecT (6/11/42/43/44 Tunbl) (konny.)

BMY Tun 16 (kay.)

BMY Tun 16 (konwny.)

BMY Tun 18 (kau.)

BMY Tun 18 (konwny.)

BMY Tunet 16, 18 (kav)

BMY Tunel 16, 18 (konuy)

BIMY Tunel 16, 31, 35, 39, 59 (ka4yeCTBEHHbIN)

BIMY Tunel 16,18,31,33,35,39,45,51,52,56,58,59 reHotun. + konu4. (MeTtog Real-Time)
(konuy.)

L~ ~l=]~

BIMY Tunel 16,18,31,33,35,39,45,51,52,56,58,59 konny. (Metoa Real-Time) (konny.)
BIMY Tunel 18, 33, 45, 52, 58, 67 (ka4eCTBEHHbI)
BIMY Tunel 51,26 (ka4.)

BMY Tunel 51,26 (konwny.)

BIMY Tunei 6, 11 (kay.)

BMY Tunei 6, 11 (konmny.)

"apaHepenna BarmHanuc (Ma3ok) (kay.)
apaHepenna BarmHanvc (Masok) (Konmu.)
apaHepenna BarmHanuc (Mmo4a) (kau.)
"apgHepenna BarmHanvc (Moya) (konwy.)
Kangupa anbbukaHc (Masok) (ka.)

Kanaupa anbbukaHc (Ma3ok) (konwuy.)
Kangupa anbbukaHc (mova) (kay.)

Kangupa anbbukaHc (mova) (konuy.)
Naktobakrepuu (Lactobacillus spp.) (ka4.)
Nakrobaktepum (Lactobacillus spp.) (konuy.)
Mwukonnasma reHutanmym (Masok) (kau.)
Mwukonnasma reHutanmym (Masok) (Komnmu.)
Mwukonnasma reHutanmym (Moya) (kauy.)
Mwukonnasma reHutanumym (Moya) (Konmu.)
Mwukonnasma XoMyUHMC (Ma3ok) (kau.)
Mwukonnasma XoMUHWC (Ma3ok) (konuy.)
Mwukonnasma xoMyHMC (Mo4a) (Kau.)
Mwukonnasma xomMuHuUC (Mo4a) (Koruy.)
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340
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340
250
340
250
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250
340
250
340
250
340
300
280
300
320
300
340
250
340
250
340
250
340
340
340
340
340
340
340

800
800

340
440
250
400
250
400
800
5000
5000
250
400
250
400
250
400
340

1600

800
340
340
340
250
340
250
340
250
340
250
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250
340
340
400
250
340
250
340
250
340
250
340



19.81.

19.82.

19.21.1.
19.65.1.
19.21.2.
19.65.2.
19.50.1.
19.50.2.
19.20.1.
19.64.1.
19.20.2.
19.64.2.
19.15.1.
19.59.1.
19.15.2.
19.59.2.
19.14.1.
19.58.1.
19.14.2.
19.58.2.

28.118.

50.2.2087.

27.39.

27.38.

28.92.

20.79.
20.22.
20.21.
20.80.

20.39.
20.118.

20.32.
20.33.
20.31.
20.29.
20.30.

20.36.
20.35.
20.34.

20.37.
20.38.

20.82.
20.81.

20.26.
20.25.
20.24.
20.23.
20.28.
20.27.

20.63.
20.61.
20.62.
20.41.
20.42.
20.43.

20.126.
20.65.
20.66.
20.47.
20.46.

20.45.
20.44.

20.76.
20.77.

Mo6unyHkyc (Mobiluncus curtissi) (kay.)
Mo6unyHkyc (Mobiluncus curtissi) (koruny.)
Heviccepus roHopeun (Ma3ok) (kau.)
Heviccepus roHopeun (Ma3ok) (konuy.)
Heviccepus roHopewn (Moya) (kau.)
Heviccepus roHopewn (Moya) (konuy.)
TpenoHema nannuagym (masok) (Metog Real-Time) (kau.)
TpenoHema nannuagym (Moya) (Meton Real-Time) (kay.)
TpuxomoHac BarmHanuc (Masok) (kau.)
TpuxomoHac BarmHanuc (Ma3ok) (konmd.)
TpuxomoHac BarmHanuc (mova) (kau.)
TpuxomoHac BarmHanuc (Mo4a) (konmd.)
Ypeannasma ypeanutukym (Masok) (kau.)
Ypeannasma ypeanutukym (Masok) (konmy.)
Ypeannasma ypeanutukym (Moya) (kau.)
Ypeannasma ypeanutukym (Moya) (konumy.)
Xnamugmsa TpaxomaTuc (Masok) (kau.)
Xnamugms TpaxomaTuc (Masok) (Konmd.)
Xnamugmsa TpaxomaTuc (moya) (kau.)
Xnamugmsa TpaxomaTuc (Mo4a) (konuy.)
10.02.11.0ueHka broLieHO3a yporeHUTanbLHOro Tpakra
AHOPO®IOP

BuroueHo3 yporeHMTanbHoro TpakTa y XeHLUMH Ha 12 rpynnMUKpoopraHn3mos
(NakTobauunntioc, MapagHepennel, Mpe
Ddemodnop-16 (MccnegosaHne MMKpodopbl yporeHUTanbHOoro TpakTa y XeHLmH 16
nokasarenewn)

demodnop-8 (MiccnegoBaHue MUKPOopbl YPOreHUTanbHOro TpakTa y XeHLuH 8
nokasaTenen)

10.02.12.[narHocTuka 3aboneBaHnn yporeHTanbHOro Tpakta
®TOPOLIEHO3 KOMMMNEKCHbIN (c anarHocTukon MM)
10.03.CEPOJIOTUNA

10.03.01.CKpUHUHI

AT n ATl k BUY 1/2 (CKpUHUHT , Kau.)
lenatut C, anti-HCV cymm. (kav)

lenatnt B, HBs Ag (kay)

Cudpunuc cym. AT (IgG n IgM) (ka4)
10.03.02.I'enatut A

lenatut A, anti-HAV IgM (n/kon)

lenatut A, anti-HAV cym. AT(kon)
10.03.03.I'enaTtut B

enatuT B, anti-Hbe (n/kor)

lenatuT B, anti-HBs (kon)

lenatnt B, Hbe Ag (kau)

lenatuT B, anti-HBV cor IgM (n/kon)
lenatuT B, anti-HBV cor cymm. (kay)
10.03.04.I'enatut C

lFenatut C cnekTp aHTuTEn (Kay)

lenatut C, anti-HCV IgG aBuaHocTb (n/kon)
lenatut C, anti-HCV IgM (n/kon)
10.03.05.N'enatut D

lenatut D, anti-HDV IgM (kau)

lenatut D, anti-HDV cymm. (kau)
10.03.06.l'enaTtut E

lenatut E, anti-HEV-IgG (kau

lenatut E, anti-HEV-IgM (kay)
10.03.07.Cucbunuc

Cudpunuc 1gG (n/kon)

Cudpunuc IgM (kay)

Cudpunuc RPR (n/kon)

Cudpunuc TPHA (n/kor)

Cudpunuc ummyHobrnot 1gG (kav)

Cudmnuc nmmyHobnot IgM (kay)
10.03.08.Xnammanos

Xnamuams nHeBMoHuK IgA (n/kon)
Xnamugms nHesmoHun 1gG (n/kon)
Xnamugmsa nHeBMoHun IgM (n/kor)
Xnamugwusa Tpaxomatuc IgG (n/kon)
Xnamuawusa Tpaxomatuc IgM (n/kon)
Xnamugusa Tpaxomatuc IgA (n/kon)
10.03.09.Mukonna3avo3s

Mwukonnasma nHeBMoHuM IgA

Mwukonnasma nHeBmoHun 1gG (n/kon)
Mwukonnasma nHeBMoHun IgM (n/kor)
Mwukonnasma xomuHuc IgA (n/kon)
Mwukonnasma xomuHuc 1gG (n/kon)
10.03.10.Ypeannasmos

Ypeannasma ypeanutukym IgA (n/kos)
Ypeannasma ypeanutukym IgG (n/kon)
10.03.11.Tokconna3mo3s

Tokconnaawma IgG (ko)

Tokconnaawma IgG aBugHocTb (n/kon)
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340
400
250
340
250
340
250
250
250
340
250
340
250
340
250
340
250
340
250
340

1900

1600

1900

1050

1700

250
250
250
250

610
480

400
410
430
420
440

1060
960
340

530
530

620
620

450
450
250
400
1500
1500

410
390
390
410
410
410

370
360
350
500
330

350
350

450
600



20.78.

20.58.
20.59.
20.60.

20.15.
20.16.
20.17.

20.104.
20.125.
20.105.
20.102.
20.103.

20.50.
20.51.
20.52.
20.53.
20.54.
20.55.
20.83.

20.71.1
20.85.

20.69.1
20.70.1

20.56.
20.57.

20.72.
20.73.

20.18.
20.88.

20.74.
20.75.

20.10.
20.11.

20.123.
20.124.

20.9.
20.8.
20.95.
20.93.
20.94.

20.127.
20.128.

20.115.

20.6.
20.1.
20.3.
20.2.
20.4.
20.5.

20.13.

20.91.
20.89.
20.90.

20.129.

20.117.
20.14.
20.86.
20.87.

20.106.
20.67.
20.12.

Tokconnaawma IgM (kon)
10.03.12.LiutomeranoBupycHas nHdekums
LinTomeranosupyc IgG (n/kor)
LinTomeranoeupyc IgG aBmugHocTb (n/Kor)
LinTomeranosupyc IgM (n/kor)
10.03.13.KpacHyxa

KpacHyxa IgG (kon)

KpacHyxa IgG aBugHocTb (n/kon)

KpacHyxa IgM (n/konuny)
10.03.14.PecnupaTopHble BUPYCHblE MHAEKLIMN
ApeHosupyc IgG (n/kon)

ApeHosupyc IgM (n/kon.)

ApneHosupyc IgA (n/kon)

PecnupaTtopHbI cuHUMTHManbHbIn Bupyc 1gG (n/kon)
PecnupaTtopHbI cMHUMTHManbHbIM BUpyc IgM (n/kon)
10.03.15.epnec

Bupyc npocToro repneca 1 1gG (kon)

Bupyc npocToro repneca 1 IgM (n/kon)

Bupyc npocToro repneca 2 1gG (kon)

Bupyc npocToro repneca 2 1gG aBngHocTb (n/kon)
Bupyc npocToro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)
Bupyc npoctoro repneca VIl tuna IgG (n/kon)
10.03.16.BOBb-nHdekums

Bupyc SnwreriHa-bapp IgG k kancugHomy Al (kon)
Bupyc SnwreriHa-bapp IgG k paHHemy Al (kor)
Bupyc SnwreiiHa-bapp IgG k sgepHomy Al (n/kon)
Bupyc SnwreriHa-bapp IgM k kancugHomy Al (kon)
10.03.17.BeTpsanHas ocna

Bupyc Bapuuenna-3octep IgG (ko)

Bupyc Bapuuenna-3octep IgM (n/korn)
10.03.18.Kopb

Kopb 1gG (n/kon)

Kopb IgM (n/kon)

10.03.19.Kokrntoww

Bopaetenna neptyccuc I1gG (kor)

Bopaetenna neptyccuc IgA (ko)
10.03.20.MapoTut

Mapotut IgG (n/kon)

MapotuT IgM (n/kon)

10.03.21.KneweBon boppennos

Boppenwvo3s IgG (kon)

Boppenwvos IgM (kon)

10.03.22.KneweBow aHUedanut

Bupyc knewesoro sHuedanuta IgG (n/kon.)
Bupyc knewesoro aHuedanuta IgM (n/kon.)
10.03.23.NepcuHnos

WepcunHuno3s IgA (n/kon)

WepcunHunos IgG (n/kon)

WepcuHus nceBpoTybepkynesa (n/kon)
WepcuHus aHTepokonutuka, cepotun O3 (n/kon)
WepcuHus aHTepokonutuka, cepotun O9 (n/kon)
10.03.24.bpyuennes

Bpyuennes IgG (kauy.)

Bpyuennes IgM (kau.)

10.03.25.JlerwumaHmnos

Jlenwmanwnos, 1gG (n/kon)
10.03.26.enbMWHTO3bI

Ackapugos IgG (n/korn)

[uddepeHumansHas guarHocTvka renbmMuHTo3oB IgG (n/konm)
OnucTopxo3 IgG (n/kor)

Tokcokapo3 IgG (n/kon)

TpuxuHennes IgG (n/kon)

OxuHokokko3 IgG (n/kon)
10.03.27.CanbmoHennes

CanbmoHennes (rp.A, B, C, [, E, cymm., n/kon)
10.03.28.lUnrennes

LLvrenna 3oHHe (n/kor)

LUvrenna ®nekcHepa 1-5 (n/kon)

LLvurenna ®nekcHepa 6 (n/kor)
10.03.29.Acneprunnes

Acneprunnes IgG (kau.)
10.03.30.XenumkobakTepHas MHDEKLMS

Onpepenenne aHtureHa HELICOBACTER PYLORI B kane (M®A)

Xenuvkobaktep nunopwu IgG (kon)
Xenukobaktep nunopwu IgA (ko)
Xenuvkobaktep nunopu IgM (kon)
10.03.31.0pyrvne nHdekuum
Amebnas IgG (n/kon)

BptowwHon Tud (kay)

BptowHon Tud (n/kon)
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450

450
600
450

410
480
410

650
650
650
650
650

400
400
400
560
400
400
700

400
400
400
400

480
480

480
480

660
660

350
350

350
350

350
350

700
700
350
700
700

500
500

660

400
1300
400
400
400
400

410

600
600
600

600

1500
450
600
600

700
500
800



20.49.
20.7.
20.64.
20.116.
20.48.

17.51.

27.960.
17.61.

17.50.

17.54.

17.47.

50.2.2002.

17.43.

17.44.

17.42.
17.56.
17.53.

17.2.
17.1.
17.37.
17.40.
17.38.
17.39.
17.5.
17.57.
17.58.

17.9.
17.4.
17.60
17.6.
17.41.

17.13.
17.14.
17.16.
17.15.
17.17.

17.22.
17.25.
17.23.
17.24.

17.27.
17.28.
17.29.
17.31.
17.30.
17.36.
17.32.
17.33.
17.34.
17.35.

26.3.
26.40.
26.1.
26.2.

Kanonpa anbbukaHc IgG (kay)

Nam6nuos (cymm. AT, n/kon)

MwukobakTepum Ty6epkynesa (cymm. AT, kad)

ChbinHon Tud (n/kor)

TpuxomoHunas IgG (ka4)

11.MMMYHONOIr "YECKVNE NCCINEAOBAHUA

11.00.01.OCHOBHblE CKPUHHWHTOBbIE NAHENN

'ymMopanbHbIi UMMYHUTET (MMMyHOrnobynuHel IgA, IgM, IgG, IgE, unpkynupytouine
MMMYHOKOMMIEKChI, KOMMOHEHTbI

VIMMYyHHBIN cTaTyc (CKpUHWHT) (ParoumutapHas akTMBHOCTb NENKOLIMTOB, KIETOYHbIN
MMMYHUTET, UMMYHOrnobynuH IgE obwmn, nmmyHornobynuxel IgA, IgM, IgG)
VMIMMYHHBIN CTaTyC pacLUMpeHHbIN

KneTtouHbIt uMMyHUTET (T-nmdoumnTbl, T-xennepsbl, T-LUTOTOKCUYECKUE KNETKM,
MIMMyHOperynaTopHbIn nHaekc, B

11.00.02.JononHuTenbHbIE KOMMIEKChI

AkTuBMpOBaHHbIE NuMdoumnTbl (T-nmdoumnTbl, T-xennepsbl, T-LMTOTOKCUYECKME KNETKN,
MMMYHOPEryNATOPHbIA MHAEK

NMMYHOPerynsaTopHbI MHAEKC ANS OLEHKM MIMMYHHOTO cTaTtyca 1 3pdeKkTMBHOCTM Tepanin
(MMMYHOpPerynaTopHbIn nHaeke, T-numdoumnTsl, T-xennepsl, T-UMTOTOKCMYECKUNE K

WccnepoBaHue napaMeTpoB MMMYHHOTO CTaTyca: onpeaeneHne abconoTHbIX KOnMyecTs
CD4+CD8+CD3 numdoumToB y naumeHtoB ¢ BUY (CIMWA Ha npoToYHOM LmMTOIHoopuMeTp
WccnepoaHue cybnonynsumm B-numdoumnTos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)

KneTtouyHble peuentopbl NMMAONAHON TKaHW

af-T n yo-T:

(CD3+aB-TcR+yd-TcR, CD3+yd-TcR+aB-TcR-)

OueHKka COCTOSIHMSI T-KNETOYHOro 3BeHa UMMyHUTETa:

(T-numdbountel (CD3+CD19-), T-xennepbl (CD3+CD4+CD45+)

PaHHas aktvBaums T-kneTok n T-perynaTopHble numdoumnTbl

LinTokmHbI (hakTop HEKpo3a onyxonm, UHTepnenknH-10, NHTepNenknH-6)
11.00.03.VHanBUAYanbHbIE UIMMYHOMOTUYECKNE TECTbI

MmmyHornobynuH IgE obwnin

MmmyHornobynuHel IgA, IgM, IgG

WHTepneikuH 1 6eTa

WHtepnewkun 10

WHTepneinkuH 6

WHTepnenkuH 8

KomnoHeHTbl komnnemeHTa C3, C4

JerikouutapHo-T-nMMdOoLMTapHbIN MHOEKC

JINN Kanbd-Kanuda

Onpepenenne nHTepdepoHos ("anbga”, "
Copepxanue LMK 1gG, IgM
T-xennepbl (CD3+CD4+)
ParounTapHas akKTUBHOCTb NENKOLIMTOB
OHO/TNFa (PakTop HeKkpo3a onyxosnm)
11.00.04.YyBCTBUTENBHOCTb K MpenapaTaMm uHTepdgepoHa: (HasHavyaTb TONbKO BMECTE C
ncenepgosaHneM "OnpegenexHne MHTepgepoHoB"):

"ammadpepoH (MHrapoH)

WHTpOH

PeanbanpoH

PeadepoH (BudepoH)

PodepoH

11.00.05.4yBCTBUTENBHOCTL K MHAYKTOPaAM MHTEPdEPOHa (Ha3Ha4aTb TONbKO BMECTE C
nccnegosaHueM "OnpegeneHve MHTepgepoHoB"):

AMUKCHH

Karouen

Heosup

LinknodepoH

11.00.06.4yBCTBUTENBHOCTL K UMMYHOMOAYNATOPaM (Ha3Ha4YaTb TOMbKO BMECTE C
ncenepgosaHneM "OnpegeneHve MHTepgepoHoB"):

anasut

"enoH

WmmyHan

MmmyHomakc

MmmyHodaH

MmyHopwmke

Jukonna

MonnokcuaoHuin

TakT1BUH

TumoreH

12.AYTOUMMYHHAA OUATHOCTUKA

12.00.01.LLuToBNAHas xenesa

AT k peuentopam TTI (kon)

AT-MAT (aHTuTEna Kk M1KpocomarsbHON dpakLmy TUPOLMTOB) (KOM)

AT-TT (kon)

AT-TMO (kom)

12.00.02.MNomxenynoyHas xenesa

ramMma", CbIBOPOTOYHbIWA, CMIOHTaHHbI)
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15
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15
15
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350
400
800
800
350

2390

3380
14470

3170

2760

1560

2130

2020

2890

4910
2550
6730

350
600
1500
1500
1500
1500
300
150
150

2100
850
1200
400
1100

490
490
490
490
490

490
490
490
490

490
490
490
490
490
490
490
490
490
490

1000
600
350
350



26.30.
26.29.
26.28.

26.161.

26.162.

26.6.
26.8.
26.5.
26.4.

26.163.
50.4.1385.
20.167.

26.26.
26.27.
26.165.

26.11.
26.10.
26.12.

26.21.
26.18.
26.20.
26.19.

26.9.

50.13.2181
26.23.
26.22.
26.25.
26.44.

26.13.

26.7.

26.14.
26.15.
26.16.
26.17.

26.24.

26.164.
26.41.
26.31.
26.39.
26.36.
26.38.
26.37.

26.33.

26.34.
26.160.

26.35.

26.66.
26.77.
26.52.
26.76.
26.63.
26.60.

26.71.
26.79.
26.74.
26.54.
26.58.

26.68.

26.53.

AT - GAD (kon)

AT k 6eTa-kneTkam noaxenyao4Hom xenesbl (Kor)
AT K nHCcynuHy (kon)

12.00.03.Cepaue

AHTWUTENa K M1okapay C onpefeneHvem Tuna cBeYeHus
12.00.04.TpombGouuToneHuns

AHTUTENa K TpOMbBouuTam, metog HPND
12.00.05.AHTUDOCHONUNUEHBIN CUHAPOM

AT k kapguonununy (ckpuH. IgG, IgM, IgA)

AT k npoTpom6uHy (ckpuH. IgG, IgM, IgA)

AT k boccbonumnugam IgG (kor)

AT k cbocchonunuagam IgM  (kor)
12.00.06.AyTOMMMYHHBIN renatut

AHTUTENA K MUKpOocomam nedeHu-noyku (LKM-1) metogom HPU® Ha TpoiiHom cybecTpate
AHTWUTENA K UMTONNa3MaTU4eCKOMy aHTUreHy neyveHn
AT k rmagkoun myckynatype (ASMA) (n/kon)
12.00.07.Lenvakns

AT k rmmaguHy IgA (kor)

AT k rmmaguHy 1gG (ko)

AT k sHgomuanio IgA n 1IgG (EMA) (kau)
12.00.08.CuctemHas KkpacHasi BoryaHka

AT k asycnmpansHon [IHK (kon. 1IgG)

AT k ogHocnmpanbHon OHK (kon. 1IgG)

AT Kk aKCTparnpoBaHHbIM saepHbIM Al (kor)
12.00.09.CnctemHas ckrnepogepmus
AHTUueHTpomepHble AT (kon. IgG)

AT k aHTureny Scl-70 (kon. IgG)

AT k Hykneocomam (kon. 1gG)

AT k umtonnaamatunyeckomy Al Jo-1 (kon. IgG)
12.00.10.AyToummyHHble 3abonesanusa XXKT
AHTUHYKneapHble AT (kon. 1IgG)

AHTUHYKeapHbIn pakTop Ha kneTo4Hom nuHun HEp-2 ¢ onpegeneHvem 6 TMNOB CBEYEHNS
AT Kk BHyTpeHHeMmy dakTopy (kor)

AT k muToxoHapusam (kon. 1gG)

AT k napueTanbHbIM kneTkam (kon. 1gG)

KanbnpoTekTvH B Kane

12.00.11.JlekapcTBEHHasA BOMYaHka

AT Kk ructoHam (kon. IgG)

12.00.12.Mapkepbl ayTOUMMYHHbIX 3a60rieBaHWi, accoummnpoBaHHbix ¢ CKB
AT k 6eTa-2-rmnukonpoTtenHy (ckpuH. IgG, IgM, IgA)

AT k umtonnasmatundeckomy AlC SS-A (RO) (kon. IgG)

AT k umtonnasmatundeckomy AlC SS-B (La) (kon. IgG)

AT k akcTparupyemomy sigepHomy Al' Sm (kon. 1gG)

AT k akcTparupyemMbiM sigepHbiM AT RNP\Sm (kon. 1gG)
12.00.13.AyTOMMMYHHbIE 3ab0NeBaHNs NoYeK

AT k 6a3anbHoli MeMbpaHe rimomepynsipHoro annapata (kon. IgG)
12.00.14.MNonoBas cdepa

anti-hGC AHTuTena k XI'Y (kau)

AHTUCNEpMarbHble aHTUTeNa B LePBUKanbHON Cn3u, CyMM. (Kay)
AHTUcnepmanbHble AT (ko)

AHTUcnepmanbHble AT (B cnepme, kon)

AT K TKaHM sindHUKa, Ig A (kaY)

AT K TKaHM sindHKKa, 1gG (kad)

AT K TKaHW sindHKKa, IgM  (kau)

12.00.15.CrctemMHble BackynuTbl

AT k umTonnaame Hentpodumnos (AHLIA) (n/kon. 1IgG)
12.00.16.PeBmatonaHbIi apTpuT

AHTU-MCV (AHTUTENA K UMTPYNIMHUPOBAHHOMY BUMEHTUHY) (Kor. IgG)
AHTUKEpaTVHOBbIE aHTUTENa

AnTTena CCP (AHTUTENa K UMKIMYECKOMY LMTPYNIVH copepKallemy nentugy) (ko)

12.00.18.KomnnekcHast gnarHocTvka ayToOMMMYHHbIX 1 CUCTEMHBIX 3aboneBaHui
AHTUHENTPOUbHbIE aHTUTENA

AHTUTENA K KapAanonunuHy knaccos IgG n IgM

AHTUTENA K OCHOBHbIM aHTUreHam CKB (aHTuTena k acOHK n Hykneocomam)
AHTUdOCHONMNNAHbLIE aHTUTeNa

BrisiBneHve aHTUTEN K peTukynuHy knaccos IgG un IgA

[unarHoctuka ayToummyHHoro nopaxeHnusi novek (AHUA, BMK, AH®)

[narHoctuka GeicTponporpeccupytoLero rmomepynoHedputa (AHLA n aHtutena k BMK)
[narHoctuka BocnanuTenbHbIX Mrokapanonatuii (Mio n AMA)

[narHoctuka BTopr4Horo aHtudocdhonunuaHoro cuHapoma (AKI n AH®)

[narHocTtuka rpaHynemaTto3sHbix BackynutoB (AH® 1 AHLIA)

[lnarHocTuka ny3bIpHbIX AepMaTo30B (ayTOaHTUTENa K aHTUreHam KOXu)
NnddepeHumanbHas anarHocTrka 6onesHu KpoHa n a3seHHoro konuta (AHLIA IgG n ASCA
IgA)_new

KombuHupoBaHHoe obcnenoBaHmne npu BocnanuTenbHbix 3aboneBaHnsx kuwevHunka (AHLIA
1gG/IgA, ASCA (IgG/IgA)
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15
15
15
15
15

15
15
15
15
15

15

15

980
980
550

1300

2000

1000
1000
600
600

900
500
1000

540
540
660

540
540
1000

1000
1000
1000
1000

660

1000
1100
1000
1100
2200

1200

940
1190
1190
1190
1190

1540

600
850
530
1190
770
770
770

550

1320
1070

1210

3220
1680
2100
4320
1220
3220

2540
2120
3090
2540
3360

2260

3780



26.55.
26.67.
26.78.
26.56.

26.62.
26.61.

26.72.

26.75.
26.73.

26.59.

26.65.

26.64.
26.70.
11.14.
26.57.
26.80.
26.69.
26.51.

41.515.

40.10.

40.2.

40.3.

40.5.
40.39.
40.40.

40.1.

40.15.

40.16.

40.57.

40.58.
40.7.

40.33.

40.34.
40.35.
40.36.
40.65.
40.63.
40.64.

41.48.
41.19.
41.7.
41.17.
40.324.
41.11.
41.5.
41.1.
41.9.
41.3.
41.15.
41.13.
41.173.
41.174.
40.270.
40.271.
40.211.
40.215.
41.473.

KoMnneKcHbIN TecT AMarHOCTUKM pacCesHHOTo CKrepo3aa (OnMroknoHanbHbIn 1IgG
cBoboHbIe Nnerkne uenv UMMyH

O6cnenoBaHue Npy Bon4aHOYHOM Hedbpute

O6cneposaHue npu CKB (AH®, acAHK n AKI)

MonHoe ceponornyeckoe obcnegosaHue npu uenvakum (ASA, TTI, APA, ATA)
Pa3BepHyTas gnarHoctuka aHTudochonmnuaHoro cuHgpoma (AH®, aHtutena kK
kapavonunuHy 1gG/IgM, 6eta2 rnn

PasBepHyTas ceponorus ayToMMmyHHbIX 3aboneBaHuii neveHun

PasBepHyTOe 06cnenoBaHue nNpu NnonuHEBpUTaXx (CKPUMHWHE NnapanpoTtenHa, AH®, AHLIA,
ENA, aHtn-GM1, GD1b, GQ

Pa3BepHyTOe ceponoruyeckoe obcrnenoBaHve Npy NONMMNO3uTe ¢ koMMeHTapuem (AH®,
ENA, aHTu-Mi-2, Ku, Pm-

CBobogaHble nerkue kanna n naméaa uenu MMMyHornobynvMHoB B Move

CBobopaHble nerkue kanna/nsmbaa uenym MUMMyHornobynmnHoOB B CbIBOPOTKE KPOBU
CBobopaHble nerkve nambéaa/kanna Leny MMMyHornobynuHoB B LiepebpocnuHansHom
XUAKOCTW

CKPWHWHI ayTOMMMYHHOIO nopaxeHus nedenn (AH®, AMA, ATMA, LKM, AMNKXK)
CKpWHUHT B6onesHen coeanHuTenbHon TkaHn (AH® n ENA-ckpuH)

CKPUHWHI M-TPAOVEHTA (6enka BeHc-[xoHca) B MOYE

CkpuHuHr uenuakum (AAT IgG n TTI2 IgA)

TunuposaHve M-rpagmenTa (6enka beHc-[xoHca) B Moye

YTouHeHue amarHosa uenuakmm (ASA n TTIN)

OnekTpodopes 6enkoB MOYM € onpeaernieHMeM Tuna npoTenHypum
13.ANATHOCTUKA ANNEPT A

13.01.TEXHOJIOI' A IMMUNOCAP

13.01.01.1 STAT lNepBryHbIE TECTbl HA ANNEPruto (CKPUHWHT)

AJINEPTOYUN ISAC (112 anneproKOMMOHEHTOB 13 51 NCTOYHMKaA annepreHos)
(ImmunoCAP)

CMmecb annepreHoB NULLM (SIUYHBIN Genok, MOMOKO KOPOBbE, TPeckKa, NeHnYHas Myka,
apaxuc, cos) IgG (FX5, ImmunoCAP)

Cwmecb annepreHoB NULLM (SMYHBIV GENoK, MOMOKO, Tpecka, niueHuua, apaxuc, cos) IgE (FX5,
ImmunoCAP)

Cwmecb 6bITOBbIX annepreHoB (domawwHss nbinb (Hollister-Stier), D. pteronyssinus, D. farinae,
Blatella germanica (TapakaH-npycak) IgE (HX2, ImmunoCAP)

Cwmecsb rpubkosbix annepreHos (Penicillium notatum, Cladosporium herbarum, Aspergillus
fumigatus, Alternaria alternata) IgE (MX1, ImmunoCAP)

Cmecb 3MnakoBbIX: MNweHnua, poxb, suMeHb, puc IgE (FX20, ImmunoCAP)

Cmecb 3nakoBbIX: MWeHnUa, poxb, s4MeHb, puc IgG (FX20, ImmunoCAP)

Cmecb Mukpockonuyeckux rpmbos (Penicil. notatum, Cladosporium herbarum, Asper.
fumigatus, Candida alb., Alt. alternata, Helminthosp) IgE (MX2, ImmunoC

CmMecb MOpenpoayKTOB: TPECKa, KpeBETKA, CUHASE MMAaust, TyHel, nocock IgE (FX2,
ImmunoCAP)

CMmecb MOpenpoayKToB: Tpecka, KpeBeTka, CUHASE Muawns, TyHel, nocock IgG (FX2,
ImmunoCAP)

Cmecb MSICHbIX MPOAYKTOB: CBMHUHA, roBsiamHa, kypuua IgE (FX73, ImmunoCAP)

Cmecb MACHbIX MPOAYKTOB: CBMHUHA, roBsauHa, kypuua IgG (FX73, ImmunoCAP)
Cmecb nepbeB NTUL;: rycs, Kypuubl, yTk1, nHaenku IgE (EX71, ImmunoCAP)

Cwmecb pykToBas Ne1: anenbcuH, s6noko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)

Cwmecb dpykToBas Ne1: anenbcuH, s6noko, 6aHaH, nepcuk IgG (FX15, ImmunoCAP)
Cwmecb dpykToBas Ne2: sbnoko, 6aHaH, rpywa, nepcuk IgE (FX17, ImmunoCAP)
Cwmecb dpykToBas Ne2: s6noko, 6aHaH, rpywa, nepcuk IgG (FX17, ImmunoCAP)
TpunTasa IgE (ImmunoCAP)

daguaton IgE (ImmunoCAP)

daguaton getckmn IgE (ImmunoCAP)

13.01.02.2 STAT BeisiBneHve nHaMBMAYanbLHOro annepreHa

Alternaria alternata IgE (M6, ImmunoCAP)

Aspergillus flavus IgE (M228, ImmunoCAP)

Aspergillus fumigatus IgE (M3, ImmunoCAP)

Aspergillus niger IgE (M207, ImmunoCAP)

Botrytis cinerea IgE (M7, InmunoCAP)

Candida albicans IgE (M5, ImmunoCAP)

Cladosporium herbarum IgE (M2, InmunoCAP)

Helmintosporium halodes IgE (M8, ImmunoCAP)

Mucor racemosus IgE (M4, ImmunoCAP)

Penicillium notatum IgE (M1, ImmunoCAP)

Pityrosporum orbiculare IgE (M70, ImmunoCAP)

Rhizopus nigricans IgE (M11, ImmunoCAP)

Abpukoc IgE (F237, ImmunoCAP)

Abpukoc 1gG (F237, ImmunoCAP)

AINNTEPTNA HA KOLLKY IgE (ImmunoCAP)

AJTNEPTNA HA COBAKY IgE (ImmunoCAP)

AJNEPTUNA HA AWLO IgE (ImmunoCAP)

Ambpo3suns - ans ACUT IgE (ImmunoCAP)

Ambpo3us Bbicokas IgE (W1, ImmunoCAP)

15
15
15
15

15
15

15

15
15

15

15

15
15
15
15
15
15
15

NNNNNWNNNNNNNNDNDNNDNDNENDNNO WNDW

4470
1850
3360
5430

3640
5560

4740

4740
1030

1160

1050

3090
1960
1720
2130
3640
2810
1770

46200

1430

1430

1430

1430
1430
1430

1430

1430

1430

1430

1430
1430

1430

1430
1430
1430
3700
2380
2910

490
490
490
490
420
490
490
490
490
490
490
490
490
490
3930
5890
3350
3150
490



41.183.
41.184.
41.283.
41.284.
41.181.
41.182.
40.343.
40.197.
40.350.
40.352.

41.87.
41.88.

41.443.
41.103.
41.104.
41.243.
41.244.
41.447.
40.337.
40.212.
41.189.
41.190.
41.187.
41.188.
41.463.
41.105.
41.106.
41.113.
41.114.
41.199.
41.200.
41.279.
41.280.
40.334.
40.332.
41.191.
41.192.
40.356.
41.391.
41.393.
41.295.
41.296.
41.449.
41.193.
41.194.
41.383.

41.85.
41.86.

40.213.
41.451.
40.323.
40.325.
41.115.
41.116.
41.151.
41.152.
41.153.
41.154.
41.233.
41.234.
41.261.
41.262.
41.201.
41.202.
41.439.

41.25.
41.27.
41.23.
41.37.
41.77.

41.771.
41.409.
41.431.
41.435.
41.433.
41.465.
41.483.
41.207.
41.208.
41.139.
41.140.

AnenbcuH IgE (F33, ImmunoCAP)

AnenbcuH IgG (F33, ImmunoCAP)

Apaxuc IgE (F13, ImmunoCAP)

Apaxuc IgG (F13, ImmunoCAP)

Apby3 IgE (F329, ImmunoCAP)

Apby3 I1gG (F329, ImmunoCAP)

Actma 1 pyHUT y B3pochbix IgE (ImmunoCAP)
Actma v puHuT y feten IgE (ImmunoCAP)
Ba3soBbIf komnnekc ans B3pocnbix IgE (ImmunoCAP)
Ba3sosbIn komnnekc ans geter IgE (ImmunoCAP)
Benok simynbivi IgE (F1, ImmunoCAP)

Benok sinunbivi IgG (F1, ImmunoCAP)

Bepesa IgE (T3, ImmunoCAP)

Bob6ebl coesble IgE (F14, ImmunoCAP)

Bob6ebl coeBble IgG (F14, ImmunoCAP)

Bpokkonu IgE (F260, ImmunoCAP)

Bpokkonu 1gG (F260, ImmunoCAP)

Byk IgE (T5, ImmunoCAP)

BeiToBble anneprensbl IgE (ImmunoCAP)

BeceHHnue gepesbs - ansa ACUT IgE (ImmunoCAP)
BuHorpag IgE (F259, ImmunoCAP)

BuHorpag IgG (F259, InmunoCAP)

BuwHs IgE (F242, ImmunoCAP)

BuwHs 1gG (F242, ImmunoCAP)

Bs3 IgE (T45, ImmunoCAP)

ImioteH IgE (F79, ImmunoCAP)

mioteH 1gG (F79, ImmunoCAP)

lopox IgE (F12, ImmunoCAP)

lMNopox IgG (F12, ImmunoCAP)

penindpyT IgE (F209, ImmunoCAP)

MperindpyT IgG (F209, ImmunoCAP)

"peukmn opex IgE (F256, ImmunoCAP)

"peukmn opex IgG (F256, ImmunoCAP)
"pnbkoBble annepreHsbl (pacwmperHas) IgE (ImmunoCAP)
"pnbkoBble anneprensbl IgE (IMmunoCAP)

pywa IgE (F94, InmunoCAP)

Mpywa IgG (F94, ImmunoCAP)

[nsa peten nepen BakumHaumewn IgE (ImmunoCAP)
HomawHsas nbinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
HomawHsas nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)
Opoxoku IgE (F45, ImmunoCAP)

Opoxokn IgG (F45, ImmunoCAP)

Oy6 IgE (T7, ImmunoCAP)

ObiHa IgE (F87, ImmunoCAP)

ObiHa IgG (F87, ImmunoCAP)

Exa cbopHas IgE (G3, ImmunoCAP)

YKenTtok suunbin IgE (F75, ImmunoCAP)

XKenTtok smunbin 1IgG (F75, ImmunoCAP)
3nakosble TpaBbl - Anst ACUT IgE (ImmunoCAP)
Mea IgE (T12, ImmunoCAP)

KaseuH IgE (F78, ImmunoCAP)

KaseuH IgG (F78, ImmunoCAP)

Kakao IgE (F93, ImmunoCAP)

Kakao IgG (F93, ImmunoCAP)

Kanbmap IgE (F258, ImmunoCAP)

Kanbmap 1gG (F258, ImmunoCAP)

Kambana IgE (F254, ImmunoCAP)

Kambana IgG (F254, InmunoCAP)

Kanycra IgE (F216, ImmunoCAP)

Kanycra IgG (F216, InmunoCAP)

Kaptodens IgE (F35, ImmunoCAP)

Kaptodens IgG (F35, ImmunoCAP)

Kuewu IgE (F84, ImmunoCAP)

Kuewn 1gG (F84, ImmunoCAP)

KneH siceHenucTHbivi IgE (T1, ImmunoCAP)

Knew gomawwHen nbinu Dermatophagoides farinae IgE (D2, ImmunoCAP)
Knew gomawwHen nbinu Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew gomawwHer nbinu Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)
Knew gomaluHer nbinu Euroglyphus maynei IgE (D74, InmunoCAP)
Kosbe monoko IgE (F300, ImmunoCAP)

Kosbe monoko 1gG (F300, ImmunoCAP)

Komap IgE (171, ImmunoCAP)

Kopm ans pbi6 Aptemust IgE (0202, ImmunoCAP)
Kopm ans pbi6 OJadHus IgE (0207, ImmunoCAP)
Kopm ans pbi6 TetpamuH IgE (0203, ImmunoCAP)
Koctep IgE (G11, ImmunoCAP)

Kpanuea asygnomHas IgE (W20, ImmunoCAP)
KpacHasi cmopoauHa IgE (F322, ImmunoCAP)
KpacHas cmopoauHa IgG (F322, ImmunoCAP)
KpeseTku IgE (F24, ImmunoCAP)

KpeseTku IgG (F24, ImmunoCAP)

WNWNNNNNNNWOWNNNDNDNNONONONOWONWOWNOWOWNOWOWNNNWONDNDOWNNRNONNDNNDNONNNONOONOWONOWNNOWOWNWOWNNNNONDONDNDOWNDNDNNNOWNDNWNDWN

490
490
490
490
490
490
3500
3500
4800
7420
490
490
490
490
490
490
490
490
2180
3150
490
490
490
490
490
490
490
490
490
490
490
490
490
4360
3060
490
490
4640
490
490
490
490
490
490
490
490
490
490
3150
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
420
490
490
490
490
490
490
490
490
490



41.109.
41.110.
41.481.
41.445.
41.213.
41.214.
41.469.
41.167.
41.168.
41.263.
41.264.
41.219.
41.220.
41.215.
41.216.
41.291.
41.292.
41.2609.
41.270.

41.73.
41.74.
41.71.

41.600.
41.259.
41.260.
41.411.

41.89.
41.90.
41.97.
41.98.
41.95.
41.96.

41.101.
41.102.
41.371.
41.372.
41.375.
41.376.
41.389.
41.385.
41.241.
41.242.
41.485.
41.277.
41.278.
41.237.
41.238.

41.51.
41.69.
41.78.

41.223.
41.224.

41.41.
41.45.

40.354.
41.471.
41.475.
40.214.
41.479.

41.55.
41.91.
41.92.

41.477.
41.127.
41.128.
41.239.
41.240.
41.253.
41.254.
41.143.
41.144.
41.423.
41.424.
41.145.
41.146.
41.203.
41.204.
41.461.
41.459.

40.66.
40.67.

Kykypysa IgE (F8, ImmunoCAP)

Kykypysa IgG (F8, ImmunoCAP)

Nebena yeuveBunuesungHas Ige (W15, ImmunoCAP)
Newwna IgE (T4, ImmunoCAP)

Jlumon IgE (F208, ImmunoCAP)

Jlumon IgG (F208, ImmunoCAP)

JlucoxsocT nyrosoii IgE (G16, ImmunoCAP)
TNococb IgE (F41, ImmunoCAP)

TNococb IgG (F41, ImmunoCAP)

Nyk IgE (F48, ImmunoCAP)

Nyk 1gG (F48, ImmunoCAP)

ManuHa IgE (F343, ImmunoCAP)

ManuHa 1gG (F343, ImmunoCAP)

MangapuH IgE (F302, ImmunoCAP)

MangapuH 1gG (F302, ImmunoCAP)

Még IgE (F247, ImmunoCAP)

Még IgG (F247, ImmunoCAP)

MuHgans IgE (F20, ImmunoCAP)

MuHpans IgG (F20, ImmunoCAP)

Monoko kunsyeHoe IgE (F231, ImmunoCAP)
Monoko kunsyeHoe IgG (F231, ImmunoCAP)
Monoko kopoBbe IgE (F2, ImmunoCAP)

Monoko kopoBbe IgG (F2, InmunoCAP)
MopkoBb IgE (F31, ImmunoCAP)

MopkoBb IgG (F31, ImmunoCAP)

MoTbinb IgE (173, ImmunoCAP)

Myka rpeyHeBas IgE (F11, ImmunoCAP)

Myka rpeyHeBas IgG (F11, ImmunoCAP)

Myka oBcsiHas IgE (F7, ImmunoCAP)

Myka oBcsiHas IgG (F7, ImmunoCAP)

Myka nweHunyHas IgE (F4, ImmunoCAP)

Myka nwenunyHas IgG (F4, ImmunoCAP)

Myka pxaHas IgE (F5, ImmunoCAP)

Myka pxaHas 1gG (F5, ImmunoCAP)

Msico uHaerikm IgE (F284, ImmunoCAP)

Msico uHaeikm IgG (F284, ImmunoCAP)

Msico kponuka IgE (F213, ImmunoCAP)

Msico kponuka IgG (F213, ImmunoCAP)

MsaTtnuk nyrosow IgE (G8, ImmunoCAP)
OBcsiHmua nyroeast IgE (G4, ImmunoCAP)
Orypeu IgE (F244, ImmunoCAP)

Orypeu I1gG (F244, ImmunoCAP)

OpyBaHuuk IgE (W8, ImmunoCAP)

Opex Kewbto IgE (F202, ImmunoCAP)

Opex Kewbto 1gG (F202, ImmunoCAP)

Mepewy IgE (F218, ImmunoCAP)

Mepeuy IgG (F218, ImmunoCAP)

Mepo rycuHoe IgE (E70, ImmunoCAP)

Mepo kypuubl IgE (E85, ImmunoCAP)

Mepo ytku IgE (E86, ImmunoCAP)

Mepcuk IgE (F95, ImmunoCAP)

Mepcuk 1gG (F95, ImmunoCAP)

MepxoTb (anutenui) kowkm IgE (E1, ImmunoCAP)
MepxoTb cobaku IgE (E5, ImmunoCAP)
Muwesas anneprus (6asosas) IgE (ImmunoCAP)
MopopoxHuk naHueToBuaHbIn IgE (W9, ImmunoCAP)
MoaconHe4yHuk IgE (W204, ImmunoCAP)
MonbiHb - Ans ACUT IgE (ImmunoCAP)

MonbiHb IgE (W6, ImmunoCAP)

MomeT BonHucToro nonyranyuka Ige (E77, ImmunoCAP)
Puc IgE (F9, ImmunoCAP)

Puc 1gG (F9, ImmunoCAP)

Pomawka IgE (W206, ImmunoCAP)

CappavHa ganbHeBocTouHast IgE (F615, ImmunoCAP)
CappavHa ganbHeBocTouHas IgG (F615, ImmunoCAP)
CaxapHasi cBekna IgE (F227, InmunoCAP)
CaxapHasi cBekna IgG (F227, ImmunoCAP)
Cgekna IgE (F319, ImmunoCAP)

Csekna IgG (F319, ImmunoCAP)

Cenbpgp IgE (F205, ImmunoCAP)

Cenbpgp 1gG (F205, ImmunoCAP)

Cemsi nogconHeyHuka IgE (K84, ImmunoCAP)
Cemsi nogconHeyHuka IgG (K84, ImmunoCAP)
Ckymbpus IgE (F206, ImmunoCAP)

Ckymbpus IgG (F206, ImmunoCAP)

Cnuga IgE (F255, ImmunoCAP)

Cnuga IgG (F255, InmunoCAP)

CocHa IgE (T213, ImmunoCAP)

CocHa BeimyToBa IgE (T16, ImmunoCAP)
CradunnokokkoBbIi aHTepoTokeuH A IgE (M80, ImmunoCAP)
CtadunnokokkoBbI aHTepoTokcuH B IgE (M81, ImmunoCAP)

NNNNWNWOWNWOWNWNWNWNOWNNWONDNDNDNDNDNDNNNONNNNODNONDDNONNDNDONONONONOWONOWONNOWONWOWNOWONONONONOWDNDOWNDNOWNDNNWNDNDNDWN

490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
420
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
420
490
2620
490
490
4710
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490



41.900.

41.75.
41.76.

41.405.
41.387.
41.453.
41.155.
41.156.
41.165.
41.166.
41.257.
41.258.
41.121.
41.122.
41.281.
41.282.
41.141.
41.142.
41.285.
41.286.
41.251.
41.252.
40.199.
41.255.
41.256.
41.319.
41.320.
40.340.

41.62.
41.47.
41.65.

41.399.
41.395.

41.83.
41.84.

41.457.

40.311.
40.306.
40.316.
40.321.
40.345.
40.310.
40.349.
40.357.
40.358.
40.359.
40.360.
40.304.
40.305.
40.346.
40.347.
40.302.
40.315.
40.303.

40.307.
40.301.
40.300.
40.348.
40.308.
40.309.
40.318.
40.319.
40.361.
40.363.
40.362.

24.17.

24.100.

24.9.

24.11.

24.21.

CTadunnokokkoBbI aHTepoTokcMH TSST IgE (M226, ImmunoCAP)
CbiBOpoTKa kopoBbero Mosoka IgE (F236, ImmunoCAP)
CbiBOpoTKa kopoBbero Mosnoka IgG (F236, ImmunoCAP)
TapakaH pbixuii IgE (16, ImmunoCAP)

Tumodbeeska nyrosas IgE (G6, ImmunoCAP)

Tononb IgE (T14, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP)

Tpecka IgG (F3, ImmunoCAP)

TyHeu IgE (F40, ImmunoCAP)

TyHeu IgG (F40, ImmunoCAP)

TeikBa IgE (F225, InmunoCAP)

TeikBa 1gG (F225, ImmunoCAP)

daconb IgE (F15, ImmunoCAP)

daconb IgG (F15, ImmunoCAP)

ducrawkm IgE (F203, ImmunoCAP)

ducrawkm IgG (F203, ImmunoCAP)

Popensb IgE (F204, ImnmunoCAP)

dopenb IgG (F204, ImmunoCAP)

PdyHayk IgE (F17, ImmunoCAP)

PyHayk IgG (F17, ImmunoCAP)

LiBeTHas kanycTa IgE (F291, InmunoCAP)

LiBeTHas kanycta IgG (F291, ImmunoCAP)

Liennakus IgE (ImmunoCAP)

YecHok IgE (F47, ImmunoCAP)

YecHok IgG (F47, ImmunoCAP)

Yunuickuin nepey IgE (F279, ImmunoCAP)

Yunuickuin nepey IgG (F279, ImmunoCAP)

Ok3ema IgE (ImmunoCAP)

Snutenuin kponuka IgE (E82, ImmunoCAP)

Snutenuin mopckoi ceuHkK IgE (E6, ImmunoCAP)
Onutenuin xomsika IgE (E84, ImmunoCAP)

An ocbl 06bIkHOBeHHOM IgE (13, ImmunoCAP)

Apn nuensbl gomawnen IgE (11, ImmunoCAP)

Ao IgE (F245, ImmunoCAP)

Ao 1gG (F245, ImmunoCAP)

AceHb Bbicokuit IgE (T25, ImmunoCAP)

13.01.03.3 OTAIN OnpegeneHne anneprokoMnoHEHTOB
Alternaria alternata rAlt al IgE (M229, ImmunoCAP)
Tumodbeeska nyrosast rPhl p1, rPhl p5b IgE (G213, ImmunoCAP)
AnbbyMuH cbiBopoTkm kowkmn nFel d2 IgE (E220, ImmunoCAP)
AnbbymMuH cbiBopoTku cobakn nCan f3 IgE (E221, ImmunoCAP)
Anbda-nakransbymuH IgE (F76, ImmunoCAP)
Ambpo3us nAmb a1 IgE (W230, ImmunoCAP)

Apaxuc rAra h1 IgE (F422, ImnmunoCAP)

Apaxuc rAra h2 IgE (F423, InmunoCAP)

Apaxuc rAra h3 IgE (F424, InmunoCAP)

Apaxuc rAra h8 PR-10 IgE (F352, InmunoCAP)

Apaxuc rAra h9 LTP IgE (F427, InmunoCAP)

Bepésa rBet v 1 PR-10 IgE (T215, ImmunoCAP)
Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP)
Beta-nakrornobynuH IgE (F77, ImmunoCAP)

Kapn (MapeansbymuH) rCyp c1 IgE (F355, ImmunoCAP)
KoHanbbymuH siiua nGal d3 IgE (F323, ImmunoCAP)
Kowka rFel d1 IgE (E94, ImmunoCAP)

JInzouum sina nGal d 4 IgE (K208, ImmunoCAP)

MUWHOpPHbBIE KOMMOHEHTLI MbIfNbLbl U NPOAYKTOB pacTUTENbHOro nponcxoxaeHus IgE (G214,

ImmunoCAP)

OBanbbymuH snua nGal d2 IgE (F232, ImmunoCAP)
Osomykoug arua nGal d1 IgE (F233, ImmunoCAP)

Owmera-5 MuaguH nwenunub rTri a19 IgE (F416, ImmunoCAP)
MonbiHb nArt v1 IgE (W231, ImmunoCAP)

MonbiHb NArt v3 LTP IgE (W233, ImmunoCAP)

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan 2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP)

CbIBOPOTOYHbIN anbbymunH nBos d6 IgE (E204, ImmunoCAP)
TponomwnosuH kpeseTok rPen a1 IgE (F351, ImmunoCAP)
13.02.TEXHOJIOr'"A IMMULITE

13.02.01.1 STATI MNepBuyHbIe TECTbI HA ANNEPTNo (CKPUHMHT)
CMECb BbITOBbIX ANTNEPTEHOB

(momawHsaAs neinb (greer), dermatophagoides pteronyssinus, dermatophagoides farinae,
TapakaH-npyccak) IgE (HP1, Immulite)

CMECbH OEPEBLEB Ne 3 (onbxa, 6epesa, newivHa obbikHoBeHHas, ay6, nea) IgE (TP9,

Immulite)

CMECb JEPEBBEB Ne1

(kneH siceHenucTbIn, 6epesa, ay6, Ba3, rpeukuin opex) IgE (TP1, Immulite)
CMECb AEPEBbBEB Ne2

(onbxa, newmHa obbIKHOBEHHaS, BA3, uBa benas, Tonons) IgE (TP5, Immulite)
CMECb KIEWEBBLIX ANJIEPFEHOB

(kneww-gepmatodar nepuHHbIR, Knewy-aepmatodar My4Hor, dermatophagoides microceras,

lepidoglyphus destructor, tyrophagus putresc
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490
490
490
420
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
490
2150
490
490
490
490
4360
490
490
490
420
420
490
490
490

2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
2180
600
2180
600

2180
600
600

2180

2180

2180

2180

2180

2180

2180

2180

1300

1300

1300

1300

1300



24.5.

24.6.

24.7.

24.8.

24.3.

24.4.

24.13.

24.15.

25.91.
25.37.
25.31.
25.35.
25.33.
25.39.
25.93.
25.95.
25.97.
25.99.

25.101.
25.103.

25.59.

25.133.
25.134.
25.137.
25.138.

25.9.
25.10.

25.135.
25.136.

25.25.
25.26.
25.1.

25.2.

25.55.
25.11.
25.12.
25.61.

25.129.
25.130.
25.125.
25.126.

25.47.
25.21.
25.22.

25.141.
25.142.

25.57.

25.157.
25.158.

25.51.

25.163.
25.164.
25.151.
25.152.
25.147.
25.148.

25.53.

25.107.
25.109.
25.105.
25.127.
25.128.

25.15.
25.16.
25.13.
25.14.
25.23.
25.24.

CMECb MACHbIX NPOAYKTOB

(cBUHUHA, roBsiAMHA, KypuHOE Msico, bapaHuHa) IgE (FP73, Immulite)
CMECb MACHbIX NPOAYKTOB

(cBUHUHA, roBAanHa, KypuHoe Msco, 6apaHuHa) IgG (FP73, Immulite)
CMECb OBOLLEW

(momuagopbl, MOPKOBb, kapTodenb, YecHOK, ropunua) IgE (FP51, Immulite)
CMECb OBOLLEW

(nomupgopbl, MOPKOBb, KapTodenb, YecHok, ropuuua) IgG (FP51, Immulite)
CMECbH MNMULWEBBLIX MPOOYKTOB

(AnyHbIN Benok, KopoBbe MOOKO, TPecka, NileHNnYHasa Myka, apaxuc, coeBble 606b1) IgE
(FP5, Immulite)

CMECb IMNMUWEBBLIX NMPOOYKTOB

(AM4YHbIA Benok, KOpoBbE MOJIOKO, TPecka, MLIEHNYHas Myka, apaxuc, coeBble 606b1) IgG
(FP5, Immulite)

CMECb TPAB Ne1 (uBeTeHne maini-mionb)

(exa cbopHasi, 0BCAHMLA Nyroeas, poXb MHOTONETHSA, TuModeeska, MATAMK nyroson) IgE
(GP1, Immulite)

CMECbH TPAB Ne2 (uBeTeHune aBryct-ceHTs0opb)

(ambpo3msi 06bIKHOBEHHAS!, MOSbIHL OOLIKHOBEHHAS, MOAOPOXHUK, Mapu 6enas, 30MbHUK,
consHka) Ige (WP1, Immulite)

13.02.02.2 STAI BeisiBneHve nHAMBMAOYanbLHOro annepreHa
Alternaria alternata IgE (M6, Immulite)

Aspergillus flavus IgE (M311, Immulite)

Aspergillus fumigatus IgE (M3, Immulite)

Aspergillus nidulans IgE (M310, Immulite)

Aspergillus niger IgE (M207, Immulite)

Candida albicans IgE (M5, Immulite)

Cladosporium herbarum IgE (M2, Immulite)

Mucor racemosus IgE (M4, Immulite)

Penicillium brevi-compactum IgE (M305, Immulite)

Penicillium notatum IgE (M1, Immulite)

Pityrosporum orbiculare IgE (M70, Immulite)

Rhizopus nigricans IgE (M11, Immulite)

Akaums IgE (T19, Immulite)

AHaHac IgE (F210, Immulite)

AHaHac IgG (F210, Immulite)

AnenbcuH IgE (F33, Immulite)

AnenbcuH IgG (F33, Immulite)

Apaxuc IgE (F13, Immulite)

Apaxuc IgG (F13, Immulite)

BaHaHbl IgE (F92, Immulite)

BaHaHbl IgG (F92, Immulite)

BapaHuHa IgE (F88, Immulite)

BapaHuHa I1gG (F88, Immulite)

Benok simuHbivi IgE (F1, Immulite)

Benok simunbii IgG (F1, Immulite)

Bepesa IgE (T3, Immulite)

Bob6ebl coesble IgE (F14, Immulite)

Bo6bl coesble IgG (F14, Immulite)

Byk IgE (T5, Immulite)

BuHorpag IgE (F259, Immulite)

BuHorpag IgG (F259, Immulite)

BuwHs IgE (F242, Immulite)

BuwHs 1gG (F242, Immulite)

Bs3 IgE (T8, Immulite)

loBsgumHa IgE (F27, Immulite)

lMNoBagumHa IgG (F27, Immulite)

penndpyT IgE (F209, Immulite)

MpenindpyT IgG (F209, Immulite)

Oy6 IgE (T7, Immulite)

XKenTtok smunbin IgE (F75, Immulite)

YKentok smunbin 1IgG (F75, Immulite)

WBa 6enas IgE (T12, Immulite)

KaseuH IgE (F78, Immulite)

KaseuH IgG (F78, Immulite)

Kanycrta kovaHHas IgE (F216, Immulite)

Kanycta kovaHHas 1gG (F216, Immulite)

Kaptodens IgE (F35, Immulite)

Kaptodens IgG (F35, Immulite)

KneH siceHenucTHbiv IgE (T1, Immulite)

Knew gomawwHer nbinu Dermatophagoides farinae IgE (D2, Immulite)
Knew gomawwHen nbinu Dermatophagoides microceras IgE (D3, Immulite)
Knew gomawHen nbinu Dermatophagoides pteronyssinus IgE (D1, Immulite)
Kny6Huka IgE (F44, Immulite)

Kny6Huka 1gG (F44, Immulite)

Kodpe IgE (F221, Immulite)

Kodpe 1gG (F221, Immulite)

Kpesetku IgE (F24, Immulite)

KpeseTtku IgG (F24, Immulite)

KypuHoe msco IgE (F83, Immulite)

KypuHoe msco IgG (F83, Immulite)
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25.89.
25.49.

25.139.
25.140.
25.153.
25.154.
40.239.
40.240.

25.17.
25.18.
25.3.
25.4.

25.143.
25.144.
25.113.
25.169.
25.170.
25.171.
25.172.

25.7.
25.8.

25.167.
25.168.
25.165.
25.166.
40.245.
40.246.

25.43.

40.273.
40.277.
25.121.

25.27.

25.123.

25.29.
25.85.

25.173.
25.174.

25.19.
25.20.
25.65.

40.282.

25.41.

40.281.

25.42.

25.149.
25.150.

25.45.
25.5.
25.6.

40.255.
40.256.
25.179.
25.180.
25.119.
25.111.
25.115.
25.131.
25.132.

41.495.
41.494.
40.169.
40.168.
41.491.
40.170.
41.497.
41.496.
41.498.
41.421.
41.492.
41.493.
40.166.
41.419.
41.425.
41.490.

41.500.
41.501.
41.504.
41.507.

Neb6epa IgE (W37, Immulite)

NewwuHa ob6bikHoBeHHas IgE (T4, Immulite)

Jlumon IgE (F208, Immulite)

Jlumon IgG (F208, Immulite)

Nococb IgE (F41, Immulite)

TNocockb IgG (F41, Immulite)

MOJIOKO IgE (Immulite)

MOJIOKO IgG (Immulite)

Monoko kunsyeHoe IgE (F231, Immulite)

Monoko kunsyeHoe IgG (F231, Immulite)

Monoko kopoBbe IgE (F2, Immulite)

Monoko kopoBbe 1gG (F2, Immulite)

MopkoBb IgE (F31, Immulite)

MopkoBb IgG (F31, Immulite)

Mopckas cBuHka (anutenui) IgE (E6, Immulite)
Myka rpeyHeBas IgE (F11, Immulite)

Myka rpeuHeBas 1gG (F11, Immulite)

Myka oBcsHas IgE (F7, Immulite)

Myka oBcsHas IgG (F7, Immulite)

Myka nwenunyHas IgE (F4, Immulite)

Myka nwenunyHas IgG (F4, Immulite)

Myka pxaHas IgE (F5, Immulite)

Myka pxaHas 1gG (F5, Immulite)

Msico nHaevikm IgE (F284, Immulite)

Msico uHaerikm IgG (F284, Immulite)

OBOLWM IgE (Immulite)

OBOLWM IgG (Immulite)

Onbxa IgE (T2, Immulite)

OPEXMU IgE (Immulite)

OPEXU IgG (Immulite)

Mepo BonHuctoro nonyranyuka IgE (E78, Immulite)
MepxoTb (anutenui) kowkm IgE (E1, Immulite)
MepxoTb nowaam IgE (E3, Immulite)

MepxoTtb cobakm IgE (ES5, Immulite)

MonbiHb 06bIkHOBEHHas IgE (W6, Immulite)

Puc IgE (F9, Immulite)

Puc 1gG (F9, Immulite)

CsuHuHa IgE (F26, Immulite)

CsuHuHa IgG (F26, Immulite)

CocHa BenmyToBa IgE (T16, Immulite)
CTtadunnokokkoBbI 3HTepoTokcuH B 1IgG (M81, Immulite)
CradunnokokoBbIn aHTepoTokcuH A IgE (M80, Immulite)
CradunokokoBbIn aHTepoTOKCUH A IgG (M80, Immulite)
CTtadunnokokoBbIn aHTEpoTOKCUH B IgE (M81, Immulite)
Tomar IgE (F25, Immulite)

Tomar IgG (F25, Immulite)

Tononb IgE (T14, Immulite)

Tpecka IgE (F3, Immulite)

Tpecka IgG (F3, Immulite)

OPYKThbI IgE (Immulite)

OPYKThbI IgG (Immulite)

dyHayk IgE (F17, Immulite)

DyHayk IgG (F17, Immulite)

Snutenuin kponuka IgE (E82, Immulite)

Onutenuin cobaku IgE (E2, Immulite)

Onutenuin xomsika IgE (E84, Immulite)

Abnoko IgE (F49, Immulite)

Abnoko IgG (F49, Immulite)

13.03.AINTIEPT A HA NNEKAPCTBEHHbIE CPEACTBA
13.03.01.TexHonorna ImmunoCAP

AmokemumnnuH IgE (C6, ImmunoCAP)
AmvnuuunnuH IgE (C5, ImmunoCAP)

AHTU6MOTUKM (IMmMUnoCAP)

AHTUCenTuyeckue n aHTnbakTepuansHble cpeactaa (ImmunoCAP)
YKenatuH koposuii IgE (C74, ImmunoCAP)
WHcynuH IgE (ImmunoCAP)

WHcynuH 6bluni IgE (C71, ImmunoCAP)

WHcynuH ceuHom IgE (C70, ImmunoCAP)

WHcynuH yenoseveckuii IgE (C73, ImmunoCAP)
JaTekc IgE (K82, ImmunoCAP)

MeHnumnuu G IgE (C1, ImmunoCAP)

Mexnnumnun V IgE (C2, ImmunoCAP)
MpeponepaunoHHas naHenb IgE (ImmunoCAP)
Ddopmanbaerva/dopmanuH IgE (K80, ImmunoCAP)
XnopamuH IgE (K85, ImmunoCAP)

XnoprekeuauH IgE (C8, ImmunoCAP)
13.03.02.TexHonorus Dr. Fooke

AnkypoHuym IgE (C53, Dr. Fooke)

ApTukaunH n YnbTpakavH IgE (C68, Dr. Fooke)
BeHsokanH IgE (C86, Dr. Fooke)

BbynueakauH, AHekauH n MapkauH IgE (C89, Dr. Fooke)
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41.505.
41.502.
41.506.
40.339.

50.44.2217.

41.508.
41.503.
41.510.

41.511.

41.512.

41.513.

41.514.

1.91.1

1.99.1
1.92.1
1.96.1.
1.97.1
1.93.

1.94.1
1.95.1

1.98.1

GNO001
GNO002

GNP028
GNPO053
19.94.

GNP021
GNP043
GNP023
GNP022
GNP066
GNPO055

GNP052
GNP032
GNPO026
GNPO008
GNPO030
GNPO046
GNPO045
GNPO044
GNPO025

GNPO050
GNPO0O61
GNPO049
GNPO0O51
GNPO60

GNP034

GNP020
GNP048
GNPO057
GNPO019

GNP029
GNPO11

GNP047
GNP069
GNPO035

20.120.
20.119.

Kap6okauH IgE (C87, Dr. Fooke)

JIwpokaunH n AcunokanH IgE (C82, Dr. Fooke)

MenuBakauvH u MNMonokanH IgE (C88, Dr. Fooke)

MecTHble aHecTeTuku 1 mmnopenakcaHnTbl (10 wT) IgE (Dr. Fooke)
HanpokceH (c110)

MpwnokavH n Lintanect IgE (C100, Dr. Fooke)

MpokauH n HoeokauH IgE (C83, Dr. Fooke)

TeTtpakaunH n QukauvH IgE (C210, Dr. Fooke)

13.04. TEXHONOI NA RIDA AJINTIEPTOCKPUH PA3BEPHYTBIE MAHENN
NAHENb NEAVWATPUYECKAA

(RIDA-nMMyHOGNOT)

(7 pecnupaTopHbix 1 13 nuwesbix annepreHos) IgE

MNAHENb NUWEBBLIX ANNTIEPFEHOB (RIDA-MMMYyHOBMOT)

(20 nnweBbIx annepreHoB) IgE

MAHEJb PECMNMUPATOPHbBIX ANTNIEPTEHOB (RIDA-MMMyHO6MOT)
(20 pecnupaTtopHsbix) IgE

YHUBEPCAJIbHAA MAHETb (RIDA-uMmMyHO6nOT)

(13 pecnupaTtopHbIx 1 7 nuweBbIX annepreHos) IgE

14. TOKCUKONOI'MYECKME NCCINEOOBAHUA

AHanua moum "BpepHble NpuBbIYKK" (@NKOrofb, HUKOTUH, HAPKOTUYECKMNE U NCUXOaKTUBHbIE

BelyecTBa - 6onee 800 npeacrasuTenen)

WccnepoBaHue Moun Ha BbisSIBNeHUE ynoTpebneHns CUHTeTMYeCckux kaHHabnHonaoB
"Cnancos"

KonnyectBeHHoe onpeaeneHne amgeraMmmHa n ero NPoM3BOAHbIX B MOYe
KonuyectBeHHoe onpeaeneHne 6apbutypatos B Moye

KonuyectBeHHoe onpeaeneHne 6eH304Ma3enuHOB B MOYe

KonuyecteeHHoe onpeaeneHve kaHHabuHoMaoB B Moye

KonunyecTBeHHoe onpeaeneHne kokamHa 1 ero MetabonuTos B MoYe
KonuyecTBeHHOe onpeaeneHve onvaTos B MOYe

[MpeaBapuTenbHbIN aHaNU3 MoO4YM Ha BbisiBrieHue 9 rpynn HapkKoTUYECKNX N NCUXOAKTUBHbIX

BeLLeCTB (onuaThbl, KaHHabuHoMAbI, amdeTaMnH, MeTamdeTaM1H, KOKauH, 3KCTasm
15.FTEHETUYECKWNE NCCIIEAOBAHUA
15.01.YCIyTn

Beigenenve [HK (aBnsetca ob6a3aTensbHON 4OMONHUTENBHON YCIYron Npy OCyLLECTBIIEHNN

3akasa)

3akntoyeHne Bpaya-reHeTuka no ogHOMY BUAY UCCNefoBaHuUi
15.02.KOMIMIEKCbI FTEHETUYECKMX MCCNEQOBAHUN
15.02.01.TepaneBTn4eCKNE NccrneqoBaHmsa

BbonesHb KpoHa

BPOHXWNAJIbHAA ACTMA (6a30Bbiit)

BeisiBneHve annenu 27 nokyca B HLA (HLA-B 27)
"eHeTVKa KOMMMEKC NPOTPOMOUH

'vnepToHuMA

WHrMbuTop aktuBaTopa nnasMuHoreHa

IlenpeHoBckas MyTauns

MYKOBUCLINAOOS

HACNEOCTBEHHbLIV TEMOXPOMATO3

HewipoceHcopHas HecuHapomarnbHas TyroyxocTb (GJB2). MNonumopdunsm: 35DelG
HenepeHOCMMOCTb NakTo3bl

Octeonopo3s

CuHgpom XKunbbepa

CnuHanbHasi ammoTpodus

Tpombodunus - 6a3oBbIn

Tpombounnus - CKPUHWMHT

TPOMBO®UITNA paclumpeHHas

DEHUNKETOHYPUS

15.02.02.J1ekapCTBEHHbIN MOHUTOPUHT

MeTabonuam BapgapuHa - 6a30BbI

METABOINN3M KNOMUAOIPEJIA

Tpombounus - oparnbHble KOHTpaLEenTHBbI
YyBCTBUTENBHOCTb K BUTaMuHy [

YYBCTBUTENBHOCTb K NEYEHNO VMPUHOTEKAHOM

YyBCTBUTENBHOCTb K NTEYEHWI0 XPOHNYECKOro renatuta pubaBMpMHOM 1 MHTEPEepoHOM
15.02.03.0HkoreHeTuKa

HenonunosHbIN pak TONCTON KULLKK

Pak MonoyHow xenesbl 1 AMYHUKOB - 6a3oBast

PAK MOTOYHOW XENE3bI N ANYHVKOB (paciumpeHHbiii)
Pak ToncTon KuLKK 1 xxenyaka

15.02.04.300poBbIi 06pa3 XM3HK

MpeapacnonoXeHHOCTb K ankoronnamy

CKMOHHOCTb K OXXMPEHUIO

15.02.05.Penpoaykums

MeTtabonuam conatos

MY>XCKOE BECIMNOANE

dakTop Asoocnepmuu (AZF)

15.02.06.KapuotunmpoBaHue

AHanus kapuoTtuna (c dpotorpacduert xpomocom) 1 naumeHTa
AHanus kapvotmna 1 nauueHTa
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550
550
550
4960
620
550
550
550

4360

4360

4360

4360

3300

4050
2060
2060
2060
2060
2060
2060

1980

250
900

2740
2960
1590
1370
4620
760
760
3260
1950

1480
760
4790
760
2510
3800
1820
5120
4790

1980
2740
1320
830
1480

800

2740
3470
4740
1370

1370
4110

2480
4830
2480

7550
7080



19.41.
19.42.
19.40.

30.48.
30.13.

30.16.
30.3.
30.4.

30.8.

30.28.
30.29.
30.30.
30.31.
30.32.

GNO0020
GNO0016
GNO0299
GNO0190
GNO0191
GNO0049
GNO0050
GNO0254
GNO0255
GNO0253
GNO0091
GNO0151
GNO0152
GNO0168
GNO0167
GNO0222
GNO0224
GNO0223
GNO0242
GNO0243
GNO0245
GNO0244
GN0246
GNO0247
GN0248
GN0249
GNO0252
GNO0250
GNO0251
GNO0324
GNO0325
GNO0005
GNO0006
GNO0024
GNO0021
GNO0023
GNO0022
GNO0008
GNO0009
GNO0007
GNO0017

GNO0076
GNO0018
GNO0019
GNO0015
GNO0014
GNO0013
GNO0032
GNO0034
GNO0033

GN0204
GNO0026
GNO0027
GNO0025
GNO0338
GNO0011
GNO0010
GNO0012

15.02.07.TunupoBaHue reHos HLA |

Nokyc DQA 1

Nokyc DQB 1

JNokyc DRB 1

15.03.TECTbI AHK HA OTLLOBCTBO/ MATEPUHCTBO
15.03.01.NHDopmaLMOHHbIE UccreaoBaHus

Bnn3HeuoBbIV TecT (2 YyeroBeka)

Tect AHK Ha maTepyHCTBO (MHOPMaLMOHHBIN) MaTb/pebeHok

Tect AHK Ha maTepyHCTBO (MHOPMaLMOHHbIN) TeCT Ha MaTepPUHCTBO C POAUTENSIMA
maTepu (pebeHok/aenyLuka n 6abyLuka no matepw)

Tect AHK Ha oTuoBCTBO (MHpopMaLmoHHbIN) OTew/pebeHok

Tect AHK Ha oTuoBCTBO (MHpopMaumoHHbIN) OTew/pebeHok/maTb
Tect AHK Ha oTLOBCTBO (MHOPMALIMOHHBIN) TECT Ha OTLOBCTBO C POAUTENSMM OTLA
(pebeHok/aenyuika n 6abyLika no otuy)

15.03.02.Tect AHK MHMOPMaLMOHHbIN, AONONMHUTENBHBIA Y4aCTHUK
[ononHWTenbHbIN y4acTHYK 1

Tect OHK nHdOpMaUMOHHbIN, AONONMHUTENBHBIN YYaCTHUK 2

Tect OHK MHdOpMaLMOHHbBIN, AONOMHUTENBHBIN YYacTHUK 3

Tect AHK nHdopMauMOHHbIA, AONONHUTENBHLIA Y4aCTHUK 4

Tect AHK nHdopMaUMOHHBIA, AONONHUTENBHBIA Y4aCTHUK 5
15.04.MHONBNOYATIbHBIE TEHETUYECKWE UCCITIEQOOBAHUA
ANKK1: Glu713Lys; DRD2: TaglA

BupycHbii oHkoreH AKT1: Glu17Lys (E17K)

dakTop BbIXKMBAHUSA MOTOPHbLIX HEMPOHOBSMN1: EX7DEL
3-ruppokeun-3-metTunrnytapun-koaHavm A pegykraza HMGCR: rs12654264
3-rugpokenn-3-metTunrnytapun-koaHaum A pegyktaza HMGCR: T/G SNP 29
CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C

CDKN2B aHtuceHc RNA 1 CDKN2B-AS1: rs1333042

CDKN2B aHTuceHc RNA 1 CDKN2B-AS1: rs1333048

CDKN2B aHtuceHc RNA 1 CDKN2B-AS1: rs2891168

CYP1A1l: CYP1A1*2A (Mspl Polymorphism)

G-npoTteuH, nonunenTtug 3 GNB3: C825T

G-npoTteuH, nonvnentug 3 GNB3: G-350A

HLA-komnnekc, rpynna 9 HCG9: rs3823375

HLA-komnnekc, rpynna 9 HCG9: rs6904029

LIM-npoTteunH LPP: rs13076312

LIM-npoTteunH LPP: rs13091753

LIM-npoTteunn LPP: rs1464510

MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)

MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)
N-aueTuntpaHcdepasa 2 NAT2: C481T

N-auetunTtpaHcdepasa 2 NAT2: lle114Thr (T341C)
N-auetuntpaHcdepasa NAT2: Arg197GIn (G590A)
N-auetuntpaHcdepasa NAT2: Gly286Glu (G857A)
N-auetuntpaHcdepasa NAT2: Lys268Arg (A803G)

NOD-nogo6HbI peuentop 2 NOD1: T-160C (G796A)
NOD-nopo6Hbin peuentop 2 NOD2: 3020InsC

NOD-nogo6Hbin peuentop 2 NOD2: Arg702Trp (R702W)
NOD-nogo6Hbi peuentop 2 NOD2: Gly908Arg (G908R)
T-kneTouHbIn nuraHg youksutuHa-1 UBASH3A: rs11203203
T-kneTouHbIn nuraHg youkeutuHa-1 UBASH3A: rs2839511

ApayuuH 1 anbcpa ADD1: G1378T

ApayuuH 2 (6eta) ADD2: C1797T

AneHomaTo3HbIN nonuno3 Toncton kuwwkn APC: 1061Del5
AneHomaTo3HbIN nonuno3 Toncton kuwwkn APC: 1309Del5
ApeHomMaTosHbIN nonunno3a Tonctown kuwku APC: Glu1317GIn (E1317Q)
ApeHomaTo3HbI nonmno3 Tonctou kuwku APC: 1le1307Lys (11307K)
ApvnoHekTtuH ADIPOQ: G276T

ApvnoHektuH ADIPOQ: T45G

AnkoronbaeruaporeHasa 1B (knacc |) ADH1B: ADH1B*2 (Arg48His; Arg47His)
AnbaervngnerngporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)

Anbda-5-HUKoTMHOBbLIV XonuHeprnyeckuin peuentop CHRNAS: Asp398Asn (D398N)
AwmenoreHuH AMELX: rs17878486

AwmenoreHnH AMELX: rs5933871

AHrnoteHsuH |l peuentop, Tvn 1 AGTR1: A1166C

AHrnoteHsunHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoteHsmHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)

AHpporeHoBebin peuenTtop AR: E211G/A (AR-E211G>A)

AHpporeHoBebIn peuenTop AR: rs2223841

AHpporeHoBebIf peuenTop AR: rs6625163

AHTaroHuct peuentopa uHTepnenkuHa 1 IL1RN: L/S (Allele 2; 86-bp VNTR intron 4)
AnonunonpotenH C-lIl APOC3: C-482T

AnonunonpoteuH C-lIl APOC3: C3238G

AnonunonpoteunH C-lIl APOC3: T-455C

Benok, cogepxawmi unHk-cBssbiBatowni gomeH ZNRD1: rs9366752
Beta-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)

Beta-2-agpeHopeuentop ADRB2: Gly16Arg (G16R)

Beta-3-agpeHopeuentop ADRB3: Trp64Arg (W64R)
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GNO0192
GNO0193
GNO0170
GNO0169
GNO0166
GNO0171
GNO0172

GNO0189
GNO0150

GNO0048
GNO0003
GNO0002
GNO0001
GNO0159
GNO161
GNO0160
GNO0162
GNO0164
GNO0165
GNO0148
GNO0147
GNO0146
GNO0105
GNO0104
GNO0107
GNO0109
GNO0108
GNO0103
GNO0102
GNO111
GNO0110
GNO0112
GNO0113

GNO0292
GNO0211

GNO0212
GNO0200
GNO0199
GN0202
GNO0201
GNO0203
GNO0196
GNO0198
GNO0197
GNO0206
GN0209
GNO0208
GN0210

GNO0215

GNO0213

GNO0214
GNO0045
GNO0089
GNO0085
GNO0081
GNO0080
GNO0079
GNO0082
GNO0083

GNO0334
GNO0336
GNO0332
GNO0333
GNO0335
GNO0149
GNO0217
GNO0077

GNO0227
GNO0221

BupycHbii oHkoreH HRAS: GIn61Lys (Q61K)

BupycHbii oHkoreH HRAS: Gly12Ser/Arg/Cys (G12S/R/C)
emoxpomato3 HFE: Cys282Tyr (C282Y)

"emoxpomaTto3 HFE: His63Asp (H63D)

"'manypoHaH-cBsi3biBatowmin npotenH 2 HABP2: Gly534Glu (G534E)
"maBHbIN KOMNMEKC rMcTocoBMecTMocTH, knacc |, A HLA-A: rs2517715
"maBHbIN KOMNMEKC rmcTocoBMecTMocTu, knacc |, A HLA-A: rs6457110

["MaBHbIN KOMMEKC rmcTocoBmecTMMocTu, knacc |, J (ncesgoreH) HLA-J: rs4959039
"mukosuntpaHcdepasa 6 GLT6D1: rs1537415

"muko3sundochatnannmMHo3nTon-cesa3aHHbIn 6enok CD14: C159T; T-259C; C260T
"mukonpoTenH-P ABCB1: ABCB1*8 (C1236T)

'mukonpoTtenH-P ABCB1: C3435T

"mukonpoTeunH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)

myTatnoH S-tpaHcdepasa Mio1 GSTM1: null genotype

'myTatnoH S-tpaHcdpepasa M1 GSTP1: Ala114Val (A114V)

myTatnoH S-tpaHcdepasa MNu1 GSTP1: lle105Val (1105V)

'myTatnoH S-tpaHcdepasa Tetal GSTT1: null genotype

paH3nm B GZMB: Arg55GIn (R55Q)

paH3nm B GZMB: rs2273844

['T® umknormgponasa 1 GCH1: rs10483639

['T® umknorngponasa 1 GCH1: rs3783641

'T® umknorngponasa 1 GCH1: rs8007267

HedeHsunH, 6eta 1 DEFB1: rs1799946

HedeHsunH, 6eta 1 DEFB1: rs1800972

OurngponvpumunanH gervgporeHasa DPYD: DPYD*2A (IVS14+1G>A)
OurngponvpumunanH gervgporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
OurnaponvpumunanH gervgporeHasa DPYD: Met166Val (M166V)
NO®A-pgekapbokcnnasa DDC: rs3735273

NO®A-gekapbokecnnasa DDC: rs921451

HodamuHosbin peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G)
HodamuHosbin peuentop D1 DRD1: rs686 (*62C>T)

HodamuHosbin peuentop D2 DRD2: 141Clns/Del (-141Clns/Del)
[NodamnHosbi peuentop D2 DRD2: rs6277

WHrmbuTop aktmBatopa nnasmuHoreHa SERPINE1: 4G/5G (PAI1: 4G/5G; Ins/Del G)
WHTerpuH, anbda 2 ITGA2: C807T

WHTerpuH, 6eta 3 (TpomboumTapHbiv rimkonpoTeuH llla) ITGB3: PIA1/PIA2 (Leu33Pro;
T1565C; HPA-1b)

WHTepnenkuH 1, anbda IL1A: C-889T

WHTepnenkuH 1, anbda IL1A: G4845T

WHTepnenkuH 1, 6eta IL1B: C-511T

WHTepneiiknH 1, 6eTa IL1B: C3954T (C3953T; Taql)

WHTepnewikuH 1, 6eTa IL1B: T-31C (C-580T)

WHtepnewikuH 10 IL10: A-1082G

WHtepnewikuH 10 IL10: A-592C

WHtepnewiknH 10 IL10: T-819C

WHTepnewikuH 4 1L4: C-589T (C-590T)

WHTepnewikvH 6 IL6: G-1363T

WHTepneiikuH 6 IL6: G-174C

WHTepneiikuH 6 IL6: G-572C

KanuneBbii kaHan, noTeHumnan-3asucumbln (nogcemenctso H) KCNH2: Arg1047Leu (R1047L)
KanueBbli kaHan, noTeHuman-3asucumbli (nogcemenctso H) KCNH2: Arg784Trp (R784W)

KanueBbin kaHan, noteHunan-3asncumeln (nogcemencteo H) KCNH2: Lys897Thr (K879T)
KanbuutoHuHoBbi peuentop CALCR: C1377T (Pro447Leu)

KatencuHn C CTSC: lle453Val (1453V)

Karexon-O-metuntpaHcdepasa COMT: A-98G (-118A>G)

KonnareH tun |, anbda 1 COL1A1: 1663Ins/DelT

KonnareH tun |, anbda 1 COL1A1: G-1997T

KonnareH tvn |, anbcpa 1 COL1A1: Sp1-polymorphism (G2046T)

Konnarex tvn lll, anbda 1 COL3A1: G2092A (Ala698Thr; A698T)

KonnareH Tvn V, anbda 1 COL5A1: C267T (BstUI-polymorphism)

Komnnekc anokeua-peaykrassl ButamuHa K, cybbeauHuua 1 VKORC1: C1173T (C6484T)
Komnnekc anokeua-peaykrasbl ButammHa K, cybbeauHuua 1 VKORC1: C2255T (C7566T)
Komnnekc anokeua-peaykrassl ButamuHa K, cybbeauHuua 1 VKORC1: C381T (T-4931C)
Komnnekc anokeua-peaykrasbl ButammHa K, cybbeauHuua 1 VKORC1: G-1639A (G3673A)
Komnnekc anokcua-peaykrassl ButamuHa K, cybbeauHuua 1 VKORC1: G6853C (G1542C)
KoHHekcnH 26 GJB2: 35DelG

Jlaktasza LCT: T-13910C (C/T-13910)

JlektuH, C-tun CLEC7A: Tyr238Ter (Y238X)

JlekTuH, ceasbiBaowmn maHHo3y MBL2: Gly54Asp; G54D
JlentuHoBbIN peuentop LEPR: GIn223Arg (Q223R)
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GNO0220
GNO0219
GNO0256
GNO0257
GNO0239
GNO0238
GN0240
GNO0226
GNO0301
GNO0225
GNO0262

GNO0293
GNO0294
GNO0295

GNO0296
GNO0036

GNO0125

GNO0126

GNO0127

GNO0128
GNO0268
GNO0316
GNO0278
GNO0279
GNO0106

GNO0326
GNO0277
GNO0307

GNO0044

GNO0345
GNO0282
GNO0087
GNO0086
GNO0284
GNO0285
GNO0287
GNO0288
GNO0039
GNO0038
GNO0040
GNO0041
GNO0042
GNO0043
GNO0234
GNO0235
GNO0232
GNO0233
GNO0035

GNO0060

GNO0061

GNO0062

GNO0064

GNO0069

GNO0056

GNO0068

GNO0066

GNO0059

GNO0055

GNO0065

GNO0067

NenTnHoBeIn peuenTtop LEPR: Lys109Arg (K109R)

NenTtnHoBbIn peuenTop LEPR: Lys656Asn (K656N)

TNokyc, Hekogupytowwas RNA LOC100270679: rs1160312

Nokyc, Hekogupytowwas RNA LOC100270679: rs913063
MeTtuneHnteTparngpodonaTtpeaykrasa MTHFR: A1298C (Glu429Ala)
MeTtuneHnteTparngpodonaTtpeaykrasa MTHFR: C677T (Ala222Val)
MeTunonuH cuHTasa MTR: Asp919Gly (A2756G)
MwuToreH-akTuBupyemas npotemHknHasa 1 MAP3K1: rs16886165
MuTtoxoHapuanbHas cynepokcugamcmyTasa 2 SOD2: Val16Ala (V16A)
MoHoamuHokcmaasa A MAOA: 30-bp VNTR (L/H)

Heviponentug Y NPY: Leu7Pro (T1128C)

HevipoTpaHcmuTTepHbIN NepeHocuuk godammuHa SLCBA3: 3'UTR 9/10 VNTR (40-bp VNTR)

HevipoTpaHcMuTTEepHbIN NepeHocuunk AodammnHa SLCBA3: G2319A
HenpoTtpaHcMuTTEpHBIN nepeHocunk godammHa SLCBA3: intron 8 VNTR

HevipoTpaHcMnTTEpHbIN NepeHocHuk cepoToHnHa SLC6A4: Long/Short (L/S; 44-bp Ins/Del)

HenpoTponHein daktop Mmo3ra BDNF: Val66Met; V66M

HuskoadduHHbIN peuenTtop Fc-cbparmerTa IgG, Tvin lla (CD32) FCGR2A:

(H131R)

HuskoadduHHbIN peuenTop Fc-cbparmerTa IgG, Tvin IIb (CD32) FCGR2B:

His131Arg

lle232Thr (1232T)

HuskoadduHHbIN peuenTtop Fc-cparmerTa IgG, Tvn Illa (CD16a) FCGR3A: Phe158Val

(Phel76Va; A559C; T559G)

HuskoadduHHbIn peuenTtop Fe-cpparmerTa IgG, Tvn [lIb (CD16b) FCGR3B: NA1/NA2

Polymorphism

OnvoungHbii peuentop M1 OPRM1: Asn40Asp (N40D; A118G)
Onyxonesbivi npotenH P53 TP53: Arg72Pro (Ex4+119C>G)
MapaokcoHasa 1 PON1: C-161T (A162G)

MapaokcoHasa 1 PON1: GIn192Arg (Q192R)

MnaueHTapHbIn 1 npoctatudeckuii DLG DLG5: Arg140GIn (R30Q)

Monunentua 1A cemerictea YA®-rmokypoHunTpaHcdepasbl 1 UGT1A1: UGT1A1*28

MpoonnomenaHokopTnH POMC: Arg236Gly (R236G)

MpoTeunH 2, nogobHbIN TpaHcKpunumnoHHomy daktopy 7 TCF7L2: IVS3C>T

MpoTeunH 6, cxogHbii ¢ C1Q n dhakTtopom Hekposa onyxonen C1QTNF6: rs229527

[MpoTteunH 6, cxogHein ¢ C1q n dakTopom Hekposa onyxonen C1QTNF6: rs5756546

MpoTeunH-Tupo3nHdocdartasa 22 PTPN22: Arg620Trp (R620W)
MpoTeunH, ceasbiaowmin kopTukonubepmH CRHBP: rs1875999
MpoTeunH, ceasbiaowmin kopTukonubepmH CRHBP: rs7728378
MpoTooHkoreH RET: Cys611 (Cys611Trp)

MpoTtooHkoreH RET: Cys618 (Cys618Ser/Arg)

MpoTooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)
MpoTooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)
Pak monoyHow xenesbl 1 BRCA1: 4153DelA

Pak monoyHow xenesbl 1 BRCA1: 5382InsC

Pak mono4Hon xene3bl 1 BRCA1: A1708E/V; Ala1708Glu/Val

Pak monoyHoi xenesbl 1 BRCA1: Arg1699Trp; R1699W

Pak monoyHow xenesbl 2 BRCA2: 6174DelT

Pak monoyHow xenesbl 2 BRCA2: Asn372His (N372H)

Pak npsamon kuwku, Henonuno3Hein (tTun 2) MLH1: Ala681Thr

Pak npsamon kuwkn, Henonuno3Hein (Tun 2) MLH1: G-93A (93G>A)
Pak npsamon kuwkn, Henonuno3sHein (tun 2) MLH1: His329Pro (H329P)
Pak npsamon kuwkn, Henonuno3sHein (tun 2) MLH1: Pro648Ser
Perynsatop anontosza BCL2A1: G141A

Perynatop TpaHcmembpaHHOM NpoBOoANMOCTM Npu MykoBucumaose CFTR:

Del, 1677TA)

Perynatop TpaHcmembpaHHON NpoBOANMOCTM Npu MykoBucumaose CFTR:
Perynsitop TpaHcmMeM6paHHO NpoBoAMMOCTU Mpu MykoBucumaose CFTR:
Perynatop TpaHcmembpaHHOM NpoBOANMOCTY Npu MykoBucumaose CFTR:

Perynsitop TpaHcmMeM6paHHO NpoBoAMMOCTU Mpu MykoBucumaose CFTR:
Perynsitop TpaHcMeMbpaHHO NpoBOAMMOCTU Mpu MykoBucumaose CFTR:

(R117H)

PerynaTtop TpaHcMembpaHHOM NpoBOANMOCTM Npu MykoBucumaose CFTR:

(R334W)

Perynsitop TpaHcMeMbpaHHO NpoBOAMMOCTU Mpu MykoBucumaose CFTR:

(N1303K)

Perynatop TpaHcmMembpaHHOM NpoBOANMOCTM Npu MykoBucumaose CFTR:

1507

Perynatop TpaHcmembpaHHOM NpoBoANMOCTY Npu MykoBucumaose CFTR:
Perynatop TpaHcmMembpaHHOM NpoBOoANMOCTM Npu MykoBucumaose CFTR:

(G542X)

Perynstop TpaHcmMeMbpaHHoW NpoBoAMMOCTU Npy MykoBucumaose CFTR:

1677DelTA (2-bp

2143DelT
2184InsA
3821DelT

3849+10kbC>T
Arg117His

Arg334Trp
Asn1303Lys
Del_l1e507; Delta

F508Del; delta508
Gly542Ter

L138Ins
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GNO0057
GNO0241
GNO0263
GNO0329
GNO0328
GNO0330
GNO0142
GNO0143
GNO0145
GNO0144

GNO0281
GNO0205
GNO0230
GNO0131
GNO0132
GNO0136
GNO0134
GNO0135
GNO0133
GNO0114
GNO0291
GNO0194
GNO0302
GNO0303

GNO0314

GNO0315
GNO0300
GNO0306
GNO0323
GNO0319
GNO0320
GNO0322
GNO0321
GNO0310
GNO0312
GNO0309
GNO0308

GNO0154

GNO0155

GNO0153
GNO0317
GNO0298
GNO0122
GNO0123

GNO0124
GNO121
GNO0313
GNO0231
GNO0272
GNO0271
GNO0275
GNO0270
GNO0276
GNO0274
GN0269
GNO0273
GNO0129
GNO0130

GNO0141
GNO0046
GNO0078
GNO0265
GNO0264
GNO0258
GNO0095
GNO0096
GNO0097

GNO0099

Perynstop TpaHcmembpaHHo npoBoaMmocTu npu mykosucumgose CFTR: Trp128Ter
(W1282X)

Penykraza MTRR: lle22Met (A66G)

Peuentop Y1 Hevponentuaa Y NPY1R: rs6837793

Peuentop ButamuHa D VDR: A-3731G (Cdx2)

Peuentop ButamuHa D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)
Peuentop ButamuHa D VDR: Fokl Polymorphism; Ex4+4T>C

PeuenTop ramma-ammHobyTmpoBol kucnotel A (anbda 1) GABRA1: rs2279020
PeuenTop ramma-ammHobyTrpoBol kucnotel A (anbda 2) GABRA2: rs279871
PeuenTop ramma-ammHobyTrpoBol kncnotel A (anbda 6) GABRAG: C1236T
PeuenTop ramma-ammHobyTrpoBol knucnotbl A (anbda 6) GABRAG: rs3219151

Peuentop ramma, aktuBupyembivi nponvdgepatamu nepokcncom PPARG: Pro12Ala (P12A)
PeuenTtop nHTepnenkuHa 2, anbda IL2RA: rs706779

Peuentop menaHokopTuHa (4 Tvn) MC4R: Val103lle

Peuentop dakTtopa pocta pubpobnacros (Tun 2) FGFR2: rs1219648

Peuentop dakTtopa pocta pubpobnactos (tun 2) FGFR2: rs2981578

Peuentop daktopa pocta pubpobnacros (tun 2) FGFR2: rs2981579

Peuentop daktopa pocta pubpobnacros (Tun 2) FGFR2: rs2981582

Peuentop dakTtopa pocta pubpobnacros (tun 2) FGFR2: rs3135718

Peuentop dakTtopa pocta pubpobnacros (tun 2) FGFR2: rs7895676

PeuenTtop aktoaucnnasnHa A2 EDA2R: rs1352015

CekpeTornobuH SCGB1A1: A38G

CepoTtoHuHoBbIn peuenTtop 2C HTR2C: Cys23Ser (C23S)
Crepong-5-anbtapenykrasa, anbda-1-nonvnentug SRD5A1: rs1691053
Crepona-5-anbtapenykrasa, anbda-2-nonunentng SRD5A2: Val89Leu (V89IL)
CynepcemencTBo peLentopa aktopa Hekposa onyxonen, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemeinctBo peuentopa caktopa Hekposa onyxonen, nentug 11b TNFRSF11B: T245G
(245T>G)

Cynpeccop 1 uutokuHoBow curHanusaumm SOCS1: rs243327

Tu-6okc 21 TBX21: rs17244587

TuposuHasa TYR: Arg402GIn (R402Q)

TuposnHasa TYR: rs10765198

TuposnHasa TYR: rs11018528

TuposnHasa TYR: rs1393350

TuposnHasa TYR: rs1847134

Tonn-nogo6Hein peuentop 2 TLR2: A-15607G (-15607A/G)

Tonn-nogo6Hein peuentop 4 TLR4: Thr399lle (C1196T)

TpaHchopmupytowmin aktop pocta, 6eta 1 TGFB1: Arg25Pro (G915C)
TpaHchopmupytoLwmin aktop pocta, 6eta 1 TGFB1: Leu10Pro (T29C)

TpombouunTapHbIv rmvkonpoTeuvH Ib, anbda-nonunentng GP1BA: Ins/Del (VNTR A, B, C, D)
TpombouunTapHbIi rmykonpoTenH Ib, anbda-nonunentng GP1BA: T-5C; Kozak sequence

TpombouunTapHbIv rmykonpoTeunH Ib, anbda-nonunentng GP1BA: Thr161Met (T161M)
TydprenuH 1 TUFT1: rs3790506

DakTop BbPKMBAHUS MOTOPHBIX HeripoHoB SMN1: EX8DEL

dakTop koarynaumm Il (tpombuH) F2: G20210A

dakTop koarynsumm Il (tpom6uH) F2: Thr165Met (T165M)

dakTop koarynsumm V (F5 daktop Nengena) F5: Factor V Leiden (G1691A; Arg506GIn)
dakTop koarynsumm Xl (nonunentug A1) F13A1: Val34Leu (Val35Leu)

dakTop Hekpo3sa onyxonen TNF: TNF-308 (G-308A)

dakTop, MHrMBMpYoLWMn Murpauuio makpodaros MIF: G-173C (173G>C)
denunananuHrngpokeunasa PAH: Arg158Gin (Arg158Pro)
denunanaHuHrngpokeunasa PAH: Arg252Gly (Arg252Trp)
PeHunnanaHunHrngpokcmnasa PAH: Arg408GIn (R408Q)

deHnnanaHvHrngpokcunasa PAH: Arg408Trp

denunanaHuHrngpokeunasa PAH: lle65Asn (lle65Thr; lle65Ser)
denunanaHuHrngpokeunasa PAH: IVS10-11g>a

denunanaHuHrngpokeunasa PAH: IVS12+1g>a

denunanaHuHrngpokeunasa PAH: Pro281Leu (P281L)

DdubpuHoreH (KoarynsiunoHHbi daktop 1) FGB: C-148T

DubpuHoreH (KoarynsumoHHbin dbaktop 1) FGB: G-455A (G-467A)
DonnmKynocTMmynupyoLmin ropmoH, 6eta nonunentug FSHB: Tyr76Ter (Tyr94Ter; Y76X;
Y94X)

XemokuH RANTES CCL5: G-403A; G-470A

Xumasa 1 CMA1: G-1903A (BstXI-polymorphism)

XuHoHoBast HAL(®)-aermaporenasa 1 NQO1: Arg139Trp (C465T; NQO1*3)
XuHoHoBast HALl(®)-aernaporenasa 1 NQO1: Pro187Ser (C609T; NQO1*2)
Xpomocoma 20 NC_000020.10: rs2180439

Lintoxpom P450, cemerictBo 2, nogcemencteo C, nonunentug 9 CYP2C9: CYP2C9*2
(Arg144Cys; R144C)

LinToxpom P450, cemerictso 2, noacemenictso C, nonunentug 9 CYP2C9: CYP2C9*3
(lle359Leu; 1359L)

Lintoxpom P450, cemelictBo 2, nogcemencteo E, nonunentng 1 CYP2E1: C-1053T
(CYP2E1*5B)

Lintoxpom P450, cemerictso 2, noacemeinctso E, nonunentng 1 CYP2E1: G-1293C
(CYP2E1*5B)
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GNO0071
GNO0073
GNO0074
GNO0070
GNO0072

GNO0259
GNO0261
GNO117
GNO0116
GNO0120
GNO0119
GNO0118
GNO0266
GNO0267
32.6.
32.7.1.
32.8.1.
32.9.
32.1.1.
32.2.1.
32.3.1.
32.8.
32.7.

166.0.03.28.11.

166.0.03.30.11.

166.0.03.15.11.

155.0.03.28.00.!

155.0.03.30.00.!

155.0.03.15.00.!

124.0.05.19.00.

124.0.05.19.01.

124.0.05.19.01.

123.0.05.19.00.!

123.0.05.19.01.

123.0.05.19.01.
141.0.05.19.00.

141.0.05.19.01.

141.0.05.19.01.

130.0.05.19.00.!

130.0.05.19.01.!
120.0.05.19.00.!

120.0.05.19.01.

120.0.05.19.01.

170.0.01.39.01.

170.0.01.39.02.

140.0.01.05.01.

YeknonHT-kmHa3a 2 CHEK2: 1-bp Del, 1100C (1100DelC)
YeknonHT-kmHa3a 2 CHEK?2: Arg181His (R181H)
YeknonHT-kmHa3a 2 CHEK2: Glu239Lys/Ter (E239K/X)
YeknonHT-kmHa3a 2 CHEK2: lle157Thr (1157T)
YeknonHT-kmHa3a 2 CHEK2: Pro85Leu (P85L)

OHpoTenuanbHas cMHTasa okcuga asora, Tun 3 NOS3: 4b/a VNTR polymorphism (4a/4b)
OHpoTennanbHas cuHTasa okcnaa asota, Tmn 3 NOS3: T-786C
Onokengrnpgponasa 1 EPHX1: His139Arg (A416G)
Anokengrngponasa 1 EPHX1: Tyr113His (Y113H)
OctporeHosbin peuenTtop 1 ESR1: Btgl Polymorphism (G2014A)
ActporeHosbin peuentop 1 ESR1: Pvull (T-397C)
OctporeHosbin peuenTtop 1 ESR1: Xbal Polymorphism (A-351G)
AnepHbii peuentop NR112: rs2461823

AnepHbii peuentop NR112: rs7643645
16.00MONHNTENBbHBIE MEOVULIMHCKWE YCIYT U

2-1 yac gon BpemeHu pabotsl m/cectpbi(B T.4 HOC 18%)

3-1 yac gon BpemeHu paboTel M/cecTpbi(B T.4 HOC 18%)

4-i4 yac gon BpemeHn paboTbl M/cecTpbi(B T.4 HOC 18%)

5-1 yac gon BpemeHu paboTel M/cecTpbi(B T.4 HOC 18%)
B3aTne 6uomartepmana (KpoBb BEHO3HasH)

BasTne bruomatepmana (KpoBb kanunnsipHasi)

B3atue 6uomartepmana (Ma3sok)

Bblean 3a 6uomart. Kk knueHTy (kypbep)(B T.4. HOC 18%)
HocTaska pesynbrartos (B T.4. HAC 18%)
17.MNKPOBUOJNOIMYECKAA OUATHOCTUKA
17.01.TOMN-UCCJIEOOBAHUA

17.01.01. MMUIKPOCKOIMMYECKUE NCCINEOOBAHUA
Mwukpockonuyeckoe nccrnegoBaHme BOoc Ha rpybbl
Mwukpockonuyeckoe nccnegoBaHme cockoba ¢ KoXu Ha rpubbl
Mwukpockonuyeckoe nccnegoBaHme cockoba ¢ HOrTeBOW NNacTuHbl Ha rpubbl
17.01.02. MMKONOI'MYECKUE NCCINEOOBAHUA

Mwukonornyeckoe nccrnegoBaHue Bonoc Ha gepmatomuueTsl (Trichophyton spp., Microsporum

spp., Epidermophyton spp.)

Mwukonoruyeckoe uccnegoBaHue cockoba c koxu Ha gepmatomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

Mwukonoruyeckoe nccnegosaHme cockoba ¢ HOrTeBoOW NNacTVHbl HA AepMaToOMULIETbI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

17.01.03. MMUKPOBWNOJIOTMYECKWUE UCCITIEOOBAHUA
17.01.02.01.MNKPOBNOJTOI'MYECKAA OUATHOCTUKA MUKPO®JIOPLI XKENTYOKA U
KWW EYHUKA

Mukpobuonornyeckas auarHoctuka aucbakrepuosa KuLeYHvKa

MI/IKpO6VIOI'IOFVNeCKaH AnarHocTuka ,qmcGaKTepmosa KULLEeYHMKa C onpefeneHnem
YYBCTBUTENTbHOCTU BO36y,EI,VITeJ'I$I K aHTMGaKTepMaJ'IbeIM npenapartam

Mukpobuonornyeckas amarHocTuka aucbakrepnosa KMLLEYHMKa C onpeaeneHnem
YYBCTBUTENbLHOCTU BO3OYAMTENS K aHTUOaKTepuanbHbiM Npenapatam u 6akrepunodaram
Moces kana Ha BO3GyAWTENEW KALLEYHON rpynnbl

Moces kana Ha BO3GyAWUTENEN KALLEYHON rPyNMbl C ONpeaeneHnemM YyBCTBUTENbHOCTU
B03byauTens Kk aHTMbakTepuanbHblM Npenaparam

MoceB kana Ha BO30yauTEnei KULLEYHOW rpynnbl C onpeaeneHnem YyBCTBUTENbHOCTH
B03byamTens Kk aHTubakTepuanbHelM NpenapaTtam n 6akrepunodaram
MoceB kana Ha 30n0TUCTbIN cTacdunokokk (Staphylococcus aureus)

MoceB kana Ha 30n0TUCTLIV cTacunokokk (Staphylococcus aureus) ¢ onpegeneHvem
YYBCTBUTESIbHOCTU BO3GYAMTENS K aHTUGaKTepuasibHbIM npenapaTam

MoceB kana Ha 30MOTUCTLIN cTadunokokk (Staphylococcus aureus) c onpegeneHvem
YyBCTBUTENbHOCTN BO3byanTens Kk aHTubakTepuanbHelM npenapatam n 6akrepunodara
Moces kana Ha knoctpuaun (Clostridium difficile)

Moces kana Ha knoctpuaum (Clostridium difficile) c onpegeneHnem yyBcTBMTENBHOCTH
B030yaMTens k aHTMbakTepmnanbHbIM NpenapaTam

MoceB kana Ha Mukpodiopy

MoceB kana Ha MUKpodnopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU BO3OyaAMTeNs K
aHTMbakTepuanbHbIM Npenaparam

Moces kana Ha MyKpodnopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU BO3OyaMTens K
aHTnbakTepuanbHbIM NpenapaTtam u 6aktepuodaram
17.01.02.02.MMKPOBMONOIMYECKAA OUATHOCTUKA MUKPO®NOPHI
MOYEMONOBOW CUCTEMBI

KomnnekcHoe uccnefoBaHue MUKPOMIopsl yporeHUTanbHoro TpakTa ¢ onpegerneHmem
YYBCTBUTENbHOCTM BO3BYAUTENs K aHTUGaKTepuanbHbIM npenapatam 1 6akrepuodaram

KomnnekcHoe unccrnenosaHme MUKPOdIiopbl yporeHUTarnbHOro TpakTa ¢ onpeaeneHuem
YYBCTBUTENIbHOCTU BO3GYAMTENS K paCLUMPEHHOMY CMEKTPY aHTUGaKkTepuarbHbIX npenap

Moces 13 Bnaranuwa Ha MykonnasMy xomuHuc (Mycoplasma hominis) ¢ onpegeneHvem
YYBCTBUTENbHOCTU BO30OYAUTENS K aHTUOaKTepuanbHbIM NpenapaTam
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Moces v3 Bnaranuia Ha MMKpodnopy ¢ onpeaeneHnem Y4yBCTBUTENbHOCTN BO3OyaMTeNs K
120.4.01.05.01.|aHTnGakTepmanbHbIM NpenapaTam

MoceB n3 Bnaranuiia Ha MMKpodnopy ¢ onpefeneHnem YyBCTBUTENBHOCTN BO3OyAMTENs K
120.4.01.05.01. aHTMBakKTepuanbHbIM NpenapaTtam n 6akreprodaram
138.0.01.05.00.! MoceB n3 Bnaranviia Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces 13 Bnaranuwa Ha ypeanna3my ypeanutukym (Ureaplasma urealiticum) c
139.0.01.05.01.  onpeaeneHemM YyBCTBUTENbHOCTM BO3OyauTeNs k aHTMbakTepuanbHbIM npenapatam

MoceB 13 ypeTpbl Ha aHa3POBHY0 MUKPOMIIOPY C oNpeaeneHnem YyBCTBUTENBHOCTM
121.0.01.26.01./Bo3byautens k aHTubakTepuanbHbIM npenapaTam

Moces 13 ypeTpbl Ha Mukonnaamy xomuHuc (Mycoplasma hominis) c onpegenexHnem
140.0.01.26.01.| 4yBCTBMTENLHOCTY BO3OYAMTENS K aHTUOaKTepranbHbIM NpenapaTtam

MoceB 13 ypeTpbl HAa MUKPOMIIOPY C ONpeAeneHnem YyBCTBUTENBHOCTU BO3DyAUTENS K
120.4.01.26.01.l aHTMGakTepuanbHbIM Npenaparam

MoceB 13 ypeTpbl Ha MUKPOMIIOPY C ONpeAeneHneM YyBCTBUTENBHOCTU BO3DYAUTENS K
120.4.01.26.01. aHTUOaKkTEpUanbHbIM NpenapaTtam u baktepuodaram

Moces 13 ypeTpbl Ha ypeannaamy ypeanutukym (Ureaplasma urealiticum) c onpegenexrvem
139.0.01.26.01.| 4yBCTBUTENBHOCTM BO30YAUTENS K aHTUbaKTepmanbHbIM NpenapaTam

MoceB 13 LepBUKanNbHOTO kKaHana Ha aHaapPObHY0 MUKPOMNOPY C onpeaeneHneM
121.0.01.27.01./4yBCTBMTENBHOCTY BO3OYANTENS K aHTUOaKTepranbHbIM NpenapaTam

MoceB 13 LiepBMKanbHOro kaHana Ha Mukonnasmy xomunHuc (Mycoplasma hominis) ¢
140.0.01.27.01. onpefeneHnem Y4yBCTBUTENbHOCTM BO3OyanTeNs K aHTMbakTepuanbHbIM npenapatam

MoceB 13 LepBUKanbHOrO kaHana Ha MUKPOMIIopy C onpeaeneHneM 4yBCTBUTENBHOCTM
120.4.01.27.01. Bo36yauTens k aHTubakTepuanbHbIM NpenapaTam

MoceB 13 LepBMKanbHOro kaHana Ha MUKpPOdIIopy C onpeaeneHnem YyBCTBUTENbHOCTH
120.4.01.27.01./Bo3byauTens k aHTubakTepuanbHblM npenapatam u bakrepunodaram

Moces 13 LepBKKanbHOro kaHana Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) c
139.0.01.27.01.| onpeaeneHem Y4yBCTBUTENbHOCTY BO3OyAMTENS K aHTMbakTepmnanbHbIM npena

[MoceB MO4YM Ha MMKPOMIOPY C onpeaeneHnem YyBCTBUTENbHOCTM BO3byanTens K
120.1.06.24.01. aHTMGakTepuarnbHbIM Npenapatam

MoceB Mo4M Ha MMKpOdopy C onpeaerieHnem YyBCTBUTENbHOCTY BO3OyaMTens K
120.1.06.24.01. aHTMBakKTepuanbHbiM NpenapaTtam n 6akrepmodaram

Moces cekpeTa npocTaTtbl HA MUKPOMIOPY C onpeAeneHneM YyBCTBUTENbHOCTMN
120.4.09.22.01./Bo3byautens kK aHTubakTepuanbHbIM npenapaTam

MoceB cekpeTa npocTaTbl HA MUKPOMIOPY C onpedeneHneM YyBCTBUTENBHOCTN
120.4.09.22.01. Bo36yguTens k aHTubakTepuanbHbIM Npenapartam n bakreprodaram

MoceB cnepmbl Ha MUKPOIIOpY C onpefeneHmeM YyBCTBUTENbLHOCTM BO30yauTens K
120.4.08.23.01.|aHTnbakTepmanbHbLIM NnpenapaTam

MoceB cnepMbl Ha MUKPOIOPY C onpeaeneHMeM YyBCTBUTENBHOCTM BO30yauTens K
120.4.08.23.01. aHTMbOaKTepuanbHbIM NpenapaTtam n 6akreprodaram

17.01.02.03.MNKPOBNOJTOM'MYECKAA OAUATHOCTUKA MUKPO®JTIOPbLI OTOENMAEMOIO

YXA U TNA3A

Moces 13 neBoro rnasa Ha aHa3pobHyl0 MUKPOopy C onpegeneHneM YyBCTBUTENBHOCTM
121.0.01.06.01. Bo3OyauTens k aHTubakrepuanbHbIM NpenapaTam

Moces 13 neBoro rmasa Ha Mnkpodnopy ¢ onpeAeneHmeM YyBCTBUTENbLHOCTM BO3OyanTens K
120.6.01.06.01.| aHTnGakTepmanbHbLIM NpenapaTam

Moces 13 neBoro rnasa Ha M1Kpodnopy ¢ onpedeneHMeM YyBCTBUTENbLHOCTM BO30yauTens K
120.6.01.06.01. aHTMBakTepuanbHbIM NpenapaTtam n 6akrepmodaram

MoceB 13 NeBoOro yxa Ha MUKpOdhriopy C onpedeneHmeM YyBCTBUTENbLHOCTM BO30yanTens K
120.6.01.12.01.|aHTnGakTepHanbHbLIM NpenapaTam

MoceB 13 NeBoro yxa Ha MUKPOhropy C onpedeneHMeM YyBCTBUTENBLHOCTM BO30yauTens K
120.6.01.12.01. aHTMBaKTepuanbHbIM NpenapaTtam n 6akrepmodaram

Moces 13 npaBoro rnasa Ha aHa3pobHY0 MUKPOOPY C onpefeneHneM YyBCTBUTENbHOCTM
121.0.01.07.01./Bo3byautens k aHTubakTepuanbHbIM NpenapaTam

MoceB 13 npaBoro rnasa Ha MUKpodnopy C onpeAeneHneM YyBCTBUTENBHOCTU BO30yaUTENS
120.6.01.07.01.i k aHTMGaKTEepManbHbBIM NpenapaTtam

MoceB 13 npaBoro rmasa Ha M1Kpodropy ¢ onpeaeneHnemM YyBCTBUTENbHOCTM BO3GyanTens
120.6.01.07.01. k aHTUBakTEepUanbHbIM NpenapaTtam u 6akrepunodaram

MoceB 13 NpaBoro yxa Ha MUKPOopy C onpeaeneHMemM YyBCTBUTENBHOCTM BO3OyauTens K
120.6.01.13.01.i aHTMOakTepuanbHbIM Npenaparam

MoceB 13 NpaBoro yxa Ha MUKPOMIIopy C onpefeneHneM YyBCTBUTENBHOCTM BO30yauTens K
120.6.01.13.01.| aHTUbGakTEpManbHbIM NpenapaTtamM u 6aktepunodaram

17.01.02.04.MNKPOBNOJTOTMYECKAA OWATHOCTUKA MUKPO®JTOPLI BEPXHUX U

HVXHUX ObIXATENLHbLIX NYTEN
144.0.01.10.00.!MoceB n3 3eBa Ha Bo3byautens audtepun (Corynebacterium diphtheriae)
141.0.01.10.00.!MoceB 13 3eBa Ha 30N0TUCTLIN cTadpnnokokk (Staphylococcus aureus)

Moces 13 3eBa Ha 30M0TUCTBLIN cTacdunokokk (Staphylococcus aureus) c onpegenexHnem
141.0.01.10.01.| 4yBCTBUTENBHOCTM BO3OYAUTENS K aHTUOaKTepMarnbHbIM NpenapaTtam
120.2.01.10.00.NoceB. 13 3eBa Ha MUKPOGIOPY

Moces 13 3eBa Ha MUKPOMIIOPY C ONpeaeneHnem YyBCTBUTENbHOCTY BO3byaMTENs K
120.2.01.10.01.l aHTMBakTepuanbHbIM Npenapatam
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120.2.01.10.01.

142.0.01.10.01.
144.0.01.16.00.!
141.0.01.16.00.!

141.0.01.16.01.
120.2.01.16.00.!

120.2.01.16.01.!

120.2.01.16.01.

145.0.01.18.01.!

120.2.07.35.01.

142.0.01.10.01.

120.5.04.08.01.!

120.5.04.08.01.

120.5.04.09.01.!

120.5.04.09.01.

121.0.01.21.01.

120.7.01.21.01.

120.7.01.21.01.

122.0.10.31.00.!

168.0.
166.0.
167.0.
165.0.

153.0.
152.0.

155.0.
154.0.

133.0.
170.0.
124.0.
134.0.
151.0.
171.0.
120.5.
120.9.
120.0.
120.1.
121.0.
122.0.

173.0.
123.0.
150.0.
144.0.
137.0.
143.0.
136.0.

Moces 13 3eBa Ha MUKpPOIIOPY C onpeAenieHneM YyBCTBUTENBHOCTU BO3GyAUTENs K
aHTMbakTepuanbHbIM Npenapatam v 6akrepuocharam

MoceB 13 3eBa Ha NUOreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpegeneHnem
YyBCTBUTENbHOCTWN BO3OYyAMTENSA K aHTUbaKTepuanbHbIM NnpenapaTam

Moces 13 Hoca Ha Bo3byautens audtepum (Corynebacterium diphtheriae)

MoceB 13 Hoca Ha 30MoTUCThIV cTadmIoKokk (Staphylococcus aureus)

MoceB 13 Hoca Ha 30MoTUCThIN cTadMoKoKK (Staphylococcus aureus) ¢ onpefeneHvem
YYBCTBUTENbHOCTU BO30YAMTENS K aHTUbaKTepuanbHbIM NpenapaTam

MoceB 13 Hoca Ha MUKpOdopy

MoceB 13 Hoca Ha MMKPOGIopy € onpeaeneHnemM YyBCTBUTENbHOCTU BO3OyAMTENs K
aHTnbaKkTepuanbHbIM NpenapaTam

MoceB 13 Hoca Ha MVKpodopy € onpeaeneHnem YyBCTBUTENbHOCTN BO3OyaMTeNs K
aHTnbakTepuanbHbIM NnpenapaTtam u baktepuodaram

MoceB 13 poTOrNOTKN Ha KokMow v napakokniow (Bordetella pertussis, Bordetella
parapertussis) ¢ onpegeneHnem YyBCTBUTENbLHOCTM BO3GyauTens k aHTubaktrepma
MoceB MOKPOTLI HAa MUKPOCIOPY C ONpeaeneHnem YyBCTBUTENBHOCTY BO3ByaMTens K
aHTnbaKkTepuanbHbIM NpenapaTam

MoceB Ha NMoreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHem
YYBCTBUTENBbHOCTWN BO3OYyAMTENS K aHTUbakTepuanbHbIM npenapatam v 6akreprod
17.01.02.05.MUKPOBMNONOIMYECKAA ONATHOCTUKA MUKPO®NOPLI FTPYOHOIO
MOJIOKA

lMoces rpyaHOro mMoroka feBov rpyAn Ha MUKPOGIopy € ONpeAeneHneM YyBCTBUTENBbHOCTH
BO30yaMTeNs k aHTMbakTepmnanbHbIM NpenapaTam

MoceB rpyaHOro Monoka neBon rpyan Ha MMKpodnopy ¢ onpeaeneHnem YyBCTBUTENBbHOCTH
B03byamTens Kk aHTubakTepuansHelM npenapaTtam n 6akrepunodaram

Moces rpyaHOro Momnoka npasov rPYAN Ha MUKPOGOPY C ONpeAeneHneM YyBCTBUTENBHOCTH
BO30yaMTeNs k aHTMbakTepmnanbHbIM NpenapaTam

MoceB rpyaHOro Monoka NpaBon rpyAn Ha MMKpPodnopy ¢ onpeaeneHnem YyBCTBUTENBHOCTH
B03byamTens Kk aHTubakTepuanbHelM npenapaTtam n 6akrepunodaram
17.01.02.06.MNKPOBNOJTOT'MYECKAA OAMATHOCTUKA MNKPO®JTIOPbI PAHEBOIO
OTAENAEMOIO

MoceB oTaensemMoro paHbl Ha aHaapobHy0 MMKPOopy C onpeaeneHnem
YyBCTBUTENbHOCTU BO3byanTens Kk aHTubakTepuanbHeiM npenaparam

MoceB oTaensemoro paHbl Ha MUKpOdropy € onpedeneHneM YyBCTBUTENbHOCTN
BO30yaMTeNs k aHTMbakTepmnanbHbIM NpenapaTam

MoceB oTAensemMoro paHbl Ha MMKpPONopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH
B03byamTens Kk aHTubakTepuanbHelM npenapaTtam n 6akrepunodaram

17.01.02.07.MNKPOBNOJTOM'MYECKAA OUATHOCTUKA KPOBU N NMYHKTATOB
MoceB kpoBuM Ha aapobHy 1 aHa3poBHy MUKpodopy

17.02. OCHOBHbIE NCCNEOOBAHUA

17.02.01.MNKPOCKOMNMNYECKUE UCCITIEOOBAHUA

Mwukpockonuyeckoe uccrnefoBaHe Maska ¢ okpackon no pamy (C oLeHKo No Lwkane
HblopxeHTa)

Mwukpockonuyeckoe nccnegoBaHue Ha rpubbl

Mwukpockonuyeckoe nccnefoBaHne HaTMBHOMO Maska ¢ okpackon no Mpamy
Mwukpockonuyeckoe nccnefoBaHue HaTUBHOTO Matepuana
17.02.02.MNKOJIOr'MYECKUE UCCITIEOOBAHUA

Mwukonoruyeckoe nccnegosanve Ha acneprunnel (Aspergillus spp.)
Mwukonornyeckoe nccnegoBaHue Ha rpudbl p. Candida

Mwukonornyeckoe uccrnenoBaHune Ha aepmatomuueTsl (Trichophyton spp., Microsporum spp.,
Epidermophyton spp.)

Mwukonoruyeckoe uccnegoBaHue Ha KpunTokokk (Cryptococcus neoformans)
17.02.03.MNKPOBUNOJTOIMMYECKME NCCITIEQOBAHUA

[narHocTunka nNuLeBbIX TOKCUKOMHGEKLMIA

KomMnnekcHoe nccnegosaHne Mnkpodnopbl YyporeHUTanbHoro Tpakra
Mukpobuonoruyeckas aMarHoctTuka aucbakrepuosa KuevHka
Mukpobuonoruyeckas AMarHOCTUKa KULLIEYHbIX MHADEKLMI

Mukpobuonoruyeckas aMarHocTuka xornepbi

MukpobuoueHo3 Bnaranuiia

MoceB rpyaHoro Momnoka Ha Mukpodriopy

[MoceB xen4n Ha Mukpodopy

MoceB kana Ha Mukpodiopy

[MoceB Mo4M Ha MuKpodopy

MoceB Ha aHa3pobHy MuKpodnopy

MoceB Ha aspobHyto 1 aHa3POBHYH MUKpOoopy

MoceB Ha BeTa-reMonNUTUYECKNIN CTPENTOKOKK rpynibl B (Streptococcus agalactiae)
MoceB Ha Bo3byauTEnen KULLEYHON rpynmbl

Moces Ha Bo3byauTens 6otynuama (Clostridium botulinum)

Moces Ha Bo3byauTensa audtepum (Corynebacterium diphtheriae)

Moces Ha rapaHepennés (Gardnerella vaginalis)

MoceB Ha remodunbHyto nHekumto (Haemophilus influenzae)

Moces Ha roHopeto (Neisseria gonorrhoeae)
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163.0.

176.0.

158.0.
159.0.
175.0.
156.0.
162.0.
161.0.
160.0.

50.114.1405.

50.35.770.
50.3.1584.
50.1.2111.

50.16.2087.
50.17.2087.
50.14.1385.

50.4.1584.

50.16.2007.
50.85.1295.

50.5.1584.
50.1.933.

50.5.2090.
50.52.921.
50.3.1625
50.2.1584.
50.1.1584.

50.1.2027.
50.19.368.
50.4.1625.
50.5.1625.
50.6.1625.

MoceB Ha rpubel p.Candida

MoceB Ha 3on0THCTLIN cTadunokokk (Staphylococcus aureus)
Moces Ha nepcuHnos (Yersinia spp.)

Moces Ha kamnunobakTepunos (Campylobacter spp.)

MoceB Ha kunwe4Hyto nanoyky (Escherichia coli O157:H7)
Moces Ha knoctpuaumn (Clostridium difficile)

Moces Ha kokntow n napakokniow (Bordetella pertussis, Bordetella parapertussis)
Moces Ha nernoHennés (Legionella)

[Moces Ha nucTepmos (L.monocytogenes)

[MoceB Ha meHuHrUT (Neisseria meningitidis)

Moces Ha mukonnasmy xomuHuc (Mycoplasma hominis)

lMoceB Ha NMoreHHbIN CTPENTOKOKK (Streptococcus pyogenes)

Moces Ha canbMoHennes (Salmonella spp.)

Moces Ha TpuxomoHo3 (Trichomonas vaginalis)

Moces Ha Ty6epkynes (Mycobacterium tuberculosis)

Moces Ha ypeanna3my ypeanutukym (Ureaplasma urealiticum)

lMoceB Ha ypeannasmy ypeanuTukym u MUKOMNNa3my XOMUHWUC

Moces Ha wurennes (Shigella spp.)

Moces Ha awepuxmno3s (Escherichia spp.)

lMoceB oTAensemMoro BepxXHUX AbixaTenbHbIX NyTen Ha MMKpodnopy (Hoc, 3eB)
Moces oTaensiemoro rmas, ywen Ha mukpodnopy

[MoceB 0TAENAEMOro HUXHKUX AblXxaTenbHbIX NyTEW Ha MUKpodropy (Tpaxes, GPoHXM)
MoceB oTaensiemoro paHbl Ha MUkpodropy

MoceB oTaensiemMoro yporeHuTanbHOro Tpakta Ha Mukpodropy

[MoceB nyHKTaTOB Ha MUKPOIIOpY

17.02.04. AONOJNTHNTEJIbHLIE NCCNEOOBAHUA

OnpepgeneHne 4yBCTBUTENbHOCTU BO30yAWTENS K aHTMDaKTepmanbHbIM Npenapartam (44m)
OnpepaeneHne 4yBCTBUTENBHOCTU BO3OyauTens k 6aktepnodaram

OnpepgeneHne 4yBCTBUTENBHOCTU BO30YAWTENS K pacLUMPEHHOMY CNEKTpy
aHTnbakTepuanbHbIX NpenapaTos

OnpepgeneHne 4yBCTBUTENBHOCTU K aHTMOakTepmanbHbIM npenapatam ESBL-wtammos

OnpepeneHve 4yBCTBUTENBHOCTU K aHTUbakTepuanbHbiM npenapatam MRSA-wiTammos
OnpepeneHve 4yBCTBUTENBHOCTW K aHTMBOaKTepuanbHbIM NpenaparamM BCEro crekTpa
BblAENEHHON MUKPOdIIOpbI

OnpepgeneHne 4yBCTBUTENBHOCTU K @aHTUMUKOTUKAM C UCMOSIb30BaHWEM TECT-CUCTEM
"Fungitest"

OnpepeneHve 4yBCTBUTENBHOCTM K aHTUMUKOTUYECKUM npenapartam

ParoTnmaaums ctadnnokokka

17.02.05.AHTUTEHHbIE TECTbI, SKCINPECC-AHATIN3bI

ApeHosupyc (Adenovirus, AvapenHblii CUHAPOM), aHTUMEHHBIN TECT

WHdntoeHua A+B (Influenza A+B, rpunn), aHTUreHHbI TecT

Wccneposanne Ha Escherichia coli O157:H7 (anapeviHbiii CMHAPOM), aHTUrEHHbIN TECT

KpunTtocnopuamu napsym (Cryptosporidium parvum, guapeinHbii CUHOPOM), aHTUrEHHBbIA TECT

Jlambnun (Giardia liamblia, AMapenHbIi CUHAPOM), aHTUrEHHBIN TECT
OB6HapyxeHne poTaBMpPyCOB N aAEHOBUPYCOB, aHTUIEHHbIV TECT
PoTasupyc (Rotavirus, onapenHbii CMHOPOM), @HTUIEHHbIA TECT
CrpenTokokka rp.A (Streptococcus pyogenes), aHTUreHHbIN TecT
CrpenTokokka rp.B (Streptococcus agalactiae), aHTureHHbI TecT
TokenH A (Clostridium difficile, nceBaomem6paHHbIi KONWUT), aHTUTEHHbIA TECT
18.MHONBUVOYAIBbHBIE KOMMNEKCHI N YCNYTA

FISH uccneposanue HER 2/neu

TORCH komnnekc 770

AHeMUs (CKPUHMHT)

AHTUTENa K aHHeKcuHy V

AHTUTENA K KapanonunuHylgG (konuy.)

AHTUTENA K KapanonunuHylgM (konwuy.)

AP + XY

B1noxummnsa cKpUHUHF

Bupyc npocToro repneca 1, 2 IgM(n/kon)

[OHK Bupyca repneca 8 Tuna — kposb ATA

KnuHnyeckumn aHanus kposu

KoHcynbTaums rotoBbIx NpenapaTos

OnpepeneHne aHtuTen knacca UIrM k MapeoBupycy nMMyHodepMeHTHbIM MeTofom (MDA)
MoceB Ha KuLLeYHyto rpynmy (CKPUHWHI) (Ma3ok)*

Mporpamma "CypporaTHoe maTtepuHCTBO"

CycTaBHOWN CMHOPOM (CKPUHWHT)

DyHKUMSA NeveHn+

LinTonornyeckoe nccrnenoBaHne COCKOBOB LLEMKM MaTKK, LiepBUKanbHOro KaHana,
Braranuiia ¢ okpackow rno JlenwmaHy (MaTepuan B3sT Ha CTEKI0)

LLiutoBnaHas xenesa: nepsuyHoe obcnenoBaHve

OKO-MAMA (1ccnenoBaHus KpoBK)

OKO-MAMA (uccnegoBaHusa maska)

OKO-MAMA (paclumnpeHHast)
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760
500
760
760
760
880

760
760
760
760
760
700
760
1100
760
760
1380
760
760
580
680

760
680
440
760

300
200

500

300

300

400

1260
300
500

1200
1400

1800

1200
1200
1880
1000
1200
1200
1200

27500
2310
1290
1370
1010
1010
600
600
380
250
350
4130

660
530
6260
870
650

440
820
3780
5440
9220



50.8.1625. OKO-MAMA (nccnenoBaHus KpoBK) 2 1830
50.9.1625. OKO-MNATMA (nccnegoBaHus maska) 11 3940
50.7.1625. OKO-MAMA (paclumpeHHas) 11 5760



